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HAPI

· Go to http://array.ucsd.edu/hapi/ 

1) Upload AML_test.txt and ALL_test.txt separately and run HAPI.

a. List the top 5 MeSH terms associated with AML gene set and ALL gene set.

b. How many different genes were represented by the MeSH term in each set?

c. How many abstracts were represented for each gene?

2) Prepare a new text input file from 50_gene_test_set.txt document. (Remember HAPI is only happy if you have a set structure to your input file!)

a. How many genes in this set were linked to citations? How many did not have any citations associated with them?

b. What are the top 5 MeSH terms associated with this 50 gene test set?

Arrowsmith

· Go to http://arrowsmith.psych.uic.edu/arrowsmith_uic/index.html  

· Press start under “Ready to use Arrowsmith?”

· Press “begin new search”

1) A-term Query: Reelin 

a. How many abstracts?

b. Look in “Details”. In what fields was the word Reelin searched?

Send results to Arrowsmith.

2) B-term Query: Human[MeSH] AND brain AND Development. 

a. How many abstracts?

Send results to Arrowsmith.

3) How many abstracts overlapped between the A and C query?

4) How many terms in the B-list?  

Using Semantic Filters (Click on Semantic filter option in the left margin)

5) Choose “Disorders” filter. How many B-terms are left?

6) Choose “Disease or syndrome” subcategory. How many B-terms left?

7) How many B-terms are associated with “Genes & Molecular sequence” category? (Remember to uncheck previous semantic filters)

8) How many B-terms are associated with “cell component”?

Using Frequency Filters (Click on Frequency filter option in the left margin)
10) What terms in the B-list appear more than 5 times in BOTH A-C and A-B list?

Using Recency Filters (Click on Recency filter option in the left margin)
11) What B-terms appear less than 1 year ago?


