22 DROSO AAC  Y10618      --------------------------------MGKDFDAV    8

22A DROSO AAC  Y10618      ------------------------MGDEGGGGGHGKGDLK    0

46C DROSO AC012986         TTDPPPPKRFPSGRAHSPHGDGEAGKLLHGSVFSKRFFGS    0

50A DROSO AC020327         -------------------------MNVPDDFTQKEMQTG    0

54B DROSO AC012788         -------------TKHMTHRLAEIKAVESPADRSAFIQVL    0

62A DROSO AC020238         ----MSLRLFIHSRAFGYECILRFSIHFLPFTISVRQKID    0

 70 DROSO DIC AC013100     ------------------------------------MPHQ    4

70D DROSO AC005445         ----------------------------------MGEDSS    0

70E DROSO AC009385         -----------------------------MPVFDDHFLGD    0

70F DROSO AC020252         -----------------------------------MSYNQ    0

70G DROSO AC014256         ----------------------------MNNSDAGSSIEQ    0

73C DROSO AC014984         ---------------------------MHGGGTGNNINFV    0

73D DROSO colt gene Y12495 ---------------------------MTTTENVSTERKA    0

73E DROSO AC018177         ----------------------------MEEVEISTEKKS    0

78C DROSO AC020113         ----------------------------------------    0

78D DROSO AC007817         -------------------------------------MKW    0

90A DROSO AC020102         ----------------------------MAGQQHDISHAK    0

92A DROSO AC008182         -----------------------------MATRSEETVRS    0

94A DROSO AC018265 gene 2  ----------------------MLEQVEQKNQEQKKPQKF    0

96A DROSO AC018265 gene 1  -----------------------MSSSATIATPLPQPQHQ    0

96B DROSO AC019775         -----MTESSSSTKSRLAVAPTGVGGAAEGATYIRTIEWD    0

101A DROSO AC013977        --------------MAVTTGSTSEATTTTTPVPRRKHSTR    0

101B DROSO AC005709        ---------------------------------MPENSVV    0

103B DROSO AC017347 GENE 3 ----------------------------------------    0

103C DROSO AC017347 GENE 2 ----------------------------------------    0  

103D DROSO AC017347 GENE 1 ----------------------------------------    0

105A DROSO AC018172        ---------------------------------SDPRFQI    0

105B DROSO AC010671        ---------------------MDPLRLTTLILSADPRYRI    0

105C DROSO AC010671        ------------------MAAASSQNPSKATMTDPRFRIR    0

112A DROSO AC017153        ----------------------------------MAQNTA    0

123A DROSO AC017981        --------------------MNPIKAQSTGSPKKFNVFAH    0

123B DROSO AC019525        ---------------------------MVAPSKLSQVLSY    0

133A DROSO AC019585        ---------------------------MNIDDYESLPT-T    0

135A DROSO AC010580        ---------------MAAELGLESAAGSVAIKMQEPVNKL    0

