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>CYP51F1 Saccharomyces kudriavzevii

96% to CYP51F1   S. cerevisiae Skud_Contig2067.14
MSASKSIVGEALEYVSIGLSYFLALPLAQRISLIIIAPFIYNIVWQLLYSLRKDRPPLVFYWIPWVGSAIPYGTKPYGFF

EQCQKKYGDIFSFVLLGRVMTVYLGPKGHEFVFNAKLADVSTEAAYSHLTTPVFGKGVIYDCPNSRLMEQKKFVKGALSK

EAFKSYVPLIAEEVYKYFRDSKNFRLNERSTGTIDVMVTQPEMTIFTASRSLLGKEMREKLNTDFAYLYSDLDKGFTPIN

FVFPNLPLEHYRKRDHAQKTISGTYMSLIKERRKNNDIQDRDLIDSLMKNSTYKDGVKMTDQEIANLLIGVLMGGQHTSA

ATSAWILLHLAERPDVQQELYDEQMRVLDGGKKELTYDLLEEMPLLNQTIKETLRMHHPLHSLFRKVMKDMHVPNTSYVI

PAGYHVLVSPGYTHLRDEYFPQAHQFNIHRWNNDAASSYSVGEEIDYGFGAISKGVSSPYLPFGGGRHRCIGEHFAYCQL

GVLMSIFVRTLKWHFPEGKSVPPPDFASMVTLPTGPAKVIWEKRNPEQKI

>CYP56A9 Saccharomyces kudriavzevii

AACI02001147.1, AACI02000561.1

85% to CYP56A3

MGIFKILGLILFLIISYIAFVVVVPPLNLPKNIPTIPFYVIFLPVIFPID

QTELYDLYIRESMEKYGAVKIFFGSRWNILVSRSEYLSQIFKDEDTFAKSGNQKKIPYSA

IAAYTGDNVISAHGKVWRDYRNAITKGLQHFDDAPISKNAKLFCNKIKERVQNGQVSVHM

GPLSQRLALDNISQVALGFDFATLKHEKNALHELLIHIKKQIFH

PFFLTFPFLDLLPIPS

(67 aa gap)

PQLLFYTSLYLLAKYSSKWQERLRQEVKNVTDPKALADLPLLNAFLFETVR

MYPPLNTIINRCTTKVCKLGMDIVIPKNVYVGYNNFGTSHDAKNWGPTANDFEPDRWGSD

IETIRKNWRLAKNRCVVTAFHGGRRACLGEKLALTEMRITLAEMLNQLKWSLDPEWEEKF

TPAGPLCPLNLMLRFKENVAK*

>CYP61A1 Saccharomyces kudriavzevii
97% to CYP61A1 S. cerevisiae Skud_Contig2054.8
MSSIAENIIQQATHNSTLHQLAKDESSLGVTTAFSILETIKSMSYLKIFATLICILLVWDQVAYQIKKGSIAGPKFKFWP

IIGPFLESLDPKFEEYKAKWASGPLSCVSIFHKFVVIASTRDLARKILQSSKFVKPCVVDVAVKILRPCNWVFLDGKAHT

DYRKSLNGLFTKQALAQYLPSLEQIMDKYMDKFVRLSKENNYEPQVFFHEMREILCALSLNSFCGNYITEDQVRKIADDY

YLVTAALELVNFPIIIPYSKTWYGKKTADMAMKIFENCAQMAKDHIAAGGKPVCVMDAWCKLMHDAKNSNDDESRIYHRE

FTNKEISEAVFTFLFASQDASSSLACWLFQIVADRPDVLAKIREEQLAVRNNDMSTELNLDLIEKMKYTNMVIKETLRYR

PPVLMVPYVVKKNFPVSPSYTAPKGAMLIPTLYPALHDPEVYENPDDFIPERWVEGSKATEAKKNWLVFGCGPHVCLGQT

YVMITFAALLGKFALYTDFHHKVTPLSEKIKVFATIFPKDDLLLTFKKRDPITGEVFE


