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  1 Ce 13A1 Z48717 T10B9.8 -------------------------MGYF-----------    4

  2 Ce 13A11 Z81503 F14A7.a----------------------------------------    0

  3 Ce 13A12 Z81503 F14A7.b----------------------------------------    0

  4 Ce 13B2 Z81565 K06G5   ----------------------------------------    0

  5 Ce 13B1 Z54269 F02C12.5----------------------------------------    0

  6 Ce 43A1 E03E2.1        ----------------------------------------    0

  7 30 clam                -------------------------MEILGMVNLP-----    0

  8 3A1 pcn1 rat           -------------------------MDLLSALTLE-----   10

  9 5A1 TXS   human        -------------------MEALGFLKLEVNGPMV-----   16

 10 102 BM3  B. megaterium ----------------------------------------    0

 11 118 Mycoplasma leprae  ----------------------------------------    0

 12 110A1 Anabaena cyanoba.----------------------------------------    0

 13 Ce 32A1 U53148 C26F1.2 ---------------------------MIIVISIVIGYVI    0

 14 Ce 42 Y80D3 M89401 8B12---------------------------MGIITASLIVLTI    0

 15 Ce 37A1 Z81493 F01D5   ---------------------------MGIAVYLLALVVI    0

 16 Ce 37B1 F28G4 and T13F3---------------------------MHFLNIATIFLIT    0

 17 Ce 31A1 Z68213 C01F6.3 -------------------------MGVIIL---------    0

 18 Ce 31A2 Z68336 F22B3   -------------------------MGVIIP---------    0

 19 Ce 31A3        T16C6   -------------------------MGVIIP---------    0

 20 Ce 29A1 Z69787 C44C10.2-------------------------MALILIII-------    0

 21 Ce 29A2 Z74043 T19B10.1-------------------------MTIFIPISI------    0

 22 Ce 29A3 Y108G3contig541-------------------------MSLILPCLL------    0

 23 Ce 29A4 B0331          -------------------------MSILIPVAL------    0

 24 4A11     human         --------------------------MSVSVLSPSRLLGD   14

 25 72A1 Catharanthus ros. ------------MEMDMDTIRKAIAATIFALVMAWAWRV-   27

 26 52A1 alk1      C. trop.------MSSSPSIAQEFLATITPYVEYCQ-ENYTKWYYFI   33

 27 52D1 ALK4-A    C. malt.---------------MAIF---------------TPELWL   10

 28 52B1 alk6      C. trop.-------------MSLTETTATFIY--------NYWYIIF   19

 29 52E1          C.apicola-----------------------MIIGLS-DAFALGGIAL   16

 30 63  Phan.chrysosporium ----------------------------------------    0

 31 52C1 alk7      C. trop.--------------------------------MYQLFCFL    8

 32 52C2 ALK6-A    C. malt.--------------------------------MIDALYIL    8

 33 120 Synechocystis      ----------------------------------------    0

 34 67  Uromyces fabae     FIVLISATAHFIFRRREPTAFQYACFQAGLALLLSVLLRE    0

 35 CYP26 Human R51129     --------------------------------MGLPALLA    0

 36 Ce 22A1 U39648 T13C5.1 SSWIKCRDWMAFALSHHIIMGIYLLILRNFLPQVVPDFEW    0

 37 64  Aspergillus flavus ----------------------------------------    0

 38 66  Agaricus bisporus  ----------------------------------------    0

 39 10   pond snail        --MAIMKKFIHHSLKQLIKPNLTSTKRVVSTSPRKEQGVA   38

 40 11A1 scc  bovine       --------------------------MLARGLPLRSALVK   14

 41 11B1 11B1 human        -----------------------------------MALRA    5

 42 27  27OH  human        ---------------MAALGCARLRWAL---RGAGRGLCP   22

 43 24  25OH D3 24hyd hum. ---------------MSSPISKSRSLAAFLQQLRSPRQPP   25

 44 Ce 44 ZK177 U21321 mito----------------------------------------    0

 45 12   insect mito       ---------------------------MIKYKQYSRAIVA   13

 46 59   Asperg.nidulans-4 ----------------------------------------    0

 47 56  DIT2 S. cerevisiae -------------------------MELL--------K-L    6

 48 53  bphA Asp. niger    -------------------------MLAL------LLS-P    8

 49 57A1v1  N. haematococca-------------------------MLVDTGLG--LIS-E   12

 50 65   Fusarium N.Alexan.-------------------------MFQYSL---------    0

 51 60B1 Asperg.nidulans-3 ----------------------------------------    0

 52 60A1 Asperg.parasiticus----------------------------------------    0

 53 62   Asperg.nidulans-1 ----------------------------------------    0

 54 58   Fusarium sporotri.-------------------------MVDQDWIKALVNI-P   14

 55 132 Z80108.Mt          ----------------------------------------    0

 56 Ce 34A2 Z81119.T10H4.11----------------------------------------    0

 57 Ce 34A1 Z81119.T10H4.10----------------------------------------    0

 58 Ce 34A3 Z81047 C41G6.h ----------------------------------------    0

 59 Ce B0213.15 CYP34A6    ----------------------------------------    0

 60 Ce B0213.10 CYP34A5    ----------------------------------------    0

 61 Ce T09H2contig5 CYP34A4----------------------------------------    0

 62 Ce B0213.16 CYP34A10   ----------------------------------------    0

 63 Ce B0213.11 CYP34A9    ----------------------------------------    0

 64 Ce B0213.12 CYP34A7    ----------------------------------------    0

 65 Ce B0213.14 CYP34A8    ----------------------------------------    0

 66 Ce 35A1       C03G6.19k----------------------------------------    0

 67 Ce 35A2       C03G6.22k----------------------------------------    0

 68 Ce 35A3        K09D9   ----------------------------------------    0

 69 Ce 35A4        C49G7   ----------------------------------------    0

 70 Ce 35A5        K07C6   ----------------------------------------    0

 71 Ce 35B1        F40C5   ----------------------------------------    0

 72 Ce F40C5K07C6.3CYP35B2 ----------------------------------------    0

 73 Ce K07C6.2 CYP35B3     ----------------------------------------    0

 74 Ce 35C1 Z77652 C06B3.3 ----------------------------------------    0

 75 Ce 35D1 Z83105 F14H3.20----------------------------------------    0

 76 Ce 14A1 Z50742 K09A11.2----------------------------------------    0

 77 Ce 14A5        F08F3.7 ----------------------------------------    0

 78 Ce 33C1        C45H4.a ----------------------------------------    0

 79 Ce 33C3        F41B5.b ----------------------------------------    0

 80 Ce 33C4 M88882 F44C8   ----------------------------------------    0

 81 Ce 33C5        F41B5.c ----------------------------------------    0

 82 Ce 33C6        F41B5.e ----------------------------------------    0

 83 Ce 33C7        F41B5.d ----------------------------------------    0

 84 Ce 33C8        R08F11  ----------------------------------------    0

 85 Ce 33C9        C50H11  ----------------------------------------    0

 86 Ce 33A1 U55365 C12D5.7 ----------------------------------------    0

 87 Ce 33B1 U50311 C25E10.2----------------------------------------    0

 88 Ce 33E1 U61945 C49c8.4 ----------------------------------------    0

 89 Ce 33E2 U61952 F42A9.5 ----------------------------------------    0

 90 Ce 33D1        F10A3   ----------------------------------------    0

 91 Ce 33D2        F11A5   ----------------------------------------    0

 92 Ce 33D3 C54E10 Y80D3   ----------------------------------------    0

 93 Ce 23A1 U39472 B0304.3 -------------MPIAYFLPSQVNSGVCCLICRHWYLIG    0

 94 Ce 36A1 Z83220 C34b7.3 ----------------------------------------    0

 95 19  arom human         --------------------------MVLE----------    4