154A DROSO AC015137 CITRATE---------MDRSAFASLVSPYRRRPWMTEHGAAAADSGQ    0

171A DROSO AC020205        -TAVVTPTLKDVAPRQLTRNHNIAAAAVAEGDSCEFGSNH    0

171B DROSO AC018185        ARCDAAAPVVEPQPVEGRQIAAAATPVANQQDSCEFGSTK    0

180A DROSO AC017782        -----------------------MSATSVQEAPKKAVATN    0

180B DROSO AC014153        ----------------------------MALVYGVEKKTV    0

180C DROSO AC014153        ------------------------------MAYSIEKKSI    0

184A DROSO AC017377        ------MGKGVNTVFRPAEWDNSEEKERPKLEYLVTNKKT    0

184B DROSO AC017377        ------MDKAERDYWHLRSLEIEEEPRFPPTNVADPLTAR    0

184C DROSO AC009216        --MAAKTDESSPAVASSTSSNPAPSSGRHQLRPVKFDYAD    0

198A DROSO AC014955        ------------------------------------MGEV    0

 22 GFVKDFAAGQVSAAVSKTAVAPIERVKLLLQVQH---ISKQISPDKQY-KGMVDCFIRIPKE----QGFS   70

22A SFLMDFMMGGVSAAIAKTAVAPIERVKLILQVQE---VSKQIAADQRY-KGIVDCFIRIPKE----QGFS    0

46C FQWEEFACGCGAAFVNIAVTYPIYKMIFRQMLH----------------GVPITSAFAQLRH----EGLG    0

50A LWWRHLVAGGIAGAVSRTCTAPLDRIKVYLQVQ------------TQR-MGISECMHIMLNE----GGSR    0

54B ESSYRFTLGSFAGAVAPTVVYPIDLVKTRMQNQ----RAGSYIGEVAY-RNSWDCFKKVVRH----EGFM    0

62A QVVISLISGAAAGALAKTVIAPLDRTKINFQIR--------NDVPFSF-RASLRYLQNTYAN----EGVL    0

 70 ERKSMWFFGGLASVGAAMVTHPLDLIKVTLQTQ------------QGHLSVAQLIPKLARE-----QGVL   57

70D RRLPRWWFGGVCAAIAVTGTHPIDLIKVQLQTQ------------SQADRKTVGEILKGIHER---SGIL    0

70E GLLPRWWFGGFASMCVAFAVAPIDIVKTHMQIQ------------RQKRSILGTVKRIHSL-----KGYL    0

70F RRIARWYFGGLASSMAAMVTHPIDLIKVLIQTQ------------AEKLSVFQTTRKIVKE-----QGPL    0

70G FIKMPVYVGLLIKTTAQLLSHPMELVRVNMQAN------------VIHHSRLSINHMFRLMAR---HGLP    0

73C EGLIDFLAGSLGGAAQVYVSQPLDTVKVKLQTF-----------PEAY-RGMLDCFLSTYRKD---GVLR    0

73D NPVKSFLTGGFGGICNVLSGHPLDTIKVRLQTM----PRPAPGEQPLY-RGTFDCAAKTIKN----EGVR    0

73E NPVKSFIAGGVGGMCNVLVGHPLDTIKVRLQTM----PTPPPGQPPRY-KGVIDCAARTFRY----EGFR    0

78C -MVVDFVAGLLGGAAGVLVGHPFDTVKVHLQTD--------DPRNPKY-KGTFHCFRTIVQR----DKFI    0

78D ENYCDFVAGCFGGACGVLVAHPLDTIKVWQQAS-------------NS-SVVTAIQQIYSRN----NGVN    0

90A RAAFQVLAGGSAGFLEVCIMQPLDVVKTRIQIQATPAPNAAALGEVHY-NGVFDCFAKMYRH----EGIS    0

92A LAHWQFLAGGLSGFIEIICFHPLDVVKTRMQIQ----GAHPFGGEVVY-TCPLDAIVKIYRY----EGLS    0

94A NVFPKIINGGVAGIIGVACVYPLDMVKTRLQNQ------TIGPNGERMYTSIADCFRKTIAS----EGYF    0

96A QFALLPKIINGGIAGIIGVTCVFPLDLVKTRLQ---NQQIGPNGERMY-NSMFDCFRKTYKA----EGYF    0

96B MMNKTKFFPLSMLSSFSVRCCLFPLTVIKTQLQ-------VQHKSDVY-KGMVDCAMKIYRS----EGVP    0

101AEQLHQMLAGGLSAAITRSTCQPLDVLKIRFQLQ-NAAKEGPGALTSKY-TSIGQAVKTIYRE----EGML    0

