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>CYP51F1 Saccharomyces paradoxus

98% to 51F1 S. cerevisiae Spar_10379
MSATKSIVGEALEYVNIGLSHFLALPLAQRISLIIITPFIYNIVWQLLYSLRKDRPPLVFYWIPWVGSAVVYGMKPYEFF

EECQKKYGDIFSFVLLGRVMTVYLGPKGHEFVFNAKLADVSAEAAYAHLTTPVFGKGVIYDCPNSRLMEQKKFVKGALTK

EAFKSYVPLIAEEVYKYFRDSKNFRLNERSTGTIDVMVTQPEMTIFTASRSLLGKEMRQKLDTDFAYLYSDLDKGFTPIN

FVFPNLPLEHYRKRDHAQKAISGTYMSLIKERRKNNDIQDRDLIDSLMKNSTYKDGVKMTDQEIANLLIGVLMGGQHTSA

ATSAWILLHLAERPDVQQELYEEQMRVLDGGKKELTYDLLEEMPLLNQTIKETLRMHHPLHSLFRKVMKDMHVPNTSYVI

PAGYHVLVSPGYTHLRDEYFPHAHQFNIHRWNNDSASSYSVGEEVDYGFGAISKGVSSPYLPFGGGRHRCIGEHFAYCQL

GVLMSIFIRTLKWHYPEGKSVPPPDFTSMVTLPTGPAKIIWEKRNPEQKV

>CYP56A2 Saccharomyces paradoxus NRRL Y-17217

AABY01000059.1 

91% to CYP56A1

46799  MELFKLLGLTLFLTISYIAFAIIVPPLNFPKNIPTIPFYVVFLPVfVFPIDQTELYDLYIR  46620

46619  ESMEKYGAVKFFFGSRWNILVSRSEYLAQIFKDEDTFAKSGNQKKIPYSALAAYTGDNVI  46440

46439  SAHGAVWRDYRNAVTNGLQHFDDTPIFKNAKLLCTLIKRRLQEGQLSIQMGPLSQRLALD  46260

46259  NISQVALGFDFGTLKHEKNAFHEHLIRIKKQIFHPFFLTFPFLDLLPIPSRKKAFKDVAS  46080

46079  FRELLVKRVQDELVNTYKFEQTTFAASDLIRAHNNEIIDYRQLTDNIVIILVAGHENPQL  45900

45899  LFSTSLYLLAKYSNVWQERLRQEVNGVTDPKILADLPLLNAFLLEAVRLYPPLSTIINRC  45720

45719  TTRTCKLGPEIVIPKGVYVGYNNFGTSHDPRTWGATADDFKPERWGSDIETIRKNWRMAK  45540

45539  NRCSVTGFHGGRRACLGEKLALTEMRITLAEMLKQFRWGLDPEWEEKLTPAGPLCPLNLK  45360

45359  LKFTENITE*  45330

>CYP61A1 Saccharomyces paradoxus

98% to CYP61A1 S. cerevisiae Spar_17277
MSSVAENIIQQATHNSTLHQLAKDHSPVGATTAFRILNTLKSMSYLKIFATLICILLVWDQVAYQIKKGSIAGPKFKFWP

IIGPFLESLDPKFEEYKAKWASGPLSCVSIFHKFVVIASTRDLARKILQSSKFVKPCVVDVAVKILRPCNWVFLDGKAHT

DYRKSLNGLFTKQALAQYLPSLEQIMDKYMDKFVRLSKENNYEPQVFFHEMREILCALSLNSFCGNYITEDQVRKIADDY

YLVTAALELVNFPIIIPYTKTWYGKKTADMAMKIFENCAQMAKDHIAAGGKPVCVMDAWCKLMHDAKNSNDDDSRIYHRE

FTNKEISEAVFTFLFASQDASSSLACWLFQIVADRPDVLAKIREEQLAVRNNDMSTELNLDLIEKMKYTNMVIKETLRYR

PPVLMVPYVVKKNFPVSPNYTAPKGAMLIPTLYPALHDPEVYENPDEFIPERWVEGSKASEAKKNWLVFGCGPHVCLGQT

YVMITFAALLGKFALYTDFHHKVTPLSEKIKVFATIFPKDDLLLTFKKRDPITGEVFE