 96 61  S.cerevisiae Z49211----------------------------------------    0

 97 CYP8A1    human        -------------------------MAW------------    3

 98 CYP8B1                 --------------------------MVLW----------    0

 99 CYP7B mouse            --------------------------MQGATTLDAASPGP   14

100 7A1 Chol7a human       --------------------------MMTTSLI---WGIA   11

101 Ce 25A1 Z66495 C36A4.1 -------------------------MAL------------    0

102 Ce 25A5        F42A6   -------------------------MAI------------    0

103 54       N. crassa     FSLCLSPLLPSSICYLHLTYYTNALEVKSKELPGSA----   36

104 51 14DM human          -------------MAAAAGMLLLGLLQAG-GSVLGQ----   22

105 51 Z80226.Mt 51LIKE    ----------------------------------------    0

  1 --WFPW-FSAIFVAVF--S-YYIWQ-------------WTFWRRRGVVGPMGF-PVLGVF--LNS-LDNN   51

  2 MIILLF-VVSSVVGIV--S-YYFWT-------------WTYWRRCGIPGPQGY-PFLGSA--LDM-MDHE    0

  3 MAIIFLAILTSIIGVL--S-FYLWT-------------WSYWKRRGIAGPSGY-PILGSA--LEM-LSSE    0

  4 MGVIVC-LVAIIGVVA--G-YFKWI-------------HSYWKRRGIEGPVGL-PFIGSF--YDL-ADRE    0

  5 MGAIIV-LVVLFATIA--G-YFKWI-------------HTYWRRRGISGPEGL-PFIGNY--YDL-ADVN    0

  6 ---------------------------------------------MCSMIGDQ-TFSVLR--GAT-PVVI    0

  7 --TWLVCIIMTVMTVC--L-YTWYK-------------QSYFKRLGI-HTKPTVFFLGDM--FEL-SKKK    0

  8 --TWVL-LAVVLVLLY--G-FGTRT-------------HGLFKKQGIPGPKPL-PFFGTV--LNY-YMGL   57

  9 --TVAL-SVALLALLK--W-YSTSA-------------FSRLFKLGLRHPKPS-PFIGNL--TFF-RQGF   63

 10 -------------------------------------------MTIKEMPQPK--TFGEL--KNL-PLLN   26

 11 ----------------------------------------------------------------------    0

 12 ------------------------------------------MLTQLPNPISV-PSWWQL--INW-IADP   24

 13 ---YLV-VVNFQQILE--L-WRINR-------------KCAQNLSMVNGPPAL-PLVGSA--HLF-KWNP    0

 14 ---TWI-IHFA---------FRKAK-------------FIYNKLTVFQGPAAL-PLIGNF--HQF-HFSP    0

 15 ---YVV-FNLSKILKF--V-KERMR--------------LYHLMSKIDGPLAL-PLLGTT--FQF-KMDP    0

 16 ----IF-LFYYKLIYN--F-IRDRL-------------RIYKYMRKFDGPYSF-PIIGTL--YMV-NIFD    0

 17 ---AVL-LASATVIAW--L-LYKHL-------------RMRQALKHLNQPRSY-PIIGHG--LIT-KPDP    0

 18 ---AVL-LAMATVIAW--L-LYKHL-------------RMRQVLKHLNQPRSY-PIVGHG--LIT-KPDP    0

 19 ---AVL-LASATIIAW--L-LYKHL-------------RMRQALKHLNQPRSY-PIVGHG--LVT-KPDP    0

 20 ---LIC-LLSFKPWSW--K-TIQLI-------------KYRQYDDKIPGPPTH-PIFGNT-ETFK-NKSQ    0

 21 ---AII-LAYLATWIP--T-LLKYK-------------RHWQYGSKLPGPPAH-PIFGNL-GPIV-GKKT    0

 22 ---IIL-LLFIVSFWK--I-MKNIL-------------KYRKYDDQLPGPPAH-PIFGNT-KTFS-NKTT    0

 23 ---ALL-FVYLLSFYD--T-IRLMR-------------KFWIYGGKMPGPPAH-PIFGNA-SLFK-NKT-    0

 24 VSGILQ-AASLLILLLLL----IKAVQLYLHRQ-----WLLKALQQFPCPPSH-WLFGHIQELQQD-QEL   72

 25 LDWAWF-TPKRIEKRLR---QQGFRGNPYRFLV-----GDVKESGKMMQEALS-KPMEF-NNDIVPR--L   84

 26 PLVILS-LNLISMLHTKYL-ERKFKA----KPL-----AVYVQDYTFGLITPL------V--LIY-YKSK   83

 27 ICFAVT-VYIFDYIYTKYL-MYKLGA----KPI-----THVIDDGFFGFRLPF------L--ITL-ANNQ   60

 28 HLYFYTTSKIIKYHHTTYL-MIKFKA----SPP-----LNYINKGFFGIQATF------T--ELK-HLIC   70

 29 SFLVAY-QFIYFYFIYSPR-AKKLGC----APP-----VIVFSFP-LGLPAAL------Y--KFA-TAML   65

 30 ----------------------------------------------------------------------    0

 31 AGIIVV-YKAAQYYKRRTL-VTKFHC----KPA-----RISPNKSWLEYLGIA------S--VVH-ADEM   58

 32 IVALVI-YKTAQFVHRKSL-EKKHHC----QPV-----KQIPLVSILSGLGFD------M-FFKD-TAEM   59

 33 ---------------------------------MITSPTNLNSLPIPPGDFGL-PWLGET--LNF-LNDG    0

 34 PFGAVV-LILLALNFLLGV-QIALYRL---FWH---------DLRVFPGPRLA-AITQGW--ILR-EAYL    0

 35 SALCTF-VLPLLLFLAAL----KLWDLYCVSSR-----DRSCALPLPPGTMGF-PFFGET--LQM-VLQR    0

 36 ---QHY-FMRVFIVHI----IYIIIS------------YFIRITRYPPGPPPM-AVFGNS--PFV-NILT    0

 37 -MIYSI-IICAGALLG----LWILEK---------LLAPKDTRPPLPPGPWRK-PIIGNL--TDFPPKG-    0

 38 ----------------------------------------------------------------------    0

 39 AISLEP-SEMAQCPFRKSIDTFTETTNA-VKAP--GMTEVQPFERI-PGPKGL-PIVGTLFDYFKKDGPK  104

 40 ACPPIL-STVGEGWGHHRVGTGEGAGIS-TKTP-----RPYSEIPS-PGDNGW-LNLYHF-WREKGSQRI   74

 41 KAEVCM-AVPWLSLQRAQALGTRAARV--PRTV-----LPFEAMPR-RPGNRW-LRLLQI-WREQGYEDL   64

 42 HGARAK-AAIPAALPSDKATGAPGAGPGVRRRQ-----RSLEEIPR-LGQ----LRFFFQ-LFVQGYAL-   79

 43 RLVTST-AY-TSPQPREVPVCPLTAG-GETQN------AAALPGPT-SWPLLA-SLLQIL-WKGGLK---   80

 44 ------MRRSIRNLAENVEKCPYSPTSS-PNTPP----RTFSEIPG-PREI---PVIGNIGYFKYAVKSD    0

 45 LRQRGA-QQYSTNVTNASQPDVKATTTT-TISPEWQEAKPFEEMPS-MNSWPI-IKNMLP-WGKYGKMEP   78

 46 -------------------------------------------MPS-FSLLTGHFGALKQTIDGM-PPNA   25

 47 LCLILF-LTLSYV-AFAII-V--------PPLN-------FPKN-IP-TIPFYVVFLPVI--FPI-DQTE   53

 48 YGAYLG-LAL-LV-LYYLL-P--------YLKR-----AHLRDIPAP-GLAAF-TNFWLL--LQT-RRGH   56

 49 LQAKLG-WAV-LL-QIVPI-TIVAYNLLWFIYASFF--SSLRKIPGP-FLARI-SRVWEM--KKT-ATGN   71

 50 -----L-WPL-LA-LSGGT-GLAYLVVVVVYNLFF---HPLRNFPGP-WLNSITQVPHTLLMLCG-LPHK    0

 51 ------MVLQDGFPIPSYPNSARRVVYVLFQLVYNLYFHPLRDYPGPLLWRASSLPWKLTLLRGT---MH   61

 52 ----------------------------------------------------------------------    0

 53 -MLSIS-SGPEATGAD----VSQAIR---------IAYFTPLKHIPGPWYASL-TGLRLS--WSV-FANN   51

 54 -----I-SHA-VG-VVAAS-TVIYFLSSCFYNLYL---HPLRKIPGP-KLAAIGPYLEFYHEVIR-DGQY   70

 55 -------------------------------------------MATATTQRPLKGPAKRMSTWTMTREAI    0

 56 ---MFL-ILLFSTILA----IALVH-------------QWRARKQLPRGPYPL-PLIGNL--HQL-FYYC    0

 57 ---MFL-VLLFFTIIS----LALAH-------------QWRARKQLPRGPYPL-PLIGNL--HQL-LYYC    0

 58 ---MIF-VTLVTTILI----YFSCK-------------LWRGRKKNPNGPLPL-PLIGNL--HQL-VYNS    0

 59 ---MIL-ILILSAIVA----IFTVN-------------LWRARQKLPKGPTPL-PLIGNL--HQL-IYNA    0

 60 ---MFL-ILILTSILT----YFSIN-------------LWRGRRRNPKGPLPL-PLIGNL--HQL-IYNS    0

 61 ---MLL-ILLFTTVLA----ILIIH-------------QWIKRRNLPNGPTPI-PIIGNL--HQL-FYLY    0

 62 ---MLI-ILLLVTFFA----VATAY-------------QWRKCQRLPKGPTPL-PLIGNF--HQF-IYYG    0

 63 ---MLF-ILILTATVL----ILTVN-------------IWRAWRKLPNGPLPI-PLIGNF--HQL-FYYA    0

 64 ---MLI-ILILVAIAA----VLTVN-------------LWRARQKLPNGPTPL-PIIGNF--HQL-FYNG    0

 65 ---MLL-ILILLAVAA----VLTAN-------------LWRARQKLPKGPTPL-PLIGNF--HQL-FYLS    0

 66 ---MFL-VLIFLALSC----WLIIR-------------QYQKVSRLPPGPVSF-PIIGNL--PHI-IYYL    0

 67 ---MFF-VLFFSVLLG----YLIVR-------------QYQKVSRLPPGPISL-PLIGNL--PQI-IYYL    0

 68 ---MFF-VLFIAACLS----WLIVR-------------QYQKVSRHPPGPISF-PLIGNL--PQI-CYYL    0

 69 ---MFV-ILFISAILS----WLIVR-------------QYQKVSRLPPGPVSL-PLIGNL--PQI-FYYL    0

 70 ---MFI-LIVSLIL-T----WLIVR-------------QYQKVSRLPPGPVSL-PLIGNL--PQI-VYYL    0

 71 ---MIF-VLLLTTFLA----VLIIR-------------QYQKARKLPPGPVSL-PLIGNI--HQL-VYHI    0

 72 ---MIV-ILLLTTLIA----FLVAR-------------QYQKAKKLPPGPVSL-PLIGNI--PQL-VYYI    0

 73 ---MII-LIFITTLLT----FLIVR-------------QNQLSKKLPPGPIAF-PIIGNI--PQV-AYYV    0

 74 ---MFF-ILLFVSIIS----FLTAR-------------QFLKAKRLPPGPFSL-PLIGNA--HQV-GYQL    0

 75 ---MIL-ILLFLTAIT----VITVR-------------LYRKVLRFPPGPFPL-PLIGNA--HQI-AYQA    0

 76 --MSVF-ILAFVIFII----FYVFH-------------FYWKVSKYPKGPLPL-PFIGNI--HQF-KLGY   46

 77 --MSVF-IVALSVFII----SYVIS-------------FYWKVRKYPKGPFPL-PFFGNL--LQF-PADN    0

 78 ---MII-ILLLTFLTI----YFVYE-------------LYWKRRNFPPGPCPL-PVFGNL--LSI-ANPP    0