101BVQLMQAVGGGIAGAATRTITQPLDVLKIRFQMQ---VEPVTNHKGSKY-RGVIHAFKSVYAE----EGMR    0

103BMATSDFVLGGLASVGATFFTNPIEVIKTRIQLQ--GELAARGTYVEPY-KGIVNAFITVAKN----DGIT    0

103CMATSDFVLGGVAAMGAGVFTNPVEVIKTRIQLQ--GELAARGSHAQPY-KSVFQAFVTVAKN----DGIL    0

103DMTKSDFVLGGTAAMGAVVFTNPIDVVKTRMQLQ--GELAARGTYVKPY-RHLPQAMLQIVLN----DGLL    0

105ARPLQQVISACTGAMITACFMTPLDVIKTRMQSQ-NGSELASLRQRPQF-SSSWDALMKISRH----EGLA    0

105BKPMQQVVSALVGGLITTFVVTPLEVVKTRVQTQ------HAIRQRPTL-RGAMDAFVKIVCT----SGFS    0

105C-PLQQVASACTGAMVTACFMTPLDVIKTRLQAQQQALL-AAAKPAPRF-SGTIDAFIKISRT----EGIG    0

112ADTLIHLIAGGSAGTVGAVVTCPLEVVKTRLQSS--TAFMTPSRLAENA-GGGPANGGQSELL----EGPR    0

123AVKYEHLVAGVSGGVVSTLILHPLDLIKIRFAVN-----DGRTATVPQY-RGLSSAFTTIFRQ----EGFR    0

123BQNFVHAVSGAAGGCIAMSTFYPLDTVRSRLQL----------EEAGDV-RSTRQVIKEIVLG----EGFQ    0

133ASVGVNMTAGAIAGVLEHVVMYPLDSVKVRMQSL-------SP--PTKN-MNIVSTLRTMITR----EGLL    0

135AKFFHALVAGGVAGMVVDIALFPIDTVKTRLQSE-----------------------LGFWRA----GGFR    0

154AVGLKGIVAGGITGGIEICITYPTEYVKTQLQLD-------EKGAAKKY-NGIFDCVKKTVGE----RGFL    0

171AYFLLCGLGGIISCGSTHTMVVPLDLVKCRLQVD-----------PAKY-KSVFTGFRISLAE----EGVR    0

171BYFALCGIGGILSCGTTHTFVVPLDLVKCRLQVD-----------QAKY-KNLVHGFKVTVAE----EGAR    0

180AA--IKFLFGGLSGMGATMVVQPLDLVKTRMQISGAG------SGKKEY-RSSLHCIQTIVSK----EGPL    0

180BPTHMKFVMGGTSGMLATCIVQPLDLLKTRMQISGT-------LGTREY-KNSFEVLSKVLKN----EGIL    0

180CPGYMMYINGGLAGMLGTCIVQPLDLVKTRMQISAT---------TGEY-KSSFDCLLKVFKN----EGIL    0

184APPVELYLTAFASACSAEIVGYPFDMCKTRMQIQGEI--ASRVGQKAKY-RGLLATAMGIVRE----EGLL    0

184BNLFQLYVNTFIGANLAESCVFPLDVAKTRMQVDGEQ---AKKTGKAMP--TFRATLTNMIRV----EGFK    0

184CSFACTYIVSVVAASIAELATYPLDLTKTRLQIQGEGAAHSAGKSNMQY-RGMVATAFGIARE----EGAL    0

198AKDWRPFVYGGVASITAEFGTFPIDTTKTRLQIQGQKI--DQSFSQLRY-RGMTDAFVKISRE----EGLR    0

 22 SFWRGNLANVYRYFPTQALNFAFKDKYKQVFLGGVDKN-TQFWRYFAGNLASGGAAGATSLCFVYPLDFA  139

22A SFWRGNLANVIRYFPTQALNFAFKDVYKSVFLGGVDKH-KQFWRHFAGNLASGGAAGATSLCFVYPLDFA    0

46C FLYRGMLPPLAQKTISLSIMFGVVDGTRRYLVE-------DYRLNDYGAKVLAAVVAGSAESILLPFERV    0

50A SMWRGNGINVLKIAPETAFKFAAYEQMKRLIRGDDGS----RQMSIVERFYAGAAAGGISQTIIYPMEVL    0

54B GLYRGLLPQLMGVAPEKAIKLTVNDLVRDKLTDKK------GNIPTWAEVLAGGCAGASQVVFTNPLEIV    0

62A ALWRGNSATMARIVPYAAIQFTAHEQWRRILHV-----DKDGTNTKGRRFLAGSLAGITSQSLTYPLDLA    0

 70 VFYNGLSASVLRQLTYSTARFGVYEAGKKYVNTDSF----------GGKVALAGASGLVGGIVGTPADMV  117

70D GFYNGISASWFRQLTYTTTRFALYEAGKDYVDTQKV----------SSKMALATFAGIVGGIVGVPGDVV    0

70E GFYDGFSAAILRQMTSTNIHFIVYDTGKKMEYVDRD--------SYLGKIILGCVAGACGSAFGIPTDLI    0

