
A list of 107 Fusarium graminearum/Gibberella zeae P450s in 

chromosomal order. 66 fit in existing families, named before adding this fungal genome. 41 CYPs are in 34 new families.

10 gene clusters are highlighted (7 or fewer genes between)

there are four pairs of adjacent genes (FG02113 FG02114; FG02117 FG02118; FG02366 FG02367; FG08186 FG08187) but none of the pairs are in the same family.
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