 79 ---MIL-LLVFTAFLA----FLFHE-------------LYWKRRNLPPGPIPL-PYMGNI--LTM-LMNK    0

 80 ---MII-LLVFTAFLA----FLFHE-------------LYWKRRNLPPGPIPL-PFMGNI--LTM-LLNK    0

 81 ---MIL-LLLSAAVCL----FLFHE-------------LYWKRRSLPPGPTPL-PFMGNT--LAM-LLEK    0

 82 ---MII-LLLSAAVCV----FLFHE-------------LFWKRRHLPPGPTPL-PFMGNI--LAV-ILEK    0

 83 ---MIL-LLLFTVLIA----FLFHE-------------MYWKRRNLPPGPIPL-PLIGNL--QSM-LLEK    0

 84 -MFFIL-VLVLTGISI----YLFHL-------------LYWKRRNLPPGPTPL-PLFGNT--LPT-LFDI    0

 85 ---MVL-NIILVVVVA----FLFHH-------------LYWKRRNFFPGPTPL-PLIGNL--LSL-RNPA    0

 86 ---MIF-FLLLTAFVL----YLFNE-------------FYWKRRGLPPGPIPL-PIIGNM--IEL-FSYP    0

 87 ---MIL-IFFALCTLF----FLIHQ-------------YLWRRRGLPPGPTPI-PIFGNL--FQLSGSEA    0

 88 ---MIL-LILTSILII----YLFNH-------------FYWKRRKLPPGPIPL-PIIGNL--YLMTEDVK    0

 89 ---MIL-FIVLSIVSI----YLFDL-------------FYWKRRNLPPGPLPL-PLVGNL--HMMSDDVK    0

 90 ---MLL-LLISSLIFL----FFAYH-------------FSWKRRNYPPGPTPL-PLVGNL--LQL-QKFG    0

 91 ---MLL-LLISSLIFL----FFAYH-------------FSWKRRNYPPGPTPL-PLVGNL--LQL-QKFG    0

 92 ---MLL-LLIFSSIFL----YFFYH-------------FHWKRRNLPPGPRPL-PFLGNL--LSL-KTLK    0

 93 ---QAT-YIYFLTCIT--L-YAIYE-------------LNYKRRRLPNGPVPW-LVAGNM--PSF-INVN    0

 94 --MLFA-QLVILVIIV--M-LFLCR-------------FANKLRGLPPGPTPW-PFIGNT--FQV-PEDR    0

 95 ---MLN-PIHYNITSIVPEAMPAATMSVLLLTGLFLLLWNYEGTSSIPGPGYC-MGIGPL--ISH-GRFL   65

 96 -MSYLK-IFATLICIL----LVWDQ----------VAYQIKKGSIAGPKFKFW-PIIGPF--LES-LDPK   50

 97 --AALL-GLLAALLLLL----------LLSRRR-------TRRPGEPPLDLGSIPWLGYA--LDF-GKDA   50

 98 -------GLLGALLMVM-----VGWLCLPGLLR-------QRRPQEPPLDKGSIPWLGHA--MTF-RKNM    0

 99 --LALL-GLLFAATLLLSALF------LLTRR--------TRRPREPPLIKGWLPYLGMA--LKF-FKDP   64

100 IAACCC-LWLIL----------------GIRRR---------QTGEPPLENGLIPYLGCA--LQF-GANP   52

101 ----LI-LSSLVISIF--T-FFIYI------ILARRERFKLREKIGLSGPEPH-WFLGNL--KQT-AERK    0

102 ----LI-ISTIFFTII--T-FISYI------IWRRHSIFKLRSSIGIPGPPVN-WL-GNL--NII-KEWG    0

103 -TTAIM-ALT-QLA----H-SASAL--LPLVLP-----SIAAILAFAIFQRYFAPNPLSN--LPI-VGEE   88

104 --AMEKVTGGNLLSMLLIACAFTLSLVYLIRLAAGHLVQLPAGVKSPPYIFSPIPFLGHA--IAF-GKSP   87

105 -----------------------------------------MSAVALPRVSGGHDEHGHL--EEF-RTDP    0

  1 --PFPLQCREWTK--KFG------KIYGFTEGTLKTLV-ISDPELVHEV-FV--TQYDN-----------   96

  2 -NPPFLQLKKWTS--QYG------KVYGITEGLLRTLV-ISDTNLIHEV-FV--KQYDN-----------    0

  3 -NPPYLQLKEWTK--QYG------KVYGITEGLSRTLV-ISDPDLVQEV-FV--KQYDN-----------    0

  4 -KPRGFIINKWT---KFG------KVFGYYEGVIPVLV-VSDLDMLQEM-FI--KKFDC-----------    0

  5 -KPRGYLIHKWTQ--VFG------KVFGYYEGAVPVLV-VSDMDMLQEL-FL--KKFDN-----------    0

  6 -TSNVDLIHAIST--EHF------DCFHSRICICCSIL-IVHQGSKMKN-YC--NTAKILKLCI------    0

  7 --GFGYIDDQMVK--ENG------KIFGLYLGNIPTLV-ISDTDIIKQI-MV--KDFSK-----------    0

  8 ----WKFDVECHK--KYG------KIWGLFDGQMPLFAITDTEMIKNVL-VK--ECFSV-----------  101

  9 ----WESQMELRK--LYG------PLCGYYLGRRMFIVISEPDMIKQVL-V---ENFSN-----------  106

 10 TDKPVQALMKIAD--ELGE-----IFKFEAPGRVTRYL-SSQRLIKEAC-DESRFDKNL-----------   72

 11 ---------------RLGS-----GIVEQRISVLSIIALADP--------DETVWENI------------   30

 12 ----IGFQKKYSK--KYG------NIFSMQLAGIGSFVILEPQALQEIFTQDSRFDVG------------   70

 13 MEGWAQKYLFGRA--KYGPNNEVDGIMLLWIGPVPIVF-LGTSECIRPV-LE--SNTNI-----------    0

 14 EEFFEQSQGIAYM-MRKG----DERITRVWLGGLPFVL-LYGAHEVEAI-LG--SPKML-----------    0

 15 VEFALQLYNWGL---EYSTKGS--SLAAFWMGPYPMVIVLTPEANKVQTRNMSGAQNFHIFQKVLESNAL    0

 16 ISKFTTQSMELAQ--YYCQKGC--GTIGLWLGPVPLIAVINPQHAKEI--LE--SNEVI-----------    0

 17 -EGFMNQVI------GMGYLYPDPRMCLLWIGPFPCLM-LYSGDLVEAI-FS--STKHL-----------    0

 18 -EGFMNQVI------GMGYLYPDPRMCLLWIGPFPCLM-LYSADLVEPI-FS--STKHL-----------    0

 19 -EGFMNQVI------GMGYLYPDPRMALLWIGPFPCLM-LYSADLVEPI-FS--STKHL-----------    0

 20 TEITEIFRQTADETRSQG----KSVMKYHILGKLYVWPLDGKTIAKLVE-STT-----------------    0

 21 EDLPSVFINWAAEQRDQG----HSVMRVMILGKVYAWPLNGKAAAAIID-STT-----------------    0

 22 SEIFQALRDLFSEAVEKG----QSLIRHRILGTFYVWPLDGKTVSKILE-STT-----------------    0

 23 SDFVELFVQLAHEARSKG----ANLMRTQVMNRIYVWPLNGKTAATILE-SST-----------------    0

 24 ----QRIQKWVET--FPS------ACPHWLWGGKVRVQLYDPDYMKVIL-GR--SDPKS-----------  116

 25 ----MPHINHTIN--TYG------RNSFTWMGRIPRIHVMEPELIKEVL-THSSKYQKN-----------  130

 26 GTVMQFACDLWDKVSDPKA-----KTIGLKILGIPLIETKDPENVKAIL-ATQFNDFSL-----------  136

 27 GRLIEFSVKRF---LSSPH-----QTFMNRAFGIPIILTRDPVNIKAML-AVQFDEFSL-----------  110

 28 HTSIDYAIDQFNNVPFPHV-----HTFVTKVLGNELIMTKDPENIKVLL-RFPVFDKFD-----------  123

 29 --HDNLLEYISIRIADMKV-----RTGFQTLAGQRWLVTLEPENIKTVL-ATSPKDYSL-----------  116

 30 ----------------------------------------------------------------------    0

 31 IRKGGLYSEIDGRFKSLDV-----STFKSITLGKTTYVTKDIENIRHILSATEMNSWNL-----------  112

 32 TKNGGLHKKLQQMLESLQT-----TTFRSRMLTGSQIVTMEPENERTMCSSAHMKDWTI-----------  113

 33 ----DFGKKRQQ---QFG------PIFKTRLFGKNVIFISGALANRFLF----TKEQET-----------    0

 34 -GRSRFSMKEVGE--TYG------DWVRIGPNELCTTSIEALSTIMGPK-GWPKGPS-------------    0

 35 ----RKFLQMKRR--KYG------FIYKTHLFGRPTVRVMGADNVRRIL-LG--DDRLVS----------    0

 36 ---PEQTFLEYRE--IYG------PIFTLHLSQPTIIL-AEYKTIQE-A-LV--KNGQQ-----------    0

 37 -TPEWLFWAKHQE--RYG------PMSSLEVMGQTIIMINDAQLGIEIM-HKKSALSQM-----------    0

 38 ----------------------------------------------------------------------    0

 39 FSKMFEVYRQRAL--EFG------NIYYEKVGHFHCVVISSPGEYSR-L-VHAERQ--------------  148

 40 ----HFRHIENFQ--KYG------PIYREKLGNLESVYIIHPEDVAH-L-FKFEGS--------------  116

 41 ----HLEVHQTFQ--ELG------PIFRYDLGGAGMVCVMLPEDVEK-L-QQVDSL--------------  106

 42 ----QLHQLQVLYKAKYG------PMWMSYLGPQMHVNLASAPLLEQ-V-MRQEGK--------------  123

 43 ----KQHDTLVEYHKKYG------KIFRMKLGSFESVHLGSPCLLEA-L-YRTESV--------------  124

 44 KTIENYNQHLEEMYKKYG------KIVKENLGFGRKYVVHIFDPADV-Q-TVLAADGKT-----------    0

 45 ----TQFLMALRD--DMG------PIVRTFMGRPPTVITHNPHDFEM-V-FRNEGIWPIRP---------  125

 46 TLHSIMLKLSQKF--RSG------MFYINMWPFSGTWLVVATPSGAAQIQSLNLSKP-------------   74

 47 L--YDLYIRESME--KYG------AVKFFFGSRWNILVSRSEYLAQIFKDEDTFAK--------------   99

 48 R---FVVVDNAHK--KYG------KLVRIAPRHTSIADDGAIQAVYGHGNG-------------------   96

 49 I---HEIMMDLHR--RHG------AIVRIGPRRYDFDTMEALKII-----YRIGNA--------------  111

 50 ------KHLALHM--KYG------PVVRIGPNMLSFNHPDAMKDVR--GHRKSG----------------    0

 51 ----HDLMHRHHQ--TYG------DTVRIKPDEISYANGQAWRDIHAHVPGRPE----------------  103

 52 ------------------------------------------SPIYTSNPE-------------------    9

 53 ---RIHYVHSLHQ--KYG------PIVRIGPQEIDVADPVAGREI-----HRMGSG--------------   91

 54 L---WEIA-KMHD--KYG------PIVRVNDKEVHIRDPSYYSTIYTAGARKTNK---------------  113

 55 ----TIGFDAGDG--FLG------RLRGSDITRFRCAGRRFVSISHPDYVDHVLHEARL-----------    0

 56 WKNGGLVEGYAEIEKSFG------KVYTVWIGPMPTVFISDYDVAQE-T-HV--KRANV-----------    0

 57 WKNGGLVEGYAEIQKSFG------KVYTLWIGPLPTVFIADFEVAHE-T-HV--KRAHE-----------    0

 58 WKTGGIVAGFQVFKKQYG------KFFTLWFGPIPIVFIADYDIAYE-T-HV--KKANI-----------    0
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 85 --LDRFKKYQKGFTEFFGTQIENHKKEIDFELEEN------SDYVEAFLKEQRKREASGDFES-SSTKQL    0