70F AMYNGISASMLRQYTYTLARFGIYSVGSGAMDTSTM----------AGKTCLAAIAGGIGGFVGAPADLI    0

70G GFYYGIVAACLRCTVHTMSTYTLFYNLQDNKYVLML--------QPYNTSMVLGITGFWGGVLATPFAKL    0

73C GLYAGSVPAVFANVAENSVLFAAYGGCQKFVAFCVGKETAG-DLTTVQNACAGSLAACFSTLTLCPTELI    0

73D GLYKGMSAPLTGVAPIFAMCFAGYALGKRLQQRGED-----AKLTYPQIFVAGSFSGLFSTLIMAPGERI    0

73E GFYRGISAPLVGVTPIYAVDFAVYAAGKRLFQTDDH-----IRLTYPQIFAAGALAGVCSALVTVPTDRI    0

78C GLYRGISSPMGGIGLVNAIVFGVYGNVQRLSNDPNSL---------TSHFFAGSIAGVAQGFVCAPMELA    0

78D GFYRGMFFPFISTGAINSLLFGIYGNHLRQLRKVCHSDYQREQLEYHNMFLAGSVAGFVQSFIACPMELI    0

90A SYWKGIMPPILAETPKRAIKFLVFEQTKPLFQFGSP------TPTPLTFSLAGLTAGTLEAIAVNPFEVV    0

92A SLWKGIVPPICVETPKRGGKFLMYESLKPYFQFGAP------QPTPLTHAMSGSMAAILESFLVNPFEVV    0

94A GMYRGSAVNIVLITPEKAIKLTANDFFRYHLASDDG------VIPLSRATLAGGLAGLFQIVVTTPMELL    0

96A GMYRGSGVNILLITPEKAIKLTANDYFRHKLTTKDG------KLPLTSQMVAGGLAGAFQIIVTTPMELL    0

96B GLYRGFWISSVQIVSGVFYISTYEGVRHVLNDLGAG--------HRMKALAGGGCASLVGQTIIVPFDVI    0

101AAFWKGHNPAQVLSIMYGICQFWTYEQLSLMAKQTSY----LADHQHLSNFLCGAAAGGAAVIISTPLDVI    0

101BGMFRGHNSGQVLSISYALVQFWSYEQLRSMAHQFDY----WRERPFLMFFICGGIAGCLGAVAAQPFDVV    0

103BGLQKGLAPALYFQFIINSFRLSIYSEAMERRWMHNR----KGEVSYGMGLLWGAIGGVVGCYFSSPFFLI    0

103CGLQKGLAPALCFQFVINSFRLSIYTHAVEKGWVHNN----KGEISFAKGMLWGALGGVVGSYCASPFFLI    0

103DALEKGLAPALCYQFVLNSVRLSVYSNALELGYLQNA----DGSISFYRGMFFGALGGCTGTYFASPFYMI    0

105AALWSGLGPTLVSALPSTIIYFVAYEQFKARYLQIYE------SLPSVVPMMSGVTARICAVTVVSPIELV    0

105BGLWAGLSPTLVSALPSTIIYFLTYEYIKNSLSHIYL------VSQYYVPMASGICSRTIVVTAITPIEMV    0

105CSLWSGLSPTLISALPSTIIYFVAYEQFKARFTDIHH------PIPFLVPLLAGVSGRILAVTCVSPVELI    0

112AALFKGLGPNLVGVAPSRAIYFCTYSQTKNTLNSLGFVER----DSPLVHIMSAASAGFVSSTATNPIWFV    0

123AGLYKGVTPNVWGSGSSWGLYFMLYNTIKTFIQGGNT----TMPLGPTMNMLAAAESGILTLLLTNPIWVV    0

123BSLYRGLGPVLQSLCISNFVYFYTFHALKAVASGGSP-----SQHSALKDLLLGSIAGIINVLTTTPFWVV    0

133ARPIRGASAVVLGAGPAHSLYFAAYEMTKELTAKFTS-------VRNLNYVISGAVATLIHDAISSPTDVI    0

135AGIYKGLAPAAAGSAPTAALFFCTYECGKQFLSSVTQ-----TKDSPYVHMAAASAAEVLACLIRVPVEAK    0

154AGLYRGLSVLVYGSIPKSAARFGAFEFLKSNAVDSR-----GQLSNSGKLLCGLGAGVCEAIVAVTPMETI    0

171AGLAKGWAPTFIGYSMQGLCKFGLYEVFKKVYGDAIGEENAFLYRTGLY-LAASASAEFFADIALAPMEAA    0

171BGLAKGWFPTLLGYSAQGLCKFGLYELFKVKYAEIIGEENAYLYRTSLY-LAASASAEFFADIVLAPFEAA    0

180AALYQGIGAALLRQATYTTGRLGMYTYLNDLFREKFQRSPGITDS-----MAMGTIAGACGAFIGTPAEVA    0

180BSLYNGLSAGLLRQATYTSAKMGVYQMELDWYRKNFGNYPSMVAS-----MTMGIVAGAFGAMCGNPAEVA    0

180CALYNGLSAGLMRQATYTTARMGFYQMEIDAYRKQFNAPPTVLAS-----MGMGILAGAFGAMFGNPAEVA    0

