Xenopus P450 alphanumeric list 120 accession numbers

Last modified May 28, 2001

seqs 8, 9, 10 deleted as false positives

AB022087             CYP1A6

AB022088             CYP1A7

AB022671             CYP4T4

AB022672             CYP4T3

AB031278             CYP19

AF057566             CYP26(1st)

AF325435             CYP17

AI031132             CYP26(1st)

AW198806 da06g04.x1  seq 15 CYP26(1st)

AW199734 da06g04.y1  seq 15 CYP26(1st)

AW460650 da29g11.x1  seq 15 CYP26(1st) 

AW595907 da29g11.y2  CYP26(1st) 1 diff

AW634003 bl14g07.w1  CYP17

AW636452 bl46g10.w1  Length = 564 N-terminal 46% to 2C40

AW636520 bl47f09.w1  Length = 575 N-term 46% to 2a5

AW637318 bl57c05.w1  CYP1A6

AW637606 bl60c07.w1  Length = 434 N-term 83% to 27C1

AW638539 bl71c05.w1  CYP17

AW639059 bl78a09.w1  CYP17

AW639706 bl86a09.w1  seq 15 CYP26(1st) 3 diffs

AW639868 bl88e07.w1  CYP17

AW640032 bl89h12.w1  seq 24 59% to 2Q1

AW640378 bl94e08.w1  CYP17

AW640733 bl98d01.w1  seq 15 CYP26(1st)

AW640811 bl99b10.w1  CYP17

AW641440 cm07d11.w1  Length = 512 58% to 2b13

AW641576 cm08h09.w1  seq 15 CYP26(1st) 3 diffs

AW643150 cm26f01.w1  CYP1A6

AW644907 cm46g10.w1  seq 29 2-like

AW646092 cm60g08.w1  47% to 2C44

AW765767 da77a02.y1  CYP26(2nd)

AW766054 da81f06.y1  seq 15 CYP26(1st)

AW766295 da61b08.x1  2 like

AW766873 da61b08.y1  2 like

AW767659 da77a02.x1  seq 15 CYP26(1st)

AW871763 da93g03.y1  2 like

BE026223 db33h10.y1  CYP51 

BE026950 db33h10.x1  CYP51 seq 17 81% to CYP51

BE027013 db35g03.x1  CYP17

BE027018 db35h02.x1  CYP17

BE131756 db35g03.y1  CYP17

BE131871 db38h08.y1  CYP4 family seq 20

BE131888 db39e04.y1  CYP17

BE188917 db61c05.x1  seq 15 CYP26(1st)

BE189745 db59e09.y1  CYP4 fam seq 19 52% to 4b1

BE189825 db61c05.y1  CYP26(2nd)

BE191823 db83b11.x1  seq 15 CYP26(1st)

BE192232 db89c06.x1  seq 13

BE490930 db38h08.x1  seq 20

BE506010 dc18b09.y1  51% to 4V3

BE506442 db83b11.y1  CYP26(1st)

BE506975 db89c06.y1  64% to 2E1

BE507713 dc21g08.y1  2 like

BE507714 dc21g09.y1  2 like

BE507762 dc22d10.y1  2 like seq 21 57% to 2Q1

BE507857 dc23e11.y1  2 like

BE508772 dc13a02.y1  2 like

BE509041 dc16c08.y1  2 like

BE509147 dc17g07.y1  2 like

BE509407 dc10c12.y1  2 like

BE509429 dc10f03.y1  CYP2Q1

BE575528 dc58a03.x1  CYP51 seq 17

BE576589 dc42b04.y1  2 like

BE669236 dc59c04.y1  CYP27C1 ortholog 75%

BE669335 dc58a03.y1  CYP51

BF024911 dc80h09.x1  CYP2R ortholog 79% identical

BF047649 dc80h02.y1  CYP26(2nd)

BF048873 db80d06.y1  CYP17

BF231653 de90a08.x1 12-ALPHA HYDROXYLASE CYP8B1

BF426259 df69e06.y1  CYP26(2nd)

BF426447 daa14g11.y1 60% to STEROL 12-ALPHA HYDROXYLASE CYP8B1

BF426592 daa22f03.y1 seq 21 57% to 2Q1

BF426603 daa22g05.y1 4 like

BF426753 daa23f04.y1 seq 21 57% to 2Q1

BF612309 daa17b09.y1 CYP2Q1

BG018182 de66c08.x1  seq 31 59% to 4B1

BG018440 daa24g05.x1 seq 18 73% to 2d26

BG018841 dab13d08.y1 45% to CYP46

BG019547 daa21d11.y1 37% to 2C29 N-term

BG020305 dc49e01.x1  seq 22 59% to 2Q1

BG022212 dab13d08.x1 seq 16 74% to CYP46 

BG023437 dg41f04.x1  seq 14 58% to 27A1

BG023592 de68b08.x1  51% to 2B13 C-term

BG038344 dg34a01.y1  CYP26(1st)

BG159752 de68b08.y1  seq 13 

BG161868 df69e06.x1  seq 15 CYP26(1st)