 86 --TPDVSRVRDGIYQFFDEQIEEHRQEIDFETSDS------KDYVETFMKEQKKREAEGDFAS-FSNEQL    0

 87 LMVSGIEEQKRELFRFLRKQIDGAKSQINYEEEHN------EDFVEAYLRKKFQREQKNDFDS-YCDSQL    0

 88 --KNVIMHNWMGLMEMFRKQATDRLASIDYDSDEY------SDYVEAFLKERKKHENEQDFGG-FRMEQL    0

 89 --FIVMIQNWMGLVEMFRKQANEKLATIDYESDDY------SDYVEAFLKERKKHENEKDFGG-FEMEQL    0

 90 TLGDKTKGMKEELDVFFVKQVEEHRKEIDFDTVES------YDYVDAYLNEQIDFRGLLKCVV-CSNKRL    0

 91 TLGDKTKGMKEELDVFFVKQVEEHRKEIDFDTVES------YDYVEAYVNEAKKFRGLLKCFL-FSNKQL    0

 92 TLSEKVRAKREELDDFFYSQIDEHRNEIDFDNTEN------LDFVEAYLKEQKKREEDGDFSI-SSNKQL    0

 93 --INGEWNRLMGIKNELLEFLETQIEGHRMNWKDEMI---EQEPEDLTYAYMIEVEKRKRNG--FDDQQL    0

 94 --SLGIPRTTRANDAIIQNLEQALAKHKTGINYDEE----PSSYMDAFLKEMKIRAAENALEDGFTEKQL    0

 95 --SWLYKKYEKSVKDLKDAIEVLIAEKRCRISTEEKLEECMDFATELILAEKRGD---------LTRENV  296

 96 --TADMAMKIFENCAQMAKDHIAAGGKPVCVMDAW---CKLMHDAKNSNDDDSRIYHRE-----FTNKEI  284

 97 ---GDKDHMCSVKSRLWKLLSPARLARRAHRSKW----LESYLLHLEEMG--------------VSEEMQ  273

 98 ---GRLQQLFHELLSVKHNPEKDGMSNWIGHMLQ-------YLSEQG-----------------VAPAMQ    0

 99 --IQLLRNEESMQKKIIKCLTSEKVAQMQGQSKI----VQESQDLLKRYYR-------------HDDPEI  280

100 --IHMFRTAHNAREKLAESLRHENLQKRESISEL----ISLRMFLNDTLST-------------FDDLEK  275

101 --RNSTCRRTVKCVGFRQDKAKFCSDYERRRGGEG-----SDSVDLLKLLLNREDDKSKP----MTKQEV    0

102 ---RFLYKFSDLSAAELPLVKGLVDLYDRRRAGEGG----NDSTDLLNLLIRRETIGK------MTKREV    0

103 --LKEVRKLAQMERDATAFLRPVVEARREKQRKGEEKDNDMLQWLMDSADQGQGKQHGKWGEDTTTTRKL  345

104 --LPSFRRRDRAHREIKDIFYKAIQKRRQSQ-EK----IDD-ILQTLL--DATYKDGRP-----LTDDEV  307

105 --IESFRRRDEARNGLVALVADIMNGRIANPPTDKS--DRD-MLDVLI--AVKAETGTPR----FSADEI    0

  1 VGQCTVFLIAGFDTTALSLSYATYLLATH-PEIQKKLQEEVNRECP----NPE--------VTIDQLSKL  352

  2 VGQCFVFLIAGFDTTALSLSYSSFLLATH-PKAQKKLQEEIDRECA----DPE--------VTFDQLSKL    0

  3 VGQCFVFLIAGFDTTALSLSYSSFLLATH-PKVQKKLQEEIDRECA----DPE--------VTFDQLSKL    0

  4 IGACFVFLLAGFDTTANTLAYASYLLAKH-PQEMRKVQDEIDRICT----SEH--------ISYDDIGKL    0

  5 IGACFVFLLAGFDTTANSLAYASYLLAKH-PEKMKLAQEEVDTVVG----SEN--------VSYDDMTKL    0

  6 TAQCKFISVAGFDTTSNTLTLLFNFLANN-PDVQDKIYEAEIKNQP----EQ---------ISFETVSSL    0

  7 LLNSIIFMVAGYDTTATTLSWIVYDLVTN-TECQEKLIEEIDAEIG----ESE--------TTYDNVFKL    0

  8 TAQSIIFIFAGYEPTSSTLSFVLHSLATH-PDTQKKLQEEIDRALP----NKA-------PPTYDTVMEM  354

  9 VGQAFIFLIAGYEIITNTLSFATYLLATN-PDCQEKLLREVDVFKEK---HMA-------PEFCSLEEGL  362

 10 RYQIITFLIAGHETTSGLLSFALYFLVKN-PHVLQKAAEEAARVLV----DP--------VPSYKQVKQL  311

 11 VNQILTLLVSGSQTLANAIAFALHYLLSI-HHDIAAQTRREI----------------------------  117

 12 KDELLTILFAGHETTATTIAWAFYQILKN-VNVQEKLQQELDRLGA----NP--------NP--MEIAQL  295

 13 REEVDTFMFEGHDTTSSGIGFTILWLGFY-PECFETNQ----------------------PPSMDDIKKC    0

 14 CEEVDTFTFEGHDTTSAAMNWFLHLMGAN-PEIQSKVQKEIDEVLG---EADR-------PVSYEDLGKL    0

 15 REEVDTFMFEGHDTTSAGIGWSLWCLANC-PEYQKKCHEELDEIFG---EEF----------DSFDLKKM    0

 16 FSAADLSQVTGHDTTSASMGWTLWCLAHN-PEFQEKVIQEVDGIFG---TSDR-------DCTNDDLKQM    0

 17 QAEGNTFMLEGHDTTSTGLMWAVHLLGNH-PDVQRKVQAELDEVMG----DDE-------DVTIEHLSRM    0

 18 QAEVDTFMFEGHDTTSTGLMWAIHLLGNH-PEVQRKVQAELDEVMG----DDE-------DVTIEHLSRM    0

 19 QADLSSFMFEGHDTTSTGLMWAIHLLGNH-PEVQRKVQAELDEVMG----DDE-------DVTIEHLSRM    0

 20 RQEVDTFMFAGHDTTTTSVSWACWNLAHN-PDIQEKVYEEIVHIFG--EEPND-------EVTSEGIS-L    0

 21 RQEVDTFMFAGHDTTTSSTSWACWNLAHN-PNVQEKVYKEMIEVFG----DDP-----NTDITLENVNNL    0

 22 RQEVDTFMFAGHDTTTTSVSWVCWNLAHH-PDIQQNVYEEIVSVFG----EDP-----NEDVTTEGIKKL    0

 23 RKEVDTFMFAGHDTTSTSLSWLCWNIAHN-PEVQENVYKEIISIFG----EDP-----NQDVTSENINRL    0

 24 RAEVDTFMFEGHDTTASGISWILYALATH-PKHQERCREEIHSLLG----DGA-------SITWNHLDQM  369

 25 IEECKLFYFAGQETTGVLLTWTTILLSKH-PEWQERAREEVLQAFG----KN--------KPEFERLNHL  379

 26 RDQLLNILVAGRDTTAGLLSFLFFELSRN-PEIFAKLREEIENKFGLGQ-DARVE-----EISFETLKSC  385

 27 RDQCLNILLAGRDTTASLLSFAFFELALN-EPIWIKLRTEVLHVFQ----TSL-E-----LITFDLLKKC  345

 28 RDQALSLIMASRDTTAELMAFTILELSRK-SHHLGKLREEIDANFGL---ESP-D-----LLTFDSLRKF  352

 29 RDQALNILLAGRDTTAGLLSFITYYLGAY-PEVYAELREAVLSEFGST----DVE-----TPTFEQLKQC  362

 30 --------GAGGETTAGTLTFVVYFLTQH-PNVLQRLRQEILDVVG----PSN-------LPTYDDIKQM    0

 31 QDELMSILLAGRDTTASLLTFLFFELSHH-PEVFNKLKEEIERHFP------DVE-----SVTFGTIQRC  358

 32 QDELLSILLAGRNTTASLLSFLFFELSHH-ENVWTTLKEVVDQSFP------DVE-----SITFETIQNC  361

 33 KDQILLLLFAGHETLTSALSSFCLLLGQH-SDIRERVRQEQNKLQL----SQ--------ELTAETLKKM    0

 34 AADSTLLVITGADTTRTVLLAFFLYLLKH-PNYMEQLQAELLAAPD---------------LSPPSLSRL    0

 35 KQSSTELLFGGHETTASAATSLITYLGLY-PHVLQKVREELKSKGLLCKSNQDN------KLDMEILEQL    0

 36 ILTCGDMWTGGMETTVTTLRWGIIYLLNN-PEVQAKCQMEILDVFG----NDI--------PDMGKMNQT    0

 37 VWTNAEFVMGGSDTTVSAVSSFFVAMALY-PEVQRKAREELDRVVG----PTT-------LATFEHRSQL    0

 38 RGACANGFLGGADTTVSLVTSFFMAMALY-PDVQKKAQAELDQVLG----GR--------LPEFSDRPSL    O

 39 TGLIVDLMLAAVETTSSATVWCLYNLAKN-PQVQEKLFQEITEAQA-----KNNG-----TISAEDLCKL  400

 40 KANITEMLAGGVNTTSMTLQWHLYEMARS-LNVQEMLREEVLNARR-----QAEG-----DISKM-LQMV  373

 41 KANSMELTAGSVDTTVFPLLMTLFELARN-PNVQQALRQESLAAAA-----SISE-----HPQKA-TTEL  362

 42 MGSLPELLMAGVDTTSNTLTWALYHLSKN-PEIQEALHEEVVGVVP-----AGQV------PQHKDFAHM  383

 43 YAAVTELQLAAVETTANSLMWILYNLSRN-PQVQQKLLKEIQSVLP-----ENQR-----PREED-LRNM  373

 44 --------------TAPMLIYNLYNLATH-PEALKEIQKEIKEDPA--------------------SSKL    0

 45 TVMAIDMILAGVDTTSTTFTALLLCLAKN-PEKQEKLREEIRQILP-----RKDS-----QFEPSSLNHI  385

 46 APQLRVFLFAGRDTTSSTLLYAFYLLSRH-PEALAKVRLEHDQVFGPYHQQVHEKI----HQDAKLLNQL  340

 47 --NIVIILVAGHENPQLLFNSSLYLLAKYSNEWQEKLRKEVNGITD----PKG-------LAD------L  336

 48 TAEALTQLIAGSDTTSNTSCAILYWCMRT-PGVIEKLHKALDEAIP----QDVD------VPTHAMVKDI  367

 49 QAVGL-NIGAGSDTTANALSTILYYLYTN-PRTLHTLREELERYVK----DGPI------SFQQS--QSM  362

 50 ASNASVLIVAGSETTATLLSAAVYFLCAH-PRTLDLLTKEVRSTYT----QAHD-------IDLVSTQGL    0

 51 INNAAVMVVAGSETTSSALCGCTYLLCKF-DKMDKAVAEVRGAFAA-----AD-------QIDLVSVSRL  350

 52 ISNASAIVLAGSETSATLLSICTWLLLKN-PSHLHQLTSRIRSQFT----HAS-------EIDSQSVSRV  252

 53 ITDAGALLLAGSDPTAISLTFLLWCVLSR-PEVQKQVEAEVATLEG--------------ELTDEACERL  310

 54 MLDEGTVILAGTETTSRTLAITFFYLLTH-PECLRKLREELNSLPK----VEGD------RFPLATLENL  362

 55 RDEALTFMLAGHETTANAMSWFWYLMALN-PQARDHMLTELDDVLG----MR--------RPTADDLGKL    0

 56 AIDMYDLWIAGQETTSTTLAWACACLLNK-PEVVLKAREELVHVTG---GHR--------SLSLTDKKVT    0

 57 AVDMYDLWLGGQETTSTTLNWACACLLNR-PDVITTAREELIRVTG---GHR--------SLSLIDRRET    0

 58 AIDLFDLWLAGQDTSSTTLLWAGICLLNH-PEVVEKLRSELLEVTG---GIR--------RLSLTDRART    0

 59 AVDLYDLWLAGQETTSTTLTWACACLLNY-PEVVKEIRKELTEVTG---GTR--------SLSLTDRPKT    0

 60 AIDLFDLWLAGQETTSTTLTWAGTCLLNH-PEVVEKLRKELIQITG---GTR--------SVSLTDRAQT    0

 61 -----DLWIAGQETTSTTLSWACACLLNH-PEVVKIAREELVHLTG---GHR--------SISLTDKTST    0

 62 IIDVFDLWQAGQETTSTTLTWAFCCLLNH-PNVVKKLRAELMKLTG---GNR--------HVGLNDRADT    0

 63 AVDLFDLWVAGQETTSTTLCWAFVCLMNY-PEVVEKLRNELTEVTG---GMR--------SVSLADRSST    0

 64 AVDLFDLWQAGQETTSTTLTWACACLLNH-PEVVEKLRKELTEVTG---GAR--------GVSLTDRTKT    0

 65 AIDLFDLWQAGQETTSTTLTWACVCLLNH-PEVVEKLRKELTEVTG---GTR--------GVSLTDRTKT    0