184AKLYGGISAMLFRHSLFSGIKMLTYDYMREKMIVPDE--DGRPQLSFLGSCISGVLAGATASVLTNPTELI    0

184BSLYAGFSAMVTRNFIFNSLRVVLYDVFRRPFLYQNE--RNEEVLKIYMALGCSFTAGCIAQALANPFDIV    0

184CKLWQGVTPALYRHVVYSGVRICSYDLMRKEFTQNGT-----QALPVWKSALCGVTAGAVAQWLASPADIV    0

198AALYSGIWPAVLRQATYGTIKFGTYYTLKKLANERGLLINEDGSERVWSNILCAAAAGAISSAIANPTDVL    0

 22 RTRLAAD--TGKGG--QREFTGLGNCLTKIFKSDG-IVGLYRGFGVSVQGIIIYRAAYFGFYDTARM---  201

22A RTRLAAD--VGKGG--NREFNGLIDCLMKVIKSDG-PIGLYRGFIVSVQGIVIYRAAYFGFYDTCRDF--    0

46C QTLLADS--------KFHQHFSNTQNAFRYVVSHG-YRELYRGLEPVFWRNGLSNALFFVLREEASVRLP    0

50A KTRLALRRT-------GQYA-GIADAAVKIYKQEG-VRSFYRGYVPNILGILPYAGIDLAVYETLKRRYI    0

54B KIRLQVAGE--------IAS-GSKIRAWSVVRELG-LFGLYKGARACLLRDVPFSAIYFPTYAHTKAMMA    0

62A RARMAVTDR--------YTGYRTLRQVFTKIWVEEGPRTLFRGYWATVLGVIPYAGTSFFTYETLKREYY    0

 70 NVRMQND--VKLPPQQRRKYNNAFDGLVRVYRQEG-FKRLFSGATAATARGILMTIGQIAFYDQTKIYL-  183

70D TVRLQND--VKLPEEKRRSYKHVFDGLFRIYKEEG-VSSLFRGTVPAVSRAVLLTIGTNAAYDQVKQML-    0

70E NVRMQTD--MKEPPYKRRNYKHVFDGLIRIPKEEG-WKALYKGGSVAVFKSSLSTCSQIAFYDIIKTEV-    0

70F NVRLQND--VKLPPEKRRNYKHAIDGLVRITREEG-WKNLFNGSSMIALRGAFMTVGQIAFYEQSKSQM-    0

70G AVIRQAD-LTRGSYERRKNYRNFWRGLKCMYAKGG-FTYLFTGWKINSISSTAVAVLYTPISDKVHTVI-    0

73C KCKLQALREMKNFVEPAHPQDTPWTLTRYIWRTEG-IRGFYRGLSSTFLREMPGYFFFFGSYEGTRELL-    0

73D KVLLQTQ----QGQGGERKYNGMIDCAGKLYKEGG-LRSVFKGSCATMLRDLPANGLYFLVYEALQDVA-    0

73E KVLLQTQ----TVSNGPLLYNGTIDTAAKLYRQGG-IRSLFKGTCACILRDSPT-GFYFVTYEFLQELA-    0

78C KTRLQLS----TQVDSGIKFTGPIHCLKYIVKTEG-IRGAFKGLTATILRDIPGFASYFVSFEYLMRQV-    0

78D KVRLQTAT--YYSDYLYGQRRTAFGTFKRILKTDG-ISGLYRGLLPMMCRDVLPYGIYMLAYRQGVDYM-    0

90A KVAQQAD------RQKKMLSTFAVAKGIIQQDGLG-FSGLNKGITATMGRNGVFNMVYFGFYHSVKNVV-    0

92A KITQQAH-------RGKRLKTLSVVKYIIKHDGYG-IKGLYRGITALVARNAVFHFGFFGFYNALKDIV-    0

94A KIQMQDAGRVDRAAGREVKTITALGLTKTLLRERG-IFGLYKGVGATGVRDITFSMVYFPLMAWINDQG-    0

96A KIQMQDAGRVAKLAGKTVEKVSATQLASQLIKDKG-IFGLYKGIGATGLRDVTFSIIYFPLFATLNDLG-    0

96B SQHAMVLPLGIKSWPGRSRLHISMDIGREIMRRDG-FRGFYRGYTASLMAYVPNSAMWWAFYHLYQQEL-    0

101ARTRLIAQ-------DTSKGYRNATRAVSAIVRQEG-PRGMYRGLSSALLQITPLMGTNFMAYRLFSDWA-    0

101BRTQMVAA-----DPSSRRSQMNTFTGLRKVYKMEG-WMGLSRGLPFTLVQVFPLVGANFLFYKYLNAAV-    0

103BKTQLQSQAAKQIAVGYQHAHTSMTDALRQIYSRNG-VRGLWRGSVAALPRAALGSGAQIATFGKTKALL-    0

103CKTQLQAQAAKQIAVGYQHQHASMSDAIRKIYRKNG-VFGLWRGSLANVSRATVASAVQIAVFGQAKSLL-    0

103DKAQQHAQAVQSIAVGFQHKHTSMMDALLHIYRTNG-ISGFWRAALPSLNRTLVASSVQIGTFPKAKSLL-    0

105ARTKMQAQ---------RQTYAQMLQFVRSVVALQG-VWGLWRGLRPTILRDVPFSGIYWPIYESLKQNL-    0