BG232882 daa29e03.y1 Length = 268 N-term 54% to 2S1

BG233989 daa35e09.y1 CYP27 6 diffs including 2 stops

BG234222 daa38e02.y1 CYP2Q1

BG264135 de80c01.y1  seq 25 CYP26C1 homolog

BG345818 dg41f04.y1  CYP27 seq 23, 14

BG345853 dg42b07.y1  seq 13 57% to 2d26

BG348981 daa35e09.x1 seq 14 CYP27

BG363813 dc94b02.y1  CYP17

BG364107 dc77g08.y1  Length = 539 N-term 45% to 2C40

BG364837 dc92b11.y1  CYP1A6

BG364920 dc93c12.y1  CYP1A6

BG364937 dc93f02.y1  CYP26(2nd)

BG408452 dd01g02.y1  CYP26(2nd)

BG439345 de80c01.x1  seq 25 CYP26C1 homolog

BG486410 dc93f02.x1  CYP26(1st) 4 diffs

BG486543 dd01g02.x1  seq 15 CYP26(1st)

BG513166 dae05g07.y1 CYP3 1-161 57% to 3A11

BG513901 dac15d01.y2 seq 12 78% to 2d22

BG515432 dae07c11.y1 50% to 4V3

BG515454 dae07h01.y1 CYP27

BG515456 dae07h05.y1 CYP2Q1

BG515498 dae08d07.y1 seq 21 57% to 2Q1

BG552024 dae12f10.x1 seq 14 CYP27

BG553469 dab84f10.y1 53% to 4B1

BG553607 df04c02.x1  seq 15 CYP26(1st)

BG554727 dac30e04.y1 CYP27

BG555211 de99c02.x1  seq 15 CYP26(1st)

BG578446 de99c02.y1  seq 15 CYP26(1st)

BG578904 de98f11.y1  seq 11 55% to 2d11 

BG731067 dae10a02.y1 seq 21 57% to 2Q1

BG731192 dae11g03.y1 CYP27

BG731252 dae12f07.y1 CYP2Q1

BG731762 dac30e04.x1 CYP27

D50560               CYP2Q1

Below is more detailed information of these sequences.  This is a kind of scratchpad for my 

use, but it may be useful to others.  

CYP1A7

LOCUS       AB022088     2905 bp    mRNA            VRT       03-MAY-2001

DEFINITION  Xenopus laevis mRNA for cytochrome P450, complete cds, MC2.

ACCESSION   AB022088

AUTHORS   Fujita,Y., Ohi,H., Murayama,N., Saguchi,Ki. and Higuchi,S.

  TITLE     Molecular cloning and sequence analysis of cDNAs coding for

            3-methylcholanthrene-inducible cytochromes P450 in Xenopus laevis

            liver

  JOURNAL   Arch. Biochem. Biophys. 371 (1), 24-28 (1999)

MTNWIGTVAGMMANTTITEFLVASVVFAIVFLVIRSQRVKIPPG

TKKLPGPMPYPVIGNLLSLSKNPHLSLTRMSETYGDVFQIQIGTKPVLVLSGLETLKQ

ALIRQGDEFAGRPDLFTFRMVGDGQSMTFSSDSGEVWRARRRLAQNALKTFATSPSPT

SSSSCLVEENIITEAEYLVKKFMQLIDEKGEFDPYRYVVVSVANIICGMCFGKRYNHD

DEELLNVVNLTDEFGAAAASGNPADFIPILQYLPSSSMKAFKEINRKFIDFMQKFATE

HYKTFDKNHIRDITDSLIQHSQEKRVDENSNVQLSNQKIVNIVNDLFGAGFDTITTAL

SWSLMYLVAHPNIQEKIQDELDRVIGKERRPRLSDRAQLPYTEAFIFEMFRHSSFMPF

TIPHCTTKDTVLNGYFIPKGICVLVNQWQVNHDPNLWKDPSKFYPERFLNTDGTMVNK

TEMEKVMVFGLGKRRCVGEAIGRMEVFLFLTTMLQQMQFFKQDGEKLDMSPQYGLTMK

HKRCHVTAKLRFPLLTTD

CYP1A6

LOCUS       AB022087     2618 bp    mRNA            VRT       03-MAY-2001

DEFINITION  Xenopus laevis mRNA for cytochrome P450, complete cds, clone MC1.

ACCESSION   AB022087

AUTHORS   Fujita,Y., Ohi,H., Murayama,N., Saguchi,Ki. and Higuchi,S.