 66 KTMIIDLWMTGQETTTTTLISGFTQLLLH-PEVMVKAREEILKITE--NGSR--------HLSLTDRTST    0

 67 KTMIIDLWMTGQETTTTTLISGFNQLLLH-PEVMIKAREEILKITE--NGSR--------HLSLTDRTST    0

 68 KTMLVDLWLTGQETTTTTLTSGFNQLLLH-PEVMVKAREELMNVTE--NGSR--------SLSLTDRSST    0

 69 KTMIGDLWITGQETTTTTLISGFNQLLLH-PEVMVKAREELMKVTE--NGSR--------SLSLTDRAST    0

 70 KTMLYDLWLTGQETTTVTLLCGFNHLLAH-PEVMDKAREELLKITE--NRAR--------SLSLSDRPTT    0

 71 KFVIGDLWLAGQDTTSTTLVAGFNHLVKN-PEIVRKCREEILRITE--NGSR--------PLQLKDRAES    0

 72 KHVIGDLWLAGQDTTTTTLVSGFNQLVNH-PEVIRKCREEILRITE--NGSR--------PLQLKDRAES    0

 73 NQVIADLWLAGQDTTATTLVSGFNQLVNN-PEVMRKCREEIMKITE--NGYR--------PLQLKDRAET    0

 74 KMLITDLWITGQETTTTTLVSAFIQFLNN-PQVMDTVQKELIKVTN--GGSR--------QLSLRDKTET    0

 75 KLVLHDLWLAGQGTTATTLYVGFMKLVNH-PGIIQNIQKELLDITE--NGAR--------DLTLKDRPNT    0

 76 CATVLDFWLAGMETTSNSLRWHLAFMMKY-PEVQDKVRKEILDNVG---TAR--------LPSMSDKPNM  346

 77 CASVLDFWLAGMETASNSLRWHLAFMMKY-PEVQDKVRNEIFENIG---TAR--------LPSMSDKQNM    0

 78 LNVCIDLWFAGLNTTTNTITWAISYVLHH-PEVQDKIHEELDKVIG---SDR--------LITTADKNDL    0

 79 SNTCLDLWSAGLSTTYTTVTWALAYVLNS-PEVLEKMRSELDEVVG---KDR--------FVTTADKNDL    0

 80 SNTCLDLWLAGLSTTNTTVNWTICYVLNH-PDVLQKMNEEFDQVVG---SDR--------LVTMGDKNNL    0

 81 SNTCLDLWLAGVSTTNTTVNWTICYVLNH-PDVLQKMNEEFDQVVG---SDR--------LVTMGDKNNL    0

 82 ANTCLDLWLAGVSTTNTTVNWTICYVLNH-PEVLQKMNEEFDQVVG---SDR--------LVSMGDKNNL    0

 83 SNTCLDLWFAGLSTTNTTANWTICYVMNT-PGVLEKIHDELDKVVG---SDR--------LVTTADKNNL    0

 84 SNNCLDLWTAGLSTTIITINWTICYIMNT-PGVQEKMQEEMDKVVG---GGR--------LVTTADKNDL    0

 85 SNMCLDLWFAALMTTSNTMTWCFAYTLNY-LDAQQKLHEELDRVIG---SER--------HINTADKPNL    0

 86 KNMCFDMWVAGMHTTTNTMGFLTAFALNN-MDAQRKMQKELTEVIG----DRV--------VTMKDKLNL    0

 87 ENVCFDIWAAGFDTLTNTVGFLIAYAINY-PEMQMLIHQEIDNYLA---HHSR-------LLTLADKNAL    0

 88 DSVCFDLWVAGMETTSNTLNWALLYVLLN-PEVRQKVYEELEREIG---SDRI--------ITTTDRPKL    0

 89 DSVCFDLWVAGMETTSNTLNWALLYVLRN-PEVRQKVYEELDREIG---SDRI--------ITTSDKPKL    0

 90 YAMCFDLWMSGLHTTTVTLTGGCSWYRHN-ADVQRRIRDELDRVIG---NDRR--------ITTADNGFL    0

 91 YAMCFDLWMAGLQTTTVTLTWGFSFYLHN-ADVQLKIREELDRVIG---NDRL--------ITTADKNCL    0

 92 CAMLFDLWIAGLMTTTMTMTWGLSYYLYN-PEVQRKIREELDKVIG---NDRL--------ISTADKNDL    0

 93 KMLLLDLFFAGMETTVTTLKWAFLLMAKN-QKVQKNVQAELDSIGQ----PMI---------EIQHRTRL    0

 94 IVAIYDLYSAGMETIIIVLRFAFLYLVNN-PETQKRIHEELDRNVG----RER-------QVVMDDQKHL    0

 95 NQCILEMLIAAPDTMSVSLFFMLFLIAKH-PNVEEAIIKEIQTVIG-----ER-------DIKIDDIQKL  353

 96 SEAVFTFLFASQDASSSLACWLFQIVADR-PDVLAKIREEQLAVRN---NDMST------ELNLDLIEKM  344

 97 ARALVLQLWATQGNMGPAAFWLLLFLLKN-PEALAAVRGELESILWQAEQPVSQTT----TLPQKVLDST  338

 98 DKFNFMMLWASQGNTGPASFWALIYLLKH-PEAMRAVKEEATRVLGEPRLEAKQSFT---VSA---LQHI    0

 99 GAHHLGFLWASLANTIPAMFWAMYYILRH-PEAMEALRDEIDSFLQSTGQKKGPGISV--HFTREQLDSL  347

100 AKTHLVVLWASQANTIPATFWSLFQMIRN-PEAMKAATEEVKRTLENAGQKVSLEGNPI-CLSQAELNDL  343

101 IENCFAFLLAGYETTSTAMTYCSYLLSKY-PNVQQKLYEEIMEAKE----NGG--------LTYDSIHNM    0

102 IENCFAFLIAGYETTSTAMMFSAYLLAEY-PIVQQKLYEEIKKTKE----SAG--------LNYDSIHNM    0

103 ARLQLAISFAAIHTTTLVTTHAVYSLAAD-PKLQATLREEIQSVLQE---HKG-------VFNTSALQAM  404

104 AGMLIGLLLAGQHTSSTTSAWMGFFLARD-KTLQKKCYLEQKTVCGE---NLP-------PLTYDQLKDL  366

105 TGMFISMMFAGHHTSSGTASWTLIELMRH-RDAYAAVIDELDELYGD---GR--------SVSFHALRQI    0

  1 KYMECVFKEALRLYPLGAFAN---SRRCMRNTKLG-------NMKVEVGTMIQVDTWTLHTDPNI-WGDD  411

  2 KYMECVIKETLRMYPLGALAN---SRRCMRSTKIG-------NYEIEKGVDILCDTWTLHYDKSI-WGED    0

  3 KYMECVIKETLRMYPLGALAN---SRCCMRATKIG-------NYEIDEGTNILCDTWTLHSDKSI-WGED    0

  4 RYMDAVIREALRMYPVAWFAC---SRECVQATTLG-------NYYIEKGVRIEADVRALHYSEEI-WGKN    0

  5 KYLDAVVRESLRLYPVAWFAC---SRECVKPTTLG-------DIYIDKGVKIEADVMSLHRSKEI-WGEN    0

  6 RLLQNCIFETLRLFPHASPLQ---TRICTEPFKIG-------KYQFLENVQIVVNPWGPHHDREI-WGND    0

  7 RYLDMVVNETLRMHPPAQRIN---RLALEDVKING--------LQILKGMDCTFSILALHYMPEY-WENP    0

  8 EYLDMVLNETLRLYPIGNRLE---RVCKKDVEING--------VFMPKGSVVMIPSYALHRDPQH-WPEP  412

  9 PYLDMVIAETLRMYPPAFRFT---REAAQDCEVLG--------QRIPAGAVLEMAVGALHHDPEH-WPSP  420

 10 KYVFMVLNEALRLWPTAPAFS--LYAKEDTVLGGE--------YPLEKGDELMVLIPQLHRDKTI-WGDD  370

 11 RCLRRVVDATLRLWS--------RQARRDTTLGNG----------FPKG------------RADA-WGPD  156

 12 PYLTAVSQETLRMYPVLPTLF--PRITKSSINIAG--------YQLEPDTTLMASIYLIHYREDL-YPNP  354

 13 SYLEKCIKESLRMFPSVPLIA--RRLS-EDVTINH---PSGQKIVLPAGLAACVSPIAAARDPRA-WPDP    0

 14 KYLEACFKETLRLYPSVPLIA--RQCV-EDIQVRG--------HTLPSGTAVVMVPSMVHKDPRY-WDDP    0

 15 KYLEKCVKEALRMRPSVPQMA--RSVE-EEVEIDG--------KILPKGCSVMISPAFIQNNPRT-FPNH    0

 16 KYLEKCLKESLRMYPSVPFFG--RTVE-QDVVIDG--------DFFPKGVRIIVMPLLLQRNPLI-FDNP    0

 17 KYLECALKEALRLFPSVLIIT--RELS-DDQVIGG--------FNIPKGVTFLLNLYLVHRDPAQ-WKDP    0

 18 KYLECALKEALRLFPSVPIIT--RELS-DDQVIGG--------VNIPKGVTFLLNLYLVHRDPAQ-WKDP    0

 19 KYLECALKEALRLFPSVPIIT--RELS-HDQVIGG--------VNIPKGVTFLLNLYLVHRDPSQ-WKDP    0

 20 EYTERVLNESKRIIAPVPSLQ--RKLI-NDMEFGG--------MTIPSGANVSIAPLALHSNAQV-FPNP    0

 21 NYLDIVLKESKRIIAPVPALQ--RKLT-NDLEIDG--------YIVPAGGNVTISPMVLHSNHHV-FKNP    0

 22 EYTERMLKESKRICPTVPAVL--RQLI-SDMEIGG--------VLIPAGANVAIAPMAIHKNANI-YQNP    0

 23 EYTERVLKESKRMFPPVPGFQ--RKLT-KDIVIGG--------ITIPSEGNITISPTVLHCNPFV-YQNP    0

 24 PYTTMCIKEALRLYPPVPGIG--RELSTPVTFPDG--------RSLPKGIMVLLSIYGLHHNPKV-WPNP  428

 25 KYVSMILYEVLRLYPPVIDLT--KIVHKDTKL-GS--------YTIPAGTQVMLPTVMLHREKSI-WGED  437

 26 EYLKAVINETLRIYPSVPHNF--RVATRNTTLPRGGGEGGLSPIAIKKGQVVMYTILATHRDKDI-YGED  452

 27 PYLQAILHETLRLYPSVPRNA--RFSKKNTTLPHGGGVDGMSPILIKKGQPVAYFICATHVDEKF-YTKD  412

 28 KYVQAILNETLRMYPGVPRNM--KTAKCTTTLPKGGGPDGQDPILVKKGQSVGFISIATHLDPVLNFGSD  420

 29 KVLQNVIREVLRLHPNVPLNF--RQAIVDTKLPTGGGPNGDQPVFVPKGQNVFYSTYSMQRRTDI-WGPD  429

 30 KYLRAVLNETLRLYPPVPWNM--RYAVKDGILPNSEPDGKP--WFIPAGASVSYSVHCMHRRKDY-WGPD    0

 31 DYLQWCINETMRLHPSVPFNF--RTAANDTVIPRGGGKSCTDPILVHKGEQVLFSFYSVNREEKY-FGTN  425

 32 DYLRWCLFESLRVNPSVPFNS--RTANKDTILPRGGGEDCSHPILVKKGDQVLFPLYASNRQEKY-FGRK  428

 33 PYLDQVLQEVLRLIPPVGGGF--RELIQDCQ-FQG--------FHFPKGWLVSYQISQTHADPDL-YPDP    0

 34 EYLNACLQETMRLQPPSPANL-QRICPPGGAVICG--------RQIPEGTKVRFSNYAIHRDERY-FSRA    0

 35 KYIGCVIKETLRLNPPVPGGF--RVALK-TFELNG--------YQIPKGWNVIYSICDTHDVAEI-FTNK    0

 36 PYVRATLSEIQRLANVLPWAI--PHKTIEECNIGG--------YDIPVNTEIIPALGAVLFDPNV-FESP    0

 37 PFIDALVKEVFRWHPASPLGA--PHITQEDQIWDG--------YLLPKGALLLPNIWTFTHDPSV-YHDP    0

 38 PYVNALLKESERWQPVFPLAI--AHMSSNADEYDG--------YYIPKGTYVIGNAWSILHDPEF-YKDP    O

 39 PMVKAVVKETLRLYPITYSTS--RNIA-EDMELGG--------YTIPAGTHVQANLYGMYRDPSL-FPEP  458

 40 PLLKASIKETLRLHPISVTLQ--RYPE-SDLVLQD--------YLIPAKTLVQVAIYAMGRDPAF-FSSP  431

 41 PLLRAALKETLRLYPVGLFLE--RVAS-SDLVLQN--------YHIPAGTLVRVFLYSLGRNPAL-FPRP  420

 42 PLLKAVLKETLRLYPVVPTNS--RIIE-KEIEVDG--------FLFPKNTQFVFCHYVVSRDPTA-FSEP  441

 43 PYLKACLKESMRLTPGVPFTT--RTLD-KATVLGE--------YALPKGTVLMLNTQVLGSSEDN-FEDS  431

 44 TFLRACIKETFRMFPIGTEVS--RVTQ-KNLILSG--------YEVPAGTAVDINTNVLMRHEVL-FSDS    0

 45 PYTRACIKEALRMYPLTLGNA--RILA-NDTVLSG--------YRVPKGTLVSMISTGLLQDDNH-YTKA  443

 46 PYTTAVLKETLRLFPPSASMR--EGGPGVEITDDNG-------QVYPTAGCNVWTLTVALHHNSAHWAEA  401