105BRIKMQSE---------YMTYAELWRVLRSLIRQHG-ILGLWRGWPPTVMRDAPFSGTYWAVYEAIKRAF-    0

105CRTKMQSQ---------RMTHAEMFGTIRQVVQSQG-VLGLWRGLPPTILRDVPFSGIYWTCYEYLKSSF-    0

112AKTRMQLD-------YNSKVQMTVRQCIERVYAQGG-VAAFYKGITASYFGICE-TMVHFVIYEFIKSKL-    0

123AKTRLCLQCDA----ASSAEYRGMIHALGQIYKEEG-IRGLYRGFVPGMLGVSH-GAIQFMTYEELKNAY-    0

123BNTRLRMRNVAGTSDEVNKHYKNLLEGLKYVAEKEG-IAGLWSGTIPSLMLVSN-PALQFMMYEMLKRNI-    0

133AKQRMQMY---------NSPYTSVVSCVRDIYKREG-FKAFYRAYGTQLVMNLPYQTIHFTTYEFFQNKMN    0

135A-QRSQTL---------QGNKQSGLQILLRAYRTEGLKRGLYRGFGSTIMREIPFSLIQFPLWEYFKLQWT    0

154AKVKFIND----QRSG-NPKFRGFAHGVGQIIKSEG-ISGIYKGLTPTILKQGSNQAIRFFVLESLKDLYK    0

171AKVKIQTT---------PGFAKTLREALPKMTAQEG-VTAFYKGLVPLWMRQIPYTMMKFACFERTVELLY    0

171BKVKIQTI---------PGYANNFREAVPKMLKEEG-VNAFYKGLVPLWMRQIPYTMMKFACFERTVELLY    0

180ALVRMTSDGRLPVAER-RNYTNVA-NALARITREEG-LTALWRGSLPTVGRAMVVNMTQLASYSQFKTYF-    0

180BLIRMMSDNRLIPEDR-RNYKNVG-DAFVRIVKDEG-VVALWRGCLPTVGRAMVVNMVQLASYSLMKNQL-    0

180CLIRMMSDNRLPPAER-RNYTGVL-NAFVRIVKDEG-VITLWKGCMPTVGRAMIVNMVQLASYSQLKAAF-    0

184AKIQMQME-GQRRLRGEPPRIHNVLQALTSIYRTGG-VVGLWKGTVPNTWRSALVTIGDVSCYDFCKRFL-    0

184BKVRMQTE-GRRRQLGYDVRVNSMVQAFVDIYRRGG-LPSMWKGVGPSCMRACLMTTGDVGSYDISKRTF-    0

184CKVQIQME-GRRRLMGEPPRVHSAGHAFRQIVQRGG-IKGLWKGSIPNVQRAALVNLGDLTTYDTIKHLI-    0

198AKVRMQVH--------GKGQHKGLLGCFGEIYKYEG-VRGLWRGVGPTAQRAVVIASVELPVYDFCKLQL-    0

 22 ------------LPDPK-NTPIYISWAIAQVVTTVAGIVSYPFDTVRRRMMMQSGRKA---TEVIYKNTL  255

22A ------------LPNPK-STPFYVSWAIAQVVTTVAGIASYPFDTVRRRMMMQSGLKK---SEMVYKNTA    0

46C -------------KRKSVSTRTVQEFIAGAVIGASISTIFYPLNVIKVSLQSEMGQRS------EGSWQA    0

50A -----------ANHDNNEQPSFLVLLACGSTSSTLGQLCSYPLALVRTRLQAQGSSDAHS----GEETMT    0

54B --------------DKDGYNHPLTLLAAGAIAGVPAASLVTPADAIKTRLQVVARSGQT-----TYTGVW    0

62A ------------EVVGNNKPNTLVSLAFGAAAGAAGQTASYPLDIVRRRMQTMRVNTAGGD--RYPTILE    0

 70 ------------LATPYFQDNLVTHFTASLVAGTIATTLTQPLDVLKTRSMNAKPG---------EFNGL  232

70D ------------KIATGAGEGVPLHFATSTIAGCIAVVITQPLDVIKTTFMNAQPG---------EFSGI    0

70E ------------RKNISVNDGLPLHFLTSLGTSIISSAITHPLDVVRTIMMNSRPG---------EFRTV    0

70F -------------IKLGMPDYMGTYILASMISSVVATTLTQPIDVVKTRRMNAAPG---------EYSGL    0

70G ------------SWFHRLDEPWLSDLITMALTGSIITVIMTPVDALATLTLNESSH-------YGRTSYP    0

73C ----------RRDDQSKDDIGPLRTMIAGAIGGVCLWTSTFPADVIKSRIQVKNLNES----------MF    0

73D -----------KSKSETGQISTASTIFAGGVAGMAYWILGMPADVLKSRLQSAPEGTY-------KHGIR    0

73E -----------RKKSANGKISTTSTILSGGTAGIVFWTLAVPFDVLKSRLQSAPEGTY-------KHGIR    0