  TITLE     Molecular cloning and sequence analysis of cDNAs coding for

            3-methylcholanthrene-inducible cytochromes P450 in Xenopus laevis

            liver

  JOURNAL   Arch. Biochem. Biophys. 371 (1), 24-28 (1999)

MTDWIGSIAGLMANTTITEFLLVSTVFAIVFLVLRSERVKIPPG

TKKLPGPMPYPIIGNLLSLSKNPHLSLTRMSKTYGDVFQIQIGTKPVLVLSGLETLKQ

ALIRQGDEFAGRPDLFTFRLVGDGKSLTFSSDSGEVWRARRRLAHNALKTFATSPSPT

SSSSCLVEENIITEAEYLVRKFKQLIDEKGEFDPYRYVVVSVANVICGMCFGKRYNHD

DEELLNVVNLTDEFGAAAASGNPADFIPILQYLPSSSMKAFKEINRKFLDFIQKLVKE

HYKTFDKNHIRDITDSLIQHSQEKRVDENSNVQLSNQKIVNIVNDLFGAGFDTITTAL

SWSLMYLVAHPNIQEKIQDELDQVIGRERRPRLSDRAQLPYTEAFILEMFRHSSFVPF

TIPHSSTTDTVLNGYFIPKGICVLINQWQVNHDPNLWKDPFKFCPERFLNTDGTTLNK

IEMEKVMIFGLGKRRCVGEVIGRMEVFLFLTTMLQQMQFFKQDGEKLDMSPQYGLTMK

HKRCHVTAKIRFPLLATH

CYP17

LOCUS       AF325435     1827 bp    mRNA            VRT       21-DEC-2000

DEFINITION  Xenopus laevis cytochrome P450 steroid 17-alpha-hydroxylase/17,20

            lyase (CYP17) mRNA, complete cds.

ACCESSION   AF325435

AUTHORS   Gilep,A.A., Huryeva,I.V., Guryev,O.L., Usanov,S.A., Hammes,S. and

            Estabrook,R.W.

  TITLE     Cloning and heterologous expression of the cDNA encoding the

            cytochrome P450 steroid 17-alpha-hydroxylase/17,20 lyase from

            Xenopus

  JOURNAL   Unpublished

MISYVAGALLLAFGLALISVWKFAGGKHRGAKYPNSLPCLPFIG

SLLHIGNHLPPHILFCKLQEKYGSLYSFRMGSHYIVIVNHHEHAKEVLLKKGKTFGGR

PRAVTTDILTRNAKDIAFANYSPSWKFHRKVVHAALSMFGEGTVAIEKIISREATSLC

QSLISFQDNPLDMAPELTRAVTNVVCALCFNTRYKRCDPEFEEMLAYSKGIVDTVAKD

SLVDIFPWLQIFPNKDLDILKRSVAIRDKLLQKKLKEHKEAFCNEEVNDLLDALLKAK

LSMENNNSNISQEVGLTDDHLLMTVGDIFVAGVETTTTVLKWTMAYLLHYPEVQTKIQ

EELDFKVGFGRHPVLSDRRILPYLDATISEVLRIRPVAPLLIPHVALQESSIAEYTIP

QDARVVINLWSLHHDPNEWENPEEFNPERFLDENGNHVYSPSQSYLPFGAGIRVCLGE

ALAKMEVFLFLSWILQRFTLELPAGDSLPDLDGKFGVVLQVKKFRVTTKLREAWKNID

LTT

CYP19

LOCUS       AB031278     2191 bp    mRNA            VRT       04-FEB-2000

DEFINITION  Xenopus laevis P450 arom mRNA for aromatase, complete cds.

ACCESSION   AB031278

  AUTHORS   Miyashita,K. and Miyata,S.

  TITLE     Sequencing analysis and expression of P450 aromatase gene in the

            ovary of Xenopus

  JOURNAL   Published Only in DataBase (2000) In press

MEALNPVQYNITEAVPTLAPATTLSLLLFIFVLIILWNQEETSL

IPGPAYCMGLGPLISYGRFLLTGIGKAANYYNNMYGEFVRVWINGEETLIISKSSATF

HIMKHSHYVSRFGSKLGLQCIGMNENGIIFNSNPSLWKVIRPYFIRALSGPGLMQTTE

NCIRSTNHYLDNLSNVTNELGNVDVLKLMRLIMLDTSNNLFLRIPLDESEIVLKIQKY

FDAWQALLLKPDIFFKISWLYKKYEKSANDLKEAIELLIEQKRQKLSSSEKLDEDMDF

SSELIFAQNHGDLTAENVNQCILEMLIAAPDTMSVSLFFMLVLIAQHPKIEEGIMNEM

DKVIGNRDVESNDIPNLKILESFIYESMRYQPVVDLVMRKALEDDIIDGYYVKKGTNI

ILNLGRMHKIVYFPKPNEFTLENFEKTVPYRYFQPFGSGPRACAGKYIAMVMMKVILV

TLLKRYKVQTLRGRCLENIQNNNDLSMHPDESQPSLEMIFIPKNTAEFKL

CYP26

LOCUS       AF057566     1479 bp    mRNA            VRT       10-MAR-1999

DEFINITION  Xenopus laevis retinoic acid converting enzyme mRNA, complete cds.

ACCESSION   AF057566 

Hollemann,T., Chen,Y., Grunz,H. and Pieler,T.