 47 PLLNAFLFEVVRMYPPLSTII--NRCTTKTCKLGAE-------IVIPKGVYVGYNNFGTSHDPKT-WGTT  396

 48 PYLQWVIWETMRIHSTSAMGL--PREIPAGNPPVTISG-----HTFYPGDVVSVPSYTIHRSKEI-WGPD  429

 49 PYLQAVIKEALRLHPGVGTQL--TRVVPKGG--LVIEG-----QFFPEGTEVGVNGWALYHNKAI-FGND  422

 50 RYMQAVLDEALRMYPPVAGGG-SPRKIAKGGSFVAG-------HFVPENTLVENDMWAMHYDPKY-FTQP    0

 51 PYLTAVIDETLRMYPSVPGQP--PRVVPEGGAIVCG-------RFVPAETRVGVSHLGAYYAPYN-FSHA  410

 52 EGLQAVLEESLRLYPPVPMQS--NRIVPQAGAYIAG-------GWVPGGTSVGLQQFVACRSSSN-FHRP  312

 53 PILNAVIDESLRLYGAAPGCM--PRSPPSGGVTIGG-------YFIPDDTIVATQNWSLQRNPSI-WDDA  370

 54 PYLNGVVHEGFRLACGPISRS--GRVATQENLKYKE-------HVIPAGTPVSQSTYFMHTDPKI-FPEP  422

 55 AWTTACLQESQRYFSSVWIIA---REAVDDDIIDG--------HRIRRGTTVVIPIHHIHHDPRW-WPDP    0

 56 PYLSAVISEVQRVASILNVNL---FRILEEDTYVG-------GQPIRAGTAVTAHISMIHVDETL-FKNH    0

 57 PYLSAVISEVQRFASILNMNL---FRIIKEDTVVD-------GQPLRAGTAVTAHIAMIHVDEDL-FKNH    0

 58 PYLMAVLNEIQRIASILNINI---FRELREDTEID-------GQPIAAGTVVANQLSMIHTDEEL-FEDH    0

 59 PYLGATINEIQRIASILNVNI---FRLMEEDSIIE-------GQPISAGAVLTTQLAMLHTDEKT-FKNH    0

 60 PYLTAVVNEVQRISSILNVNI---FRQLQEDSHID-------GQPIASGSVVTTQLAMIHTDEDL-FKDH    0

 61 PYLNAVI-EVQRIASILNVNI---FRQTSEDTTVN-------GQPIAAGTALTTHLSLIHTDENL-FQNH    0

 62 PYLNAVCNEVQRIASILNINL---FRKIEQDTEIA-------GQPLASGCVVTTQMSMLHTDVEV-YKNP    0

 63 LYLNATINEIQRIASILNVNL---PRVLEEDALID-------GVLVPAGTAFATQLSAMHTDDET-FKNH    0

 64 PYLNATINEVQRISSILNVNL---LRILEEDAVID-------GHPVPAGTAFTTQLALLHTDEET-FKNH    0

 65 PYLNANINEFQRIASILNVNL---FRVLEEDTTID-------SQPVPAGALVTTNLSMLHTDEEI-FKNP    0

 66 PYLNAMIGEIQRHASILNVSF---WKINKELTYMG-------GHPVDAGALVTAQLSALHVNDTI-FKNP    0

 67 PYVNAVIGEIQRHASILNVSF---WKINKEFTYMG-------GHPVDAGALVTSQLSALHVNETV-FKNP    0

 68 PYLNAMIGEIQRHASILNLSF---WKVNKEFTYIG-------GHPVDAGALVTAQLSALHVNETY-FTNP    0

 69 PYLNAMIGEIQRHASILNVNF---WKINKEFTYMG-------GHPVDAGALVTAQLGTLHVNETV-FENP    0

 70 PYLNAMIGEIQRHASILNVTF---WKINKELTYMG-------GHPVDSGAVVTAQLGALHVNDTI-FKNP    0

 71 HYLNATIAEIQRHASILHVNF---WRLVHEPTTVQ-------GHPVDSGSVICAQLGALHVNDDL-FKNP    0

 72 HYLNATITEIQRHASILNVNF---WRLINEPTNVK-------GYEIDSGTVMTAQLGALHVNNDI-FKNA    0

 73 HYLNATIAEIQRHASILNVNF---WRLVHEPTIVN-------GYEIDAGAVITSQLGALHVNNDI-FKDP    0

 74 PYLNATIAEVQRHASILNINF---WRINNEPTVIG-------GHPVDSGCLIASQLSALHTNEKI-FENP    0

 75 PYLNATIAEIQRHASILNVNF---WRINHETIHFN-------DYQVDPGTMIAAQVGVLHVNEEL-FDNP    0

 76 PYTQAVIHEVQRCSNMIPFLG---SHQCKEETEIH-------GNRVPAGSLVFAQLWSVMRNDTV-FEDP  405

 77 PYTQAVIHEVQRCSNMVPILA---THMNTEDVLVK-------EHNIPTGTLLFAQIWSVLKNDPV-FEEN    0

 78 PYFNASINESQRGINILPLNL---QHATTRDTVID-------GFKIPKGTGVVAQISTVMNNEEV-FPDP    0

 79 PYMNAAINEVQRCANLLPVNV---AHATTRDTVIN-------GYAIKKGTGVIAQISTVMLDEKV-FPDP    0

 80 PYFNAVLNESQRCANIVPINL---FHATTKDTVIN-------GYPVKKGTGVIAQISTVMLDEKV-FPDP    0

 81 PYFNAVLNESQRCANIVPINL---FHATTKDTVIN-------GYPVKKGTGVIAQISTVMLDEKV-FPEP    0

 82 PYFNAVLNESQRCANIVTINL---FHATTKDTVIN-------GYPIKKGTGVIAQISTVMLDEKV-FPEP    0

 83 PYMNAVINESQRCTNIVPINL---FHATTRDTVIN-------GYPVKKGTGVIAQISTVMLDEKV-FPEP    0

 84 PYMNAVINEAQRCGNIVPLNL---LHCTTKDTVIN-------GYSVKKGTGVVAQISTVMYDEKV-FPDP    0

 85 PYTNAYINEIQRTANLVPLNL---LHMTTRDTVLK-------GYNIPKGTGVVAQISTVMYDENV-FPEP    0

 86 PYTNAFINEAQRCANLVPMNL---PHAVTRDVQLL-------GCTIPKGTTVIHQISSVMSDPEI-FEEP    0

 87 VYFNAFANEAQRVSNILPMNL---PHALTRDVKLK-------GYHLKKGTGVIHQIANVMTDETI-FKDS    0

 88 NYINATVNESQRLANLLPMNL---SRSTNADVEIA-------GYRIPKDTVITPQISSVMYDPEI-FPEP    0

 89 NYINATINESQRLANLLPMNL---ARSTTKDVEIA-------GYHIKKNTVIIPQISLVLYNPEI-FPEP    0

 90 PYLTAFINETQRCANIIP-NL---LHVATRDTVIE-------GYPVKKGTGVIAQIGTVMSDEQI-FPDA    0

 91 PYLTAFINETQRCANIIPFNL---LHVATRDTVIE-------GYPVKKGTGVIAQIGTVMSDEQI-FPDA    0

 92 PYLQAFVTETQRTANIIPLNL---IHMTTRDTVID-------GFPIQKGTGVIAQISTVMYDEQV-FPEP    0

 93 PYVQATINEIQRIANILPINLL--RTVAEDIEID--------GYNFKKGDLIIPQISILMNDPEI-FENP    0

 94 PYTCAFLQEVYRLGYVLPVNFL--RCTLTDVEDCE-------GYRLNAGTRVIAQFQSVHVDKKH-FPDP    0

 95 KVMENFIYESMRYQPVVDLVM---RKALEDDVIDG--------YPVKKGTNIILNIGRMHR-LEF-FPKP  410

 96 KYTNMVIKETLRYRPPVLMVP---YVVKKNFPVSPN-------YTAPKGAMLIPTLYPALHDPEV-YENP  403

 97 PVLDSVLSESLRLTAAPFIT----REVVVDLAMPMADGREF--NLRRGDRLLLFPFLSPQRDPEI-YTDP  401

 98 PVLDSVMEETLRLGAAPTLY----RVVQKDILLKMASGQEC--LLRQGDIVTLFPYLSVHMDPDI-HPEP    0

 99 VCLESTILEVLRLCSYSSII----REVQEDMNLSLESKSF---SLRKGDFVALFPP-LIHNDPEI-FDAP  408

100 PVLNSIIKESLRLSSASLNI----RTAKEDFTLHLEDGS----YNIRKDSIIALYPQLMHLDPEI-YPDP  404

101 KYLDCVYKETLRFYPPHFSFI---RRLCREDITIR-------GQFYPKGAIVVCLPHTVHRNPEN-WDSP    0

102 KYSDCVYKESLRFYPPTTEFT---NRVCLNDMTIQ-------GQIYPKDSTLKVQPHTIHRNPAN-WESP    0

103 KKTDSFLKETMRFHPLGQTSFN--RKVLRTFALSNGQ-------VIPKGSTIEV-PNYAVSRDPEAYPNP  464

104 NLLDRCIKETLRLRPPIMIMM---RMARTPQTVAG--------YTIPPGHQVCVSPTVNQRLKDS-WVER  424

105 PQLENVLKETLRLHPPLIILM---RVAKGEFEVQG--------HRIHEGDLVAASPAISNRIPED-FPDP    0

  1 AEDFKPERWQTPNSD-------------------QIYQKSGYIPFGLGPRQCIGMRLAYMEEKIL-LVHI  461

  2 AEEFKPERWESGDE--------------------HFYQKGGYIPFGLGPRQCIGMRLAYMEEKLL-LSHI    0

  3 AEEFKPERWESGDE--------------------HFYQKGGYIPFGLGPRQCIGMRLAYMEEKLL-LSHI    0

  4 ANEFVPERWLES----------------------SPRHNMSWIPFGAGPRQCVGMRLGLSEAKTA-LAHL    0

  5 ADDFVPERWLEP----------------------SSRHTMSWIPFGAGPRQCVGMRLGLSEAKTA-LAHL    0

  6 VDCFRPSRFENL----------------------TEQQRKAFMPFGVGPRQCVGMRFALLEMKTT-AFRM    0

  7 -YKYDPERFAPENQ--------------------ANINQYAYMPFGQGPRNCIGKRLALLEVKAT-VVVL    0

  8 -EEFRPERFSKENK--------------------GSIDPYVYLPFGNGPRNCIGMRFALMNMKLA-LTKV  460

  9 -ETFNPERFTAEAR--------------------QQHRPFTYLPFGAGPRSCLGVRLGLLEVKLT-LLHV  468

 10 VEEFRPERFENP----------------------SAIPQHAFKPFGNGQRACIGQQFALHEATLV-LGMM  417

 11 ANEFNPDRVLPEI---------------------CRKLPYTYILFGTGLRTCIGRRFALHEMALE-LTMI  204

 12 -QQFRPERFIE-----------------------RQTSPSEYIPFGGGSRRCLGIALALLEIKLV-IATV  399

 13 -DTYNPDNFDIDAI--------------------AGRDPYAYIPFSAGPRNCIGQKFALLEQKTI-LSTF    0

 14 -EIFNPERFITG----------------------ELKHPYAYIPFSAGSRNCIGERFAMMEEKCI-LAII    0

 15 -EVFDPERFNEDEI--------------------SKRHAYAYIPFSAGPRNCIGQKFAMQEEKTV-ISWV    0

 16 -NQYNPENFSEDKI--------------------GSRHAYSDIPFSAGPRNCIGQKFAMMEEKAV-ISWF    0

 17 -DVFDPDRFHPENS--------------------IGRKSFAFIPFSAGSRNCIGQRFALMEEKVI-MAHL    0

 18 -DVFDPDRFLPENS--------------------IGRKSFAFIPFSAGSRNCIGQRFALMEEKVI-MAHL    0

 19 -DVFDPDRFLPENS--------------------IARKSFAFIPFSAGSRNCIGQRFALMEEKVI-MAHL    0

 20 -NKFDPDRFLPDEI--------------------AKRNAYDFMPFSAGLRNCIGEKFALLNEKVM-MIHI    0

 21 -TEFNPDRFLPDEV--------------------SKRHPYDFMPFLAGPRNCIGQKFAQLNEKVM-ISHI    0

 22 -DIFDPDRFLPEET--------------------AKRHAYDFIPFSAGLRNCIGQKFAQLNEKVM-VIHL    0

 23 -EKFDPDRFLPEEC--------------------AKRHSYDYIPFSAGLRNCIGQKFSILNEKVM-LIHI    0

 24 -EVFDPFRFAPG----------------------SAQHSHAFLPFSGGSRNCIGKQFAMNELKVA-TALT  474

 25 AMEFNPMRFVDGVAN-------------------ATKNNVTYLPFSWGPRVCLGQNFALLQAKLG-LAMI  487

 26 AYVFRPERWFEPE---------------------TRKLGWAYVPFNGGPRICLGQQFALTEASYV-TVRL  500