78C -----------------ETPGVAYTLMAGGCAGMSSWLACYPIDVVKTHMQADALGAN-----AKYNGFI    0

78D --DRRDFVRRRRSQSDGSSVNLLVTTLAGAWAGVISWVCVIPFDVVKTLMQADENH--------KYRGIF    0

90A ------------PEYKESHLEFLRKVTIGFLAGTLACFVNIPFDVAKSRIQGPQPVPG----QIKYRGTL    0

92A ------------PSPEDKTYNILRKVIIAGLASSLACVMSVTLDMAKCRIQGPQPVKG----EVKYQWTI    0

94A ----------PRKSDGSGEAVFYWSLIAGLLSGMTSAFMVTPFDVVKTRLQADGEKK--------FKGIM    0

96A ----------PRRNDGSGEAVFWCSFLAGLAAGSTAALAVNPFDVVKTRLQAIKKADGE----KEFKGIS    0

96B ------------FRICPVWSHLFIQCVAGSLGGFTTTILTNPLDIVRARLQVHRLDSMS-----------    0

101A--------CAFLEVSDRSQLPTWTLLGLGASSGMLSKTIVYPFDLIKKRLQIQGFESNRFGQTLQCHGVW    0

101B--------LMAKPPDQRQEIHGAFLFLNGALSGVLAKMIVYPADLLKKRIQLMAFKQERFGRNPECPTIL    0

103B------------VQYDLVTQPTLNSFSAGLIAGSIMSVAITPPDVITTRLYNQGVDAEG--RGLLYRGWL    0

103C------------KENGVVTHPTILSFCSGLAAGSFVSLAITPLDVVTTRLYNQGVDAQG--RGIYYRGWL    0

103D------------KDKGWITHPVLLSFCAGLSSGTLVAVANSPFDVLTTRMYNQPVDEKG--RGLMYKGLV    0

105A--------------GHGSQPSFSLSFLAGVMAGTVAAIVTTPFDVVKTHEQIEFGERVSPARDFGKKSTF    0

105B---------------SVTEPTFLFSFLTGAISGAVATFVTMPFDLITTHTQIELGQDVLP-------SVL    0

105C---------------GVVEPTFSFSFAAGAISGSVAATITTPFDVVKTHEQIEFGEKFIFSDNPPKQSVA    0

112ALEQRNQRHT-----DTKGSRDFLEFMMAGAVSKTIASCIPYPHEVARTRLREEGNKYNSFW---------    0

123ANEYRKLP--------IDTKLATTEYLAFAAVSKLIAAAATYPYQVVRARLQDHHHR---------YNGTW    0

123BMRFTGGE------------MGSLSFFFIGAIAKAFATVLTYPLQLVQTKQRHRSKESDSAGSTPRTESTL    0

133A---------------LERKYNPPVHMAAGAAAGACAAAVTTPLDVIKTLLNTQE--------TGLTRGMI    0

135A-------------PLTGFDSTPFSVALCGAVAGGISAGLTTPLDVVKTRIMLAERESLNRRRSAR-----    0

154AG-----------DDHTK-PVPKLVVGVFGAIAGAASVFGNTPLDVVKTRMQGLEASK--------YKNTA    0

171AKYVVPKP-----RADCTKGEQLVVTFAAGYIAGVFCAIVSHPADTVVSKLNQAKG---------------    0

171BKYVVPKP-----RADCTKGEQLIVTFAAGYIAGVFCAVVSHPADVVVSKLNQAKG---------------    0

180A-----------RHGPLQMEEGIKLHFCASMLSGLLTTITSMPLDIAKTRIQNMKMVDGKPE----YRGTA    0

180B--------------HGYLSEGIPLHLTAALVSGLLTSVTSMPLDMAKTRIQQMKVIDGKPE----YSGTI    0

180C---------------SEYFSGLSLHIAAAMMSGLLTTIASMPLDMAKTRIQQQKTAE--------YKGTM    0

184A------------IAEFDLVDNREVQFVAAMTAGVADAILSLPADVVKSRIMNQPTDEQGRGIH--YKGSL    0

184B------------KRLLDLEEGLPLRFVSSMCAGLTASVLSTPADVIKSRMMNQPVDESGKNLY--YKNSL    0

184C------------MNRLQMPDCHTVHVLASVCAGFVAAIMGTPADVVKTRIMNQPTDENGRGLL--YRGSV    0

198A--------------MNAFGDHVGNHFISSFIASLGSAIASTPIDVIRTRLMNQRPVSITMNGVVLYSGSL    0

 22 HCWATIAKQEGP-SFFK--GAFSNILRGTGG-AFVLVLYDEI------KKVL*-----------------  297