  TITLE     Regionalized metabolic activity establishes boundaries of retinoic

            acid signalling

  JOURNAL   EMBO J. 17 (24), 7361-7372 (1998)

MDLYTLLTSALCTLALPLLLLLTAAKLWEVYCLRRKDAACANPL

PPGTMGLPFFGETLQMVLQRRRFLQVKRSQYGRIYKTHLFGSPTVRVTGAENVRQILM

GEHKLVSVHWPASVRTILGAGCLSNLHDNEHKYTKKVIAQAFSREALANYVPQMEEEV

RCSVNLWLQSGPCVLVYPAIKRMMFRIAMRLLLGCDPQRMDREQEETLLEAFEEMSRN

LFSLPIDVPFSGLYRGLRARNLIHAQIEENIKEKLQREPDEHCKDALQLLIDYSRRNG

EPINLQALKESATELLFGGHGTTASAATSLTSFLALHKDVLEKVRKELETQGLLSTKP

EEKKELSIEVLQQLKYTSCVIKETLRLSPPVAGGFRVALKTFVLNGYQIPKGWNVIYS

IADTHGEADLFPDTDKFNPDRFLTPLPRDSSRFGFIPFGGGVRCCIGKEFAKILLKVF

VVELCRNCDWELLNGSPAMTTSPIICPVDNLPAKFKPFSSSI

CYP2Q1

LOCUS       XELCP450     2237 bp    mRNA            VRT       10-FEB-1999

DEFINITION  Xenopus laevis mRNA for cytochrome P-450, complete cds.

ACCESSION   D50560

Ohi H.

MDTSWLWTLLLSLLISCILIYSTWNKMYRKRNLPPGPTPIPLFG

NVLQIKRGEMVKSLIEYGKKYGDTYTLYFGPSPVIILCSYRATKEALIDQAEDFSGRG

AMPSFDQYFQGYGVVFTNGEEWKQLRRFSLTTLRNFGMGKRGIEERIQEEAQFVVEEI

KSYKKKPFDPTDILVQCVSNVICSVVFGNRFEYDNKDFQNLLSLFQSVFRESSSAWGQ

LLNMFPLIMNHIPGPHKKVIRDMNKLEAFVLQRVKENEKTLDSNSPRDIIDSFLIKMQ

QENENPTSAFHMKNLLATVLSIFFAGTETVSTTLRHGFLILLIYPEIEAKLREEIDRV

IGQNRSPTIEDRSKMPYTDAVIHEIQRFSDVIPMNVPHLVTKDTQFRGYTIPKGTDVY

PLLCAVLRDPEKFATPYEFNPNHFLDDNGCFKSNDGFMPFSTGKRICLGEGLARMELF

LFLTNILQHFKLHTESRLIEDDIAPKMNGFANYPTSYQLSFIPR

CYP4T4

LOCUS       AB022671     1690 bp    mRNA            VRT       19-OCT-1999

DEFINITION  Xenopus laevis mRNA for cytochrome P450 XL-304, complete cds.

ACCESSION   AB022671

AUTHORS   Yamamoto,s.

  TITLE     Cytochrome P450XL304 of Xenopus laevis

  JOURNAL   Published Only in DataBase (1999) In press

product="cytochrome P450 XL-304"

MWNALVWQQVAALLCLLAVLLKATQIYLSKKRQERILEQFPGPP

RHWLLGNVDQIRRDGKDLDLLVNWTQSHGGAYPVWFGNFSSFLFLTHPDYAKVIFGRE

EPKRQLSYNFLVPWIGNGLLVLTGPKWFQHRRLLTPGFHYDVLKPYVKLISKCTTDML

DNWEKLITKQKTVELFQHVSLMTLDSIMKCAFSYESNCQKDSDNAYIKAVFDLSYLAN

LRLRCFPYHNDTIFYLSPPWVSISPSLQNNSEHTDKVIQQRKESMKHEKELEKIQQKR

HLDFLDILLFARDEKGHGLSDEDLRAEVDTFMFEGHDTTASGISWILYCMAKYPEHQQ

KCREEIKEVLGDRQTMEWKDLGKIPYTNMCIKESLRIYPPVPGVARMLRNPVTFFDGR

SIPAGTLVGLSIYAIHKNPAVWEDPEVFNPLRFTPENSANRHSHAFVPFAAGPRNCIG

QNFAMNEMKIAVALTLNRFHLAADLENPPILIPQLVLKSKNGIHVHLNKVQ

CYP4T3

LOCUS       AB022672     1526 bp    mRNA            VRT       19-OCT-1999

DEFINITION  Xenopus laevis mRNA for cytochrome P450 XL-301, partial cds.

ACCESSION   AB022672

AUTHORS   Yamamoto,S.

  TITLE     Cytochrome P450XL301 from Xenopus laevis

  JOURNAL   Published Only in DataBase (1999) In press

KQCAGLFCVFASHSNLCIAYEMQKPLIVTQILAGKGLLVLSGDK

WFQHRKLLTPGFHYDVLKPYVRLISDSTNVMLDKWVSFSNKGETVELFHHVSLMTLDS

IMKCAFSFHSNCQTDKDNSYTKAVYDLSFLAHHRARTFPYHNNLIYYLSPHGFLFRKA

CRIAHQHTGKVIKQRKTLLQNKGEFEKVKQKRHPDFLDILLCARDENGKGLSDEDLRA

EVDTFMFEGHDTTASGISWILYCMAKYPEHQQKCREEIREVLGEKDSYEWEHLSKIPY

TTMCIKESLRLYPPVPGVSRELNKPITFYDGRSLPAGSVIFINIFCIHRNPSVWKVPE

VFDPLRFSSENSSKRHSHAFVPFAAGPRNCIGQNFAMNELKVAVALTLNRYELSPDLS

KPPLKSPQLVLRSKNGIHVYLKKAS

CYP51

51-329

IPFLGHAIAFGKSPISFLENAYDKYGPVFSFTMVGKTFTYLVGSDAAALMFNSKNEDLNA 

EDVYSRLTTPVFGKGVAYDVPNPIFLEQKKMLKTGLNIAHFKTHVEMIEEETQEYFERWG 

DSGVRNLFEALSELIILTASRCLHGKEIRSMLNERVAQLYADLDGGFTHAAWLLPGWL   

PLPSFRRRDRAHREIKNIFYQVIQKRRNSAEREDDMLQTLLDATYKDGTPVNDDEIAGML 

IGLLLAGTHTSSTTSAWMGILLAQNKSLQNQCFAEQ 

319-342

KPDSGEDCLPLN

337-484

YDQLRDLQVWDRCIKKTLRLRPPIMTMMRMARTPQSVAGYNIPPGHQVCVSPTVNHRLKD 

TWDKNTEFNPNRYLHDNPAAGEKFAYVPFGAGRHRCIGENFAYVQIKTIWSTMIRLYEFE 

LVDGYFPTINYTTMIHTPNNPVIRYKRRKI*

>gi|8579224|gb|BE131871.1|BE131871 db38h08.y1 Blackshear/Soares normalized Xenopus egg library Xenopus

           laevis cDNA clone IMAGE:3300831 5' similar to gb:D50834

           Mouse mRNA for CYP4B1 (MOUSE);.

          Length = 517

CYP4 family 

9   GHDTTASGISWILYCMAKNPEHQQKCREEIRELLGDRETMEWDDLGQIPYTTMCIKESLR 188

189 LYPPVPGIGRRLSKPITFCDGRSLPEGAGIIVSIYSINRSPSLWKDPEVFDPLRFSPENS 368

369 DNRHPHAFIPFSAGPRNCIGQNFAMNEMKVAVALTLQRYELFPDPDNEP 515

>gi|9729479|gb|BE189745.2|BE189745 db59e09.y1 Wellcome CRC pSK egg Xenopus laevis cDNA clone

           IMAGE:3377320 5' similar to TR:Q9YI34 Q9YI34 CYTOCHROME

           P450. ;.

          Length = 713

CYP4 fam

291 GEGLLVLSGPKWFQHRRLLTPGFHYDVLKPYVSLMSDCTRVMLDKWDKLMPNEKTFELFH 470

471 HVSLMTLDTIMKCAFXYNSXCQNNRXNAYIKAVYELSYLVDQRFHFFPYHNELMFYVSPL 650

651 EFLF 662

probably missing about 33 aa at N-term

LRANDQFPGPGARGRFSPFPGPKCHWLYGNAHEFLQIGKDLDLVLGFAQVFPYGMPLWLGNFYASLIITHPDYAKAVLARQDPKDDMAYKFIVPWIGEGLLVLSGPKWFQHRRLLTPGFHYDVLKPYVSLMSDCTRVMLDKWDKLMPNEKTFELFHHVSLMTLDTIMKCAFNYNSNCQNNRNNAYIKAVYELSYLVDQRFHFFPYHNELMFYVSPLEFLF

>gi|13166277|gb|BG345853.1|BG345853 dg42b07.y1 Xenopus laevis gastrula non normalized Xenopus laevis

           cDNA clone IMAGE:3751261 5' similar to SW:CPK1_ONCMY

           Q92090 CYTOCHROME P450 2K1 ;.

          Length = 484

26  LLLMMKYPEIQKNVQNEIEKVIGQSQPQTEHRKSMPYTDAVLHEIQRFGNIVPMNLPHAT 205

206 AQDVTFRGYFLPKGTFVIPLLTSVLYDQTHFEKPHEFYPQHFLDSEGNFVKNEAFLPFSA 385

386 GKRSCAGENLAKTELFLFFTSLLQNF 463

>gi|8579224|gb|BE131871.1|BE131871 db38h08.y1 Blackshear/Soares normalized Xenopus egg library Xenopus

           laevis cDNA clone IMAGE:3300831 5' similar to gb:D50834

           Mouse mRNA for CYP4B1 (MOUSE);.

          Length = 517

15  DTTASGISWILYCMAKNPEHQQKCREEIRELLGDRETMEWDDLGQIPYTTMCIKESLRLY 194

195 PPVPGIGRRLSKPITFCDGRSLPEGAGIIVSIYSINRSPSLWKDPEVFDPLRFSPENSDN 374

375 RHPHAFIPFSAGPRNCIGQNFAMNEMKVAVALTLQRYEL 491

>gi|7030867|gb|AW460650.1|AW460650 da29g11.x1 Xenla 13LiCl Xenopus laevis cDNA clone IMAGE:2942564 3'

           similar to gb:gb|AF057566.1|AF057566 Xenopus laevis

           retinoic acid converting enzyme (XENOPUS);.

          Length = 731

695 IRETLRLSPPVACGFRVALKTFVLNGYQIPKGWNVIYSIADTHGEADLFPDTDKFNPDRF 516

515 LTPLPRDSSRFGFIPFGGGVRCCIGKEFAKILLKVFVVELCRNCDWELLNG 363

>gi|9730555|gb|BE188917.2|BE188917 db61c05.x1 Wellcome CRC pSK egg Xenopus laevis cDNA clone

           IMAGE:3377480 3' similar to gb:gb|AF057566.1|AF057566

           Xenopus laevis retinoic acid converting enzyme

           (XENOPUS);.

          Length = 623

616 RVALKTSVFNGYQIPKGWYVIYSIADTHEKTDLFPDTDEFNPDRFLTPLPGDSSRFGFIP 437

436 FGGGVRCCIGKEFAKILLKVFVVELCRNCDWELLNG 329

>gi|12695787|gb|BG161868.1|BG161868 df69e06.x1 Xenopus laevis unfertilized egg cDNA library Xenopus

           laevis cDNA clone IMAGE:3744491 3' similar to TR:O93323

           O93323 RETINOIC ACID CONVERTING ENZYME. ;.

          Length = 687

678 IKKTFGLSPPVAGGFRVALKTFVLHGYQIPKGWNVIYSIAHTMGRPDLFPDTDEFNPDRF 499

498 LTPLPGDSSRFGFIPFGGGVRCCIGKEFAKILLKVFVVELCRNCDWELLNG 346

>gi|9729204|gb|BE509429.1|BE509429 dc10f03.y1 NICHD XGC Li1 Xenopus laevis cDNA clone IMAGE:3396701 5'

           similar to gb:X89864 M.musculus mRNA for cyp2a isoform

           protein (MOUSE); gb:dbj|D50560.1|XELCP450 Xenopus laevis

           mRNA for cytochrome P-450, complete (XENOPUS);.

          Length = 611

6   AGTETVSTTLRHGFLILLIYPEIEAKLREEIDRVIGQNRSPTIEDRSKMPYTDAVIHEIQ 185

186 RFSDVIPMNVPHLVTKDTQFRGYTIPKGTDVYPLLCAVLRDPEKFATPYEFNPNHFLDDN 365

366 GCFKSNDGFMPFSTGKRICLGEGLARMELFLFLPT 470

>gi|7699668|gb|AW767659.1|AW767659 da77a02.x1 Harland stage 19-23 Xenopus laevis cDNA clone

           IMAGE:3200906 3' similar to gb:gb|AF057566.1|AF057566

           Xenopus laevis retinoic acid converting enzyme

           (XENOPUS);.

          Length = 671

650 VDLVWLLRPLELNGYQIPKGWNVIYSMANTHGEADLFPDTDEFNPDRFLTPLPGDSS 480

479 RFGFIPFGGGVRCCIGKEFAKILLKVFVVELCRNCDWELLNG 354

>gi|12473662|gb|BG018440.1|BG018440 daa24g05.x1 NICHD XGC Lu1 Xenopus laevis cDNA clone IMAGE:4057161

           3' similar to SW:CPDF_CANFA Q29473 CYTOCHROME P450 2D15

           ;.

          Length = 631

533 DVCRMPYTNAVIHXIQRYADIVLLSVPHMTYRDTHIQGFFIPKGVTIMTNLSSVLKDEKA 354

353 WEKPFQFYPEHFLDRDGKFVKREAFMAFSAGRRVCLGEQLARMELFLFFTTLLQRFSFQI 174

173 PNG 165

>gi|9825327|gb|BE575528.1|BE575528 dc58a03.x1 NICHD XGC Emb1 Xenopus laevis cDNA clone IMAGE:3401260

           3' similar to SW:CP51_PIG O46420 CYTOCHROME P450 51 ;.

          Length = 646

573 LQVLDRCIMKTLSFSPPIMTMMRMARTPQSVAGYYIPLGHQVCVSPTVNHRIKDTWDKNT 394

393 EFNPNRYLHDNPAAGEKFAYVPFGAGRHRCIGENFAYVQIKTIWSTMIRLYEFELVDG 220

>gi|8320311|gb|BE026950.1|BE026950 db33h10.x1 Xenopus laevis oocyte Xenopus laevis cDNA clone

           XENOPUS_SOURCE_ID: 3' similar to SW:CP51_HUMAN Q16850

           CYTOCHROME P450 51 ;.

          Length = 612

609 DQLRDLQVWDRCIKKTLRLRPPIMTMMRMARTPQSVAGYNIPPGHQVCVSPTVNHRLKDT 430

429 WDKNTEFNPNRYLHDNPAAGEKFAYVPFGAGRHRCIGENFAYVQIKTIWSTMIRLYEF 256

255 ELVDG 241

>gi|7698027|gb|AW766054.1|AW766054 da81f06.y1 Harland stage 19-23 Xenopus laevis cDNA clone

           IMAGE:3201347 5' similar to gb:gb|AF057566.1|AF057566

           Xenopus laevis retinoic acid converting enzyme

           (XENOPUS);.

          Length = 664

358 LQQLKYTSCVIKETLRLSPPVAGGFRVALKTFVLNGYQIPKGWNVIYSIADTHGEADLFP 537

538 DTDKF 552

605 FIPFGGGVRCCIGKEFAKIL 664

>gi|12478291|gb|BG022212.1|BG022212 dab13d08.x1 NICHD XGC Sp1 Xenopus laevis cDNA clone IMAGE:4174143

           3' similar to TR:Q9Y6A2 Q9Y6A2 CHOLESTEROL

           24-HYDROXYLASE. ;.

          Length = 515

494 MGRMEE--FHTDPLTFNPDRFSXDAPKPYYSYFPFSLGPRSCIGQVFSQMEAKVVMAKLL 321

320 QRYEFE 303

>gi|7397970|gb|AW640733.1|AW640733 bl98d01.w1 Blackshear/Soares normalized Xenopus egg library Xenopus

           laevis cDNA clone PBX0098D01 5'.

          Length = 415

18  INLQALKESATELLFGGHGTTASAATSLTSFLALHKDVLEKVRKELETQGLLSTKPEEKK 197

198 ELSMEVLQQLKYTSCVIKETLRLSPPVAGGFRVALKTFVLNGYQIPKGWNVIYSIADTHG 377

378 EADLFPDTDEF 410

>gi|7398843|gb|AW641576.1|AW641576 cm08h09.w1 Blackshear/Soares normalized Xenopus egg library Xenopus

           laevis cDNA clone PBX0107H09 5'.

          Length = 564

36  FPDTDEFNPDRFLTPLPGDSSRFGFIPFGGGVRCCIGKEFAKILLKVFVVELCRNCDWEL 215

216 LNG 224

>gi|7396905|gb|AW639706.1|AW639706 bl86a09.w1 Blackshear/Soares normalized Xenopus egg library Xenopus

           laevis cDNA clone PBX0086A09 5'.

          Length = 539

44  FPDTDEFNPDRFLTPLPGDSSRFGFIPFGGGVRCCIGKEFAKILLKVFVVELCRNCDWEL 223

224 LNG 232

>gi|13565387|gb|BG553607.1|BG553607 df04c02.x1 Wellcome CRC pRN3 St19 26 Xenopus laevis cDNA clone

           IMAGE:3550082 3' similar to TR:O93323 O93323 RETINOIC

           ACID CONVERTING ENZYME. ;.

          Length = 304

268 FPDTDKFNPDRFLTPLPRDSSRFGFIPFGGGVRCCIGKEFAKILLKVFVVELCRNCNWEL 89

88  LNG 80

>gi|13566991|gb|BG555211.1|BG555211 de99c02.x1 Wellcome CRC pRN3 St19 26 Xenopus laevis cDNA clone

           IMAGE:3549698 3' similar to TR:O93323 O93323 RETINOIC

           ACID CONVERTING ENZYME. ;.

          Length = 546

540 FPDTDKFNPDRFLTPLPRDSSRFGFIPFGGGVRCCIGKEFAKILLKVFVVELCRNCDWEL 361

360 LNG 352

>gi|13434120|gb|BG486543.1|BG486543 dd01g02.x1 NICHD XGC OO1 Xenopus laevis cDNA clone IMAGE:3405483 3'

           similar to TR:O93323 O93323 RETINOIC ACID CONVERTING

           ENZYME. ;.

          Length = 510

471 FIPFGGGVRCCIGKEFAKILLKVFVVELCRNCDWELLNG 355

>gi|12479516|gb|BG023437.1|BG023437 dg41f04.x1 Xenopus laevis gastrula non normalized Xenopus laevis

           cDNA clone IMAGE:3751446 3' similar to SW:CP27_RAT

           P17178 CYTOCHROME P450 27, MITOCHONDRIAL PRECURSOR ;.

          Length = 637

577 FPEADRFLPERWLRESGIKHHPFGSIPFGYGVRACVGRRIAELEMQLALSRIIKMFKV 404

>gi|9730164|gb|BE191823.2|BE191823 db83b11.x1 Wellcome CRC pSK animal cap Xenopus laevis cDNA clone

           IMAGE:3379581 3' similar to gb:gb|AF057566.1|AF057566

           Xenopus laevis retinoic acid converting enzyme

           (XENOPUS);.

          Length = 605

442 FIPFGGGVRCCIGKEFAKILLKVFVVELCRNCDWELLNG 326

>gi|6479375|gb|AW198806.1|AW198806 da06g04.x1 Xenopus laevis oocyte Xenopus laevis cDNA clone

           XENOPUS_SOURCE_ID:xlnoc002h07 3' similar to

           gb:gb|AF057566.1|AF057566 Xenopus laevis retinoic acid

           converting enzyme (XENOPUS);.

          Length = 521

470 FIPFGGGVRCCIGKEFAKILLKVFVVELCRNCDWELLNG 354

>gi|13169407|gb|BG348981.1|BG348981 daa35e09.x1 NICHD XGC Lu1 Xenopus laevis cDNA clone IMAGE:4058224

           3' similar to SW:CP27_RAT P17178 CYTOCHROME P450 27,

           MITOCHONDRIAL PRECURSOR ;.

          Length = 649

489 PFGYGVRACVGRRIAELEMQLALSRIIKMFKV 394

>gi|13563804|gb|BG552024.1|BG552024 dae12f10.x1 NICHD XGC Lu1 Xenopus laevis cDNA clone IMAGE:4633891

           3' similar to SW:CP27_HUMAN Q02318 CYTOCHROME P450 27,

           MITOCHONDRIAL PRECURSOR ;.

          Length = 460

357 PFGYGVRACVGRRIAELEMQLALSRIIKMFKV 262

>gi|12693671|gb|BG159752.1|BG159752 de68b08.y1 Kirschner embryo St10 14 Xenopus laevis cDNA clone

           IMAGE:3516639 5' similar to TR:Q9PVI1 Q9PVI1 CYTOCHROME

           P450. ;.

          Length = 475

10  FLPFSAGKRSCAGENLAKTELFLFFTSLLQNFTFQASPGEELD 138

>gi|13484558|gb|BG513901.1|BG513901 dac15d01.y2 NICHD XGC He1 Xenopus laevis cDNA clone IMAGE:4407192

           5' similar to SW:CPDE_BOVIN Q01361 CYTOCHROME P450 2D14

           ;.

          Length = 500

15  LDDERKFVKKEAFVPFSAGRRSCLGEQLARMEIFLFFTTLLQ 140

>gi|13593968|gb|BG578904.1|BG578904 de98f11.y1 Wellcome CRC pRN3 St19 26 Xenopus laevis cDNA clone

           IMAGE:3549837 5' similar to SW:CPDJ_CALJA O18992

           CYTOCHROME P450 2D19 ;.

          Length = 614

35  FSAGHRVCLGEQLARFELFIFFTTLLRRFNIELPEGITEVNTKYVFKMTLQPH----PYE 202

203 ICAVPR*TPLYNL 241

>gi|7396234|gb|AW639059.1|AW639059 bl78a09.w1 Blackshear/Soares normalized Xenopus egg library Xenopus

           laevis cDNA clone PBX0078A09 5'.

          Length = 558

8   PFGAGIRVCLGEALAKMEVFLFLSWILQRFTLELPAGDSLPDL 136

>gi|10064371|gb|BE680478.1|BE680478 df80h09.y1 Xenopus laevis oocyte non normalized Xenopus laevis cDNA

           clone IMAGE:3745697 5' similar to SW:CBS_HUMAN P35520

           CYSTATHIONINE BETA-SYNTHASE ;.

          Length = 597

158 TLSSASTLSLLPLVTWFSLRWGQEAESVVGGTAGIM 51

>gi|9610958|gb|BE491425.1|BE491425 db39h09.x1 Blackshear/Soares normalized Xenopus egg library Xenopus

           laevis cDNA clone IMAGE:3300929 3' similar to gb:D10727

           Mouse mRNA for NDPP-1 protein, complete cds (MOUSE);.

          Length = 527

260 ISPATGFSMRCLIFLVLVLWHQE 328

>gi|13168540|gb|BG348114.1|BG348114 de78e11.y1 Kirschner embryo St10 14 Xenopus laevis cDNA clone

           IMAGE:3517917 5' similar to SW:NDPP_MOUSE Q03173 NPC

           DERIVED PROLINE RICH PROTEIN 1 ;.

          Length = 572

523 ISPATGFSMRCLIFLVLVLWHQE 455

>gi|10755388|gb|BF024969.1|BF024969 dc82b03.x1 NICHD XGC OO1 Xenopus laevis cDNA clone IMAGE:3403565 3'

           similar to SW:NDPP_MOUSE Q03173 NPC DERIVED PROLINE RICH

           PROTEIN 1 ;.

          Length = 654

257 ISPATGFSMRCLIFLVLVLWHQE 325

>gi|13349011|gb|BG439361.1|BG439361 de80d11.x1 Kirschner embryo St10 14 Xenopus laevis cDNA clone

           IMAGE:3517893 3' similar to TR:Q9UFB8 Q9UFB8

           HYPOTHETICAL 19.1 KD PROTEIN ;.

          Length = 396

268 ISPATGFSMRCLIFLVLVLWHQE 336

>gi|9825471|gb|BE575672.1|BE575672 dc61g05.x1 NICHD XGC Emb1 Xenopus laevis cDNA clone IMAGE:3401624

           3' similar to gb:D10727 Mouse mRNA for NDPP-1 protein,

           complete cds (MOUSE);.

          Length = 523

257 ISPATGFSMRCLIFLVLVLWHQE 325

>gi|10766425|gb|BF047922.1|BF047922 dc85c08.y1 NICHD XGC OO1 Xenopus laevis cDNA clone IMAGE:3403886 5'

           similar to SW:CBS_HUMAN P35520 CYSTATHIONINE

           BETA-SYNTHASE ;.

          Length = 491

151 TLSSASTLSLLPLVTWFSLRWGQEAESVVGGTAGIM 44

</pre>