 27 ALIFRPERWCEPLI--------------------KKNLAWSYLPFNGGPRICLGQQFALTEASYV-LTRL  461

 28 AHVFRPDRWFDSS---------------------MKNLGCKYLPFNAGPRTCLGQQYTLIEASYL-LVRL  468

 29 ATTFRPDRWNEPRE--------------------ALASGWDYIPFNGGPRICLGQQFALTEASYT-IVRI  478

 30 AEEFDPDRFLDERLHKY-----------------LTPNPFIFLPFNAGPRICLGQQFAYNEMSFF-LVKL    0

 31 TDKFAPERWSESL------------------------RRTEFIPFSAGPRACLGQQLPRVEASYV-TIRL  470

 32 PEEFIPERWRDLP----------------------KTGGPAFMPFSTGPRMCLGQQFALIEASYV-TIRL  475

 33 EKFDPERFTPDGSA--------------------THNPPFAHVPFGGGLRECLGKEFARLEMKLF-ATRL    0

 34 -EEFRPQRWLQKAKDDLGNQGEEK----------ERLDQRAFFGFLIGPGACVAKNLAWMEMRLV-VATI    0

 35 -EEFNPDRFIAPHP--------------------EDASRFSFIPFGGGLRSCVGKEFAKILLKIF-TVEL    0

 36 -KQFKPERFLDEEG--------------------KYRVMEEFRPFGLGPRVCLGERIARTELYLI-FASL    0

 37 -MVFKPERFLEGKDSP-------------------PETDPMKFVFGFGRRICPGRFVTDEKLFLI-ACHA    0

 38 -LVFNPDRFLKDGEIDP------------------SVRDPNVASFGFGRRICPGRFFPDASLYST-VTHV    0

 39 -EGILPERWLRMNGSQMDA----------------TIKSTSQLVWGHGARMCLGRRIAEQEMHIT-LSKI  510

 40 -DKFDPTRWLSKDK---------------------DLIHFRNLGFGWGVRQCVGRRIAELEMTLF-LIHI  478

 41 -ERYNPQRWLDIKG---------------------SGRNFYHVPFGFGMRQCLGRRLAEVEMLLL-LHHV  467

 42 -ESFQPHRWLRNSQPATPR----------------IQHPFGSVPFGYGVRACLGRRIAELEMQLL-LARL  493

 43 -SQFRPERWLQEKE---------------------KINPFAHLPFGVGKRMCIGRRLAELQLHLA-LCWI  478

 44 PREFKPQRWLEKSK---------------------EVHPFAYLPFGFGPRMCAGRRFAEQDLLTS-LAKL    0

 45 -KEYLPERWMRPTKEETEDSATCPHALK-------ASSPFIYLPFGFGPRSCVGRRIVEMELELG-IARL  504

 46 -ESFIPERWLVGSDHPL------------------YPAKGAWRAFEFGPRSCIGQTLAMLELRVA-LAMT  451

 47 ADDFKPERWGSDIETIRKNWRM-------------AKNRCAVTGFHGGRRACLGEKLALTEMRIS-LAEM  452

 48 AEQFVPERWDPARLT--------------------PRQKAAFIPFSTGPRACVGRNVAEMELLVI-CGTV  478

 49 ASIFRPERWLEANEN--------------------INIGGSF-AFGAGSRSCIGKNISILEMSKA-IPQI  470

 50 -HDFIPERWLGDVRFA-------------------NDRLDAVKPFSIGPRNCIGMNLAYAEMRMM-LART    0

 51 -DKFIPERHLAGAKLEEPFR---------------HDNYAAYQPWSVGVRNCIGRNLAYAEVRLT-LAKL  463

 52 -DEFLPERWQGQGEFA-------------------HDRREVSQPFSIGPRNCIGRQLAYVEMRLI-LVKL  361

 53 -DTFDHTRWLSNSRIT-------------------DQAKLAFNPFGYGARQCLGIHLGRMEMRLA-AAMF  419

 54 -EKFKPERWIEAAEKK-------------------IPLKKYITNFSQGSRQCIGYTMAFAEMYLA-MSRI  471

 55 -DRFDPGRFLRCP---------------------TDRPRCAYLPFGGGRRICIGQSFALMEMVLM-AAIM    0

 56 -TEFNPERFLE-----------------------VEGLDKKMIPFGIGKRACLGESLAKAELYLV-LGNM    0

 57 -TEFRPERFLE-----------------------NDDLDKKLIPFGIGRRSCLGESLAKAELYLV-LGNL    0

 58 -TRFDPERFIE-----------------------NSTLEKKLIPFNLGKRSCPGESLARAELYLI-IGNL    0

 59 -TEFRPERFLE-----------------------NNNLEKRLIPFGIGKRSCLGESLARAELYLI-TGNM    0

 60 -TKFDPERFIE-----------------------NNNLDKKLIPFGIGKRSCPGESLARAELYLI-IGNL    0

 61 -TEFRPERFLE-----------------------NNNLEKKLIPFGIGKRACLGESLARAELYLV-TGNM    0

 62 -TEFRPERFLE-----------------------NNTLEKKLIPFGIGKRSCPGESLARAELYLI-LSNV    0

 63 -KEFNPERFME-----------------------NNNLEKKLIPFGIGKRSCPGESLARAELYLI-IANI    0

 64 -KEFIPERFLE-----------------------NNNLEKRLIPFGIGKRSCPGESLAKAELYLI-IGNL    0

 65 -QEFRPERFME-----------------------NNNLEKRLIPFGIGKRACPGESLARAELFLI-TGNM    0

 66 -QEFDPERFIR-----------------------DEELLQKVIPFGVGKRSCIGESLARAELYLV-RHLQ    0

 67 -QEFNPERFIR-----------------------DGKLLQKVIPFGVGKRNCLGESLAKAELYLV-R---    0

 68 -QVFEPERYSQ-----------------------DEKLLQKIIPFGVGKRSCLGESLAKAELYLV-RHGT    0

 69 -LKFDPERYIR-----------------------DENLLQKVIPFGVGKRSCLGESLARAELYLV-NYLL    0

 70 -REFDPERFIR-----------------------DDTLLQKVIPFGVGKRNCLGESLARSELYLV-GASF    0

 71 -DKFYPERFIE-----------------------NEQLLSQIIPFGIGKRSCVGENIAKSELYLM-IGNL    0

 72 -DKFYPERFIE-----------------------NGKLLNQVIPFGIGKRSCVGENLARSELYLL-TGNL    0

 73 -SKFYPERFIE-----------------------NGKLLNQIIPFGIGKRSCVGENIARSELYLM-IGNL    0

 74 -EKFNPERFIR-----------------------NENLMQQTIPFGIGKRSCLGESLARAELYLV-KTFF    0

 75 -KDFNVEKYLK-----------------------NPKLLQQVIPFGIGKRSCVGEQIAKSELYLV-FGNI    0

 76 -ETFNPSRYLQSDGKTF-----------------DKAVLEKTIPFSIGKRNCVGEGLARMELFLI-FSAL  456

 77 -SKFNPDRYLMPDGKTL-----------------NKTVLERTIPFSVGKRNCVGEGLARMELFLI-FSAL    0

 78 -YTFNPDRFIDENG--------------------KLKKVDELAPFSVGKRSCPGEGLARMELFLF-IANF    0

 79 -YKFNPDRFIDEHG--------------------KLIKVEQLIPFSIGRRQCPGEGLARMEIFLC-VANF    0

 80 -YKFNPDRFIDENG--------------------KPIKIEQLIPFSIGKRQCPGEGLARMEMFLF-LANF    0

 81 -YKFNPDRFIDENG--------------------KPIKIEQLIPFSIGKRQCPGEGLARMEIFLF-LANF    0

 82 -YKFNPDRFIGENG--------------------KPIKIEQLIPFSIGKRQCPGEGLARMEIFLL-VANL    0

 83 -YKFKPERFIDESG--------------------KLIKVDELVPFSIGKRQCPGEGLARMELFLF-IANF    0

 84 -YTFNPDRFIDDNG--------------------KLVKIEQLIPFSIGKRQCLGEGLARMELFLF-IANF    0

 85 -YIFKPERFLDDDG--------------------KLKKVEQLVPFSVGKRQCLGEGLARMELFLF-IANF    0

 86 -ERFVPERYLDESG--------------------NLKKIEELVPFSIGKRVCLGEGLARMELFLF-TANS    0

 87 -QRFDPNRFIDENG--------------------KLKKIEELCPFSMGKRQCIGEGLARMEIFLL-AANL    0

 88 -YEFKPERFLESDG--------------------SLKKVEELVPFSIGKRQCLGEGLAKMELFLY-FANL    0

 89 -YEFKPERFLESDG--------------------SLKKVEELVPFSIGKRQCPGEGLAKMELLLF-FANL    0

 90 -HCFNPGRFIENG---------------------KLKKVDEVIPFSIGKRQCLGEGLARMELFLF-FANI    0

 91 -HCFNPGRFIENG---------------------KLKKVDEVIPFSIGKRQCLGEGLARMELFLF-FANI    0

 92 -YKFKPERFIENG---------------------KFKKVDEVIPFSIGKRQCLGEGLARIELFLF-FANI    0

 93 -EEFNPSRFLDEDN--------------------NVKKIDEFLPFSIGRRQCLGESLARAELYLV-FANL    0

 94 -EHFNPDRFLNSRG--------------------EYIRDDRVNPFSMGKRSCLGENLARMEVFLY-FCTL    0

 95 -NEFTLENFAK------------------------NVPYRYFQPFGFGPRGCAGKYIAMVMMKAI-LVTL  454

 96 -DEFIPERWVEGSKA--------------------SEAKKNWLVFGCGPHVCLGQTYVMITFAAL-LGKF  451

 97 -EVFKYNRFLNPDGSEKKDFYKDG-----------KRLKNYNMPWGAGHNHCLGRSYAVNSIKQF-VFLV  458

 98 -TTFKYDRFLNPNGSRKVDFYKAG-----------QKIHHYTMPWGSGVSICPGRFFALSEMKLF-VLLM    0

 99 -KEFRFDRFIED-GKKKSTFFKGG-----------KRLKTYVMPFGLGTSKCPGRYFAVNEMKLL-LIEL  464

100 -LTFKYDRYLDENGKTKTTFYCNG-----------LKLKYYYMPFGSGATICPGRLFAIHEIKQF-LILM  461

101 -EEFHPERFENWE---------------------EKSSSLKWIPFGVGPRYCVGMRFAEMEFKTT-IVKL    0

102 -DEFQPERFENWE---------------------EKSSSLKWIPFGVGPRYCVGMRFAEMEFKTT-IAKL    0

103 -DVPDPLRFYNLRNEAREKGEAEQGASGQF-----VSVNKEFLTFGYGRHACPGRFFAANEIKMI-LANL  527

104 -LDFNPDRYLQDNPA--------------------SGEKFAYVPFGAGRHRCIGENFAYVQIKTI-WSTM  472

105 -HDFVPARYEQPRQED-------------------LLNRWTWIPFGAGRHRCVGAAFAIMQIKAI-FSVL    0

  1 LRKF-TFETGAK-TEIPLKLIGRATTQ-PESVWMHLN-PRN*------------------  498

  2 LRKY-TLEVCNK-TQIPLKLIGSRTTQ-PESVWLNLT-PRDDN*----------------    0

  3 LRKY-TLEVCNK-TQIPLKLIGSRTTQ-PESVWLNLT-PRDDN*----------------    0

  4 LRRF-SILAGPK-TEKELHLQGCTTTS-PEKVTVHLM-TRD*------------------    0

  5 LRRY-DLVAGVE-TEKELNILGCTTTS-PEAVTLYLK-PRI*------------------    0

  6 LQKY-SVFTNSP-VHDRHGKTVRMTVR-DTGTIWPTDKLGLVLKQR*-------------    0

  7 LQKF-RLHKTDK-LQVPMPVSDVGLGK-PAKPVFVRLEKRSKN*----------------    0

  8 LQNF-SFQPCKE-TQIPLKLSRQGLLQ-PTKPIILKVVPRDEIITGS*------------  504

  9 LHKF-RFQACPE-TQVPLQLESKSALG-PKNGVYIKIVSR*-------------------  505

 10 LKHF-DFE---DHTNYEL-DIKETLTLKPEGFVVKAKSKKIPLGGIP*------------  459

 11 VHQY-D-----------------------------------------*------------  209

 12 LSNY-QLAL--AEDKPVN-VQRRGFTLAPDGGVRVIMTGKKSLKFEQSSKIFN*------  448

 13 FRKY-EVESLQ--TEENLRPVPELILR-PYNGMKIKIKRREAADYVVFTTFFRMKLDEC*    0

 14 LKNL-KVKAKL--RTDEMRVAAELIIR-PLYGNELKFEKREFGDYTSIY*----------    0

 15 LRRF-HIHTDI--GLLENMPLPETITR-PSLGFPLKFTVRQQ*-----------------    0

 16 FRKY-RVTASQ--PFGMNKILPELILK-SSVGISVDSASSD*------------------    0

 17 LRNF-NIKAVE--LMHEVRPKMEIIVR-PVTPIHMKLTRRRPIASP*-------------    0

 18 LRNF-NIKAVE--LMHEVRPKMEIIVR-PVTPIHMKLTRRRPIVSP*-------------    0

 19 LRNF-NVKAVE--LMHEVRPKMEIIVR-PVTPIHMKLTRRRPIVSP*-------------    0

 20 LKNF-RLEPMG--GFYSTKPMFEAVAR-PSNGISVKLIRRQF*-----------------    0

 21 VRNF-KIEPTL--KYNDTKPCLEVVTK-PSNGIPVRLIRRN*------------------   60

 22 LKNF-KIEPMG--GYYSTKQVFEPVGK-PSNGIPVRLVRR*-------------------    0

 23 LRNF-KLEPKL--EFYETKPLFEVVAK-PSHGIPVKLIKR*-------------------    0

 24 LLRF-ELLP--DPTRIPI-PIAR-LVLKSKNGIHLRLRRLPNPCEDKDQL*---------  519

 25 LQRF-KFDV--APSYVHA-PFTI-LTVQPQFGSHVIYKKLES*-----------------  524

 26 LQEF-GNLKQ-DPNTEYPPKLQNTLTLSLFEGAEVQMYLIL*------------------  539

 27 AQCY-TKISLQPNSFEYPPKKQVHLTMSLLDGVHVKISNLSIS*----------------  503

 28 AQTY-ETVES-HPDSVYPPRKKALINMCAADGVDVKFHRL*-------------------  506

 29 CQEF-SRIEV-LHPDVITSKNSMKQRMRLTQTASGGVITRFIR*----------------  519

 30 LQTF-EDISFERDAFEPNALPPAEWAKFPGRKGKEKFWPRHI*-----------------    0

 31 LQTF-HGLHN-ASKQ-YPPNRVVAATMRLTDGCNVCFI*---------------------  505

 32 VQTF-SKLKS-HSLE-YAPKRLVAATIRLIDGCFVSFE*---------------------  510

 33 IQQF-DWT-------LLPGQNLELVVT-PSPRPKDNLRVKLHSLM*--------------    0

 34 LTNF-DLSFAPGFDPVAFESSWTDAYLLLIEEPFEVMFTPKSQRMR*-------------    0

 35 ARHC-DWQL---LNGPPT-MKTS-PTVYPVDNLPARFTHFHGE*----------------    0

 36 LQNF-RFYLNRG-DPIPVAERVIGGIK-PYATRVEYLGNRLIN*----------------    0

 37 VSCF-FISPKDPGAPEPDWLPGHVISQ-PGAFDLNVV-PRSPAHEELIRSIETDHPWKN*    0

 38 LTVF-DIKPNLDENGKEIGIKPDMTDGLLSIPM*--------------------------    0

 39 IQNF-TLSYN-H-DDVE-PILNTMLT--PDRPVRIEFKPRQ*------------------  545

 40 LENF-KVEMQ-HIGDVD-TIFNLILT--PDKPIFLVFRPFNQDPPQA*------------  520

 41 LKNF-LVETL-EQEDIK-MVYRFILM--PSTLPLFTFRAIQ*------------------  503

 42 IQKY-KVVLAPETGELK-SVARIVLV--PNKKVGLQFLQRQ*------------------  530

 43 VRKY-DIQAT-DNEPVE-MLHSGTLV--PSRELPIAFCQR*-------------------  513

 44 CGNY DIRHR--GDPIT-QIYETLLL--PRGDCTFEFKKL*-------------------    0

 45 VRNF-RIEFN-YPTENA-FKFKLINV--PNIPLKFKFTDVEN*-----------------  541

 46 LREF-DIAPAYDKWDHIYPNDAVKEFNGHRAYQAEKGGGGAHPADGMPCLVTFRV*----  505

 47 LKQF-RWSL---DPEWEEKLTPAGPLC----PLNLKLKFNENIME*--------------  489

 48 FRLF-EFEMQQ-EGPME---TREGFLR---KPLGLQVGMKRRQPGSA*------------  517

 49 VRNF-DIEINH-GDMTW-KNECWWFVK---PEYKAMIKPRRCCLSRDESLV*--------  515

 50 VWEF-DIRLSE-GSRNW-YEESRVYLAWNKPPLNVYLIPR*-------------------    0

 51 LWHF-DISLDEERTGNFLDQKIWSIWAKRELYLEIRTREF*-------------------  502

 52 LWHF-DLRLDTTRMKDTDWLAEQGIWILWDKNRCGLRWNLAMSSSSNYSL*---------  410

 53 FREC-VGARLGR-SVTDE-SMHVV-------DSFIAGVPRDRRCAITLT*----------  458

 54 ARAY-DVEL-YDTTKADIDMTHARIVAYPKAIPGKTEHVGEIRVKVLKAL*---------  519

 55 SQHF-TFD-------LAPGYHVELEAT-LTLRPKHGVHVIGRRR*---------------    0

 56 LLDY-NLEPVGD-VPKIQTITPFGLLK-RPPPFKVRFVEVEKS*----------------    0

 57 LLDY-DLEPVGE-IPKLKTLAPFGLLK-QSPEFRIRFVEVEKH*----------------    0

 58 VLDF-DFEAVGI-KPEIKTSTPFGIMK-RPPNYISD*-----------------------    0

 59 ILDF-DFESVGA-APRIQTPTPFALMK-RPPSYDIRFIPRSK*-----------------    0

 60 VLDF-NLEAVGV-KPEIKTSTPFGLMK-RPPNYNIRLIPVSH*-----------------    0

 61 ILDY-DLQPIGE-VPQIKTTSPCGIMK-RPPVYSLRFVPVHH*-----------------    0

 62 ILDV-EIEAVGS-IPKILTSNPFGLLR-RPPSYDIRFKPLKV*-----------------    0

 63 VMEY-EIEPVGA-TPKMKTPTPFSLLK-RPPSYEIRFVKRS*------------------    0

 64 VIDF-DLKPVGA-IPKIESPTPFSPVK-RPPVYDIRFISRAH*-----------------    0

 65 ILDY-DLEPVGT-LPKIETTTPFAPMK-RPPVYDIRFVPRSQ*-----------------    0

 66 ---Y-RISNFLF-RLLGTFCSAINSNR-MEHCRQQSCCRIAPEKDHSSWK*---------    0

 67 FVFY---------RSSVTFSFATNSNN-MANYPLPSLCHTALEKDHSSWK*---------    0

 68 F------------RSLETSFFAINSSH-MENFRLP-ICHTALGGDHSSWK*---------    0

 69 VDDE-NF------RSSEISFSAINSSQ-VQNYQPPSLLHTASERDHSSWK*---------    0

 70 F------------RYLEIYFSDINLSH-MASYQQRRQCRTVLQRERSTWK*---------    0

 71 ILRYDIKPHGSE-PSTEDKLPYSAGKT-PDKSVKLEFVKL*-------------------    0

 72 LLRYNIRPHGSL-PSTADQLPYSAGKM-PDKNVHLEFVKL*-------------------    0

 73 LLRYDIKPHGSL-PSLDDKLPYSVGKM-PDKTVELEFVKL*-------------------    0

 74 DKLI-SKCIYF--RSLETYYSAIILNL-LGKCHPLEKPFRLALPRDAKPST*--------    0

 75 LLRYNVKKHGST-PTNEDVYPYSSAKL-PDVSGKLEFVKL*-------------------    0

 76 IQKY-EFVATSN-IDLTPDWGVVLTAK-PYTCNIIPQF*---------------------  491

 77 IQKY-EFIPKTN-VDLKPVYGGVITVK-PYLCELVPQNA*--------------------    0

 78 LNRY-QIHPSKE-GLPSMAKGSGPVVA-PRLFTAILTRRF*-------------------    0

 79 FNHY-QISPSSE-GFPSIDKSDRVGVF-PKKFKAILNRRFYGPSKEI*------------    0

 80 FNRY-KISPSSK-GFPNLDKKDNVGVF-PKDLHAILNKRN*-------------------    0

 81 FNRY-EISPSSK-VFPNLDKKDNVGVF-PKDLHAILNRRNC*------------------    0

 82 FNRY-QISPFSE-GFPNLEKNSVVEIF-AKGLRVILTKRHC*------------------    0

 83 FNRY-QISPSSE-GLPSIDKSERVGVF-PRKFNAILKKRHV*------------------    0

 84 LNRY-HISPGSS-GLPSLDKSK--GIT-PRKFEPVLSRRHA*------------------    0

 85 FNRY-RVVPDAN-GPPIIDKAVLGGMH-TKEFKAILQRRHVSE*----------------    0

 86 FNRY-EFNCGSN-GVPSLERTFAFIAK-AQDYTCQVK-PRYSS*----------------    0

 87 FNYF-EFLPASD-GLPSLYKDFSLVSH-VIPYKCRQYIP*--------------------    0

 88 FNKFDIKFHESN-PNPSIKKEVGVTMK-AKNYRVSMKERY*-------------------    0

 89 FNRFDIQLHQSN-PNPSVEKEFGVTMK-AKSYRLKLKDRH*-------------------    0

 90 FNRYDVQLDFSG-NLPDLDKSKDNFVT-PRKFNAVLNKRYV*------------------    0

 91 FNRYDVQLDFSG-NLPDLDKSKDNFVT-PRKFNAVLNKRYV*------------------    0

 92 FNRYDVMPDFSG-SLPDLDKSKDNFVI-PRKFKAVLKRRYMD*-----------------    0

 93 IQNF-NFEVAVT-TEVCLKLGNPNFST-RIFKFKIFYSFTRLGTFKKMYFLGYCRRTVG*    0

 94 MQNF-EWHTDGP-YAPPIDVITSSLRA-PKPFTVRASRR*--------------------    0

 95 LRRF-HVKTLQGQCVESIQKIHDLSLHPDETKNMLEMIFTPRNSDRCLEH*---------  503

 96 ALYT-DFHHTV--TPLSEKIKVFATIF-PKDDLLLTFKKRDPITGEVFE*----------  496

 97 LVHL-DLELINAD--VEIPEFDLSRYGFGLMQPEHDVPVRYRIRP*--------------  500

 98 VQYF-DLELVDPN--TPVPPIDPRRWGFGTMQPTHDVRIRYRLKPLE*------------    0

 99 LTYF-DLEIIDRK---PIGLNHHSRMFLGIQHPDSAVSFRYKAKSWRS*-----------  508

100 LSYF-ELELIEGQ--AKCPPLDQSRAGLGILPPLNDIEFKYKFKHL*-------------  504

101 LDTF-ELKQFEGEADLIPDCNGVIMRP-NDPVRLHLK-PRN*------------------    0

102 LDTF-ELSLVPGDPPMIPETNGVIFRP-RCPVRLNLK-LRI*------------------    0

103 VMTY-EMGLVEG-ETERY-RDWDIAAGTIPDPTKDVMFRKL*------------------  565

104 LRLY-EFDLIDG-YFPTV-NYTTMIHTPENPVIRYKRRSK*-------------------  509

105 LREY-EFEMAQPPESYRNDHSKMVVQLAQPACVRYRRRTGV*------------------    0