22A HCWLVIAKQEGIGAFFK--GALSNIIRGTGG-ALVLALYDEM------KKYF*-----------------    0

46C CKRIYVERDRRIGNFYR--GCPFNTGRSFISWGIMNTAYENLKKLMQQQPPLPLASE*------------    0

50A GLFRKIVRQEGLTGLYR--GITPNFLKVLPAVSISYVVYEYTSRALGIKMS*------------------    0

54B DATKKIMAEEGPRAFWK--GTAARVFRSSPQFGVTLVTYELLQRLFYVDFGGTQPKGSEAHKITTPLEQA    0

62A TLVKIYRCEGVKNGFYK--GLSMNWIKGPIAVGISFSTYDLIKAWLTELANLRRVEK*------------    0

 70 WDIVKHTAKLGPLGFFK--GYVPAFVRLGPHTIITFVFLEQLRLKFGTLN*-------------------  280

70D GGAFLSTAKQGPLAFYK--GFIPALIRVSPNTIITFVLYEQARMRFGYLPPDK*----------------    0

70E FQASVHMMRFGVMGPYR--GFVPTIVRKAPATTLLFVLYEQLRLHFGICSLGGEKYN*------------    0

70F GDVFVKTSKEGPLAFFK--GYVPSLSRLLPHTVLLFLGLEYLRTHFGYLPEPKQTGAFYRYDDVDD*---    0

70G YLYRKIIRKHGYKGFFF--GWKPALMALIPHTVLATFVYRFLLDRYIT*---------------------    0

73C AVGADIVRREGVLALYR--GLLPSVLRTIPATATLFVVYEYTKRALSATL*-------------------    0

73D SVFKDLIVKDGPLALYR--GVTPIMLRAFPANAACFFGIELANKFFNIVAPNF*----------------    0

73E SVFRNLMATEGPKALFR--GILPILLRAFPSTAAVFFGVELTNDLLKA*---------------------    0

78C DCAMKGFRNEGPQYFFR--GLNSTLIRAFPMNAACFFVVSWVLDICNAKGGMDSVMHSDQPLTLVNLDNK    0

78D HCVRVQYRAYGWRSIFR--GSWMLVARAVPFNAATFLGYEYALEWCQRWNGTVY*---------------    0

90A SSMGIVYREEGFRALYK--GLVPKIMRLGPGGAILLLVFEYYYDYLLHNYS*------------------    0

92A STIKSTFKEEGFRSLFK--GLGAMILRVGPGGAMLLVTYEYLFEFLKSQNI*------------------    0

94A DCVNRTLKEEGISAFFK--GGLCRIMVLAPLFGIAQMFYFLGVGEKILGIERTKSV*-------------    0

96A DCITKTLKHEGPTAFFK--GGLCRMIVIAPLFGIAQTVYYLGVAEGLLGYQKK*----------------    0

96B VAFRELWQEEKLNCFFK--GLSARLVQSAAFSFSIILGYETIKRIAVDEQYKHQIRW*------------    0

101ADCLRLTVRQEGVRGLYK--GVAPTLLKSSMTTALYFSIYDKLKQVRF*----------------------    0

101BGCITTTFREEGIGGFYK--GMLPTLLKAGLMSAVYFSIYDMFKRHYIAPMKEAEKNRQKLGKH*------    0

103BDCFVKILRSEGVYGMYK--GFWANYLRIAPHSTLVLLFFDELVAVRTKYSNQ*-----------------    0

103CDCVLTILRSEGVYGLYK--GFWPIYLRSAPYSTLVLLFFDELIALREKYDLHY*----------------    0

103DDCFTKIWRTEGIHGMYK--GFWPIYFRSAPHTTLTFVFFEKLLHLRDRYVFSQRRN*-------------    0

105ASRLTGIYRTHGVRGLFA--GCGPRLLKVAPACAIMISTFEYSKSFFFHYNVRHHNEALLLDNPKDTTVED    0

105BSRMRQIYRLQGVRGLYV--GVMPRMLRVVPACAIMISTFEYSKSFFFHYNLDLQEAGTYYVKCQ*-----    0

105CMRLASIYRMGGVPAIFS--GLGPRLFKVAPACAIMISSFEYGKSFFYHYNIDQHNRSNQATKGPGS*---    0

112AQTLHTVWKEEGRAGLYR--GLATQLVRQIPNTAIMMATYEAVVYVLTRRFNNKSNEFYDF*---------    0

123ADCIKQTWRYERMRGFYK--GLKASLTRVVPACMVTFLVYENVSHFLLARRKRIETKEDASDV*-------    0

123BELMISILQHQGIRGLFR--GLEAKILQTVLTAALMFMAYEKIAGTVGMLLKRN*----------------    0

133AEASRKIYHMAGPLGFFR--GTTