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>CYP51F1 Kluyveromyces polysporus

Kpol_1004p61

81% to CYP51F1 S. cerevisiae

MSDQSIVASLAEYVTIGLSYFMSLPLSQRISIVFIAPFIYSITWQLLYSLRKDRPPLVFYWIPWVGSAVTYGSKPYQFFG

DCQKKYGDCFSFMLLGRIMTVYLGPKGHEFVFNAKLADVSAEAAYAHLTTPVFGKGVIYDCPNHRLMDQKKFVKGALTKE

AFARYVPLMVEEMVKYLRSSPFFKINEKSEGTVNVLATQSEMTIFTASRSLLGKEMRDKLDTDFAYLYSDLDKGFTPINF

VFPNLPLEHYRKRDNAQRVISSTYLSLIKKRRDENDIQDRDLVDTLMKNSTYKDGVKMTDKEIANLLIGVLMGGQHTSAA

TSAWALLHLAERPDVQKELYEEQMRVLDNGKKELTYDLIQEMPLLNQCIKETLRLHHPLHSIFRKVMKDMKVPNTSYVVP

KDYYVMVSPGYTHLQDEYFPNAKQFNMHRWDNDATSSYSVGEEIDYGFGVVTKGVSSPYLPFGGGRHRCIGEHFAYCQLG

VLMSIFIRTMTWKFPEGRTVPNSDFQSMVTLPLNPADIIWTKRDAAQVI

>CYP51F6 Kluyveromyces polysporus

Kpol_1023p61

65% to CYP51F1 S. cerevisiae

MELVKSLLLFIISFSFWQIVTIIIVTPLAYNIFWQVYESFRTDRPPLVMHWVPWVGNYASYNLKPYKFLQDCQKKHGDIF

SFVMLGQIITVYLGPNGNDFIFNANVDEVSAKDVYSRMTTPVFGKGVIYDCDHDKLIEQKRFVKKALTIESLKKYVPLIQ

DEIQKYFTNSKFFRLGKYNSGITNVMATQPEMTIFTSSRTLLGEQLRKKLDTDFAYLYSDLDKGFTPINFVFKNLPLEHF

RSRDNAHKLISTTYLSLIKERRATNDIKDRDLIDSLLKNSTYKDGTKMTDQEIANLLIGVLMGGQHTSAATSAWFLLHLA

EKPQIQEELYKEVMEVLDNGRLPLTYESLQKMKLVNQTIRETLRLHHPLHSLFRKVRKNIPIPRTNYIIPKHRLLLVSPG

YTHLQDKYFPNAKEFDIHRWSDNQINESVEHIDYGFGKISKGTSSPYLPFGGGRHRCIGEDFAYCQLGTLLVTFVTKIKW

SLPENKAIPETDYQSMVTLPLGSAHILWEKR

>CYP56A12 Kluyveromyces polysporus

Kpol_364p9

62% to CYP56A3   Saccharomyces bayanus
MEFFIKFIIFCFVIFGVFIFKVVSPPLNFPRNIPTIPFYVSFLPIFYSIDQTELFELYLRKPLERYGAVKYFFGSRWNIL

VSKRLFVKQMFKNEDVFAKSGNQKKIPYSLLALYTGDNVISAHGEIWKTYRSVVTNGLQHFDYEPLYKNSKLFCDLIEKS

LETEENSESTVTVGPLIQRLALANISQVVLGFDFGTLTEEKCALQDHLIRIKKQIFHPFFLTFPFFDMLPLPQRRKGFKD

VSAFRNELVSKVRNDLINNYKFEQTTFTSSDLIRAYNNKLINYQQLTDNIVVLLVAGHENPQLAITTILYLLGKYHDSWQ

IAIRNEIGKLSKHDDLLQLPILNSFIFEALRVYPPLSIIINRCTTKTCRLGNDIVIPKGAYVGYHNYSTTHNFESWGDDS

DEFNPNRWGKTIEAIFHNWKVAKMECTLPTFHGGKRACLGEKLALAELRLCIAEILKRFEWKLSKSWNNKMTPAGPLCPL

NLKLDFKKIESE

>CYP61A1 Kluyveromyces polysporus

Kpol_1056p10

86% to CYP61A1 S. cerevisiae
MSHPDMAMAINNNLNNMTSIDSSSLLVSIQSLSYWKIFVTLISVLLVWDQISYQIKKGSIAGPAFKFYPIIGPFLESLDP

KFEEYKAKWDSGELSCVSIFHKFVVIASTRDLARKILQAPKFVKPCVVDVAVKILRPSNWVFLDGKAHVDYRKSLNGLFT

KTALAQYLPSQEEVIDKYMEKFVEYSKKNNYEPQVFFHEMREILCALSLQSFCGDYITEDQIRKIADDYYLVTAALELVN

FPIILPYTKTWYGKRTADAAMKIFESCAQRAKDHIAAGGKPICVMDAWCKLMHDAKDRNDSESRLFHREFSNKEISEAVF

TFLFASQDASSSLACWLFQIVADRPDILQKIREEQMAVRNNDLNTPLTIELIEKMTYTNMVIKETLRYRPPVLMVPYVVK

QKFPVSPNYTAPKGAMLIPTLYPALHDPEVYENPDDFIPERWVEGSKASEAKKNWLVFGCGPHVCLGQTYVLITFAALIG

KFALYTDFKHKVTPLSEKIKVFATIFPKDDLWMSFKRRDPITGEVTE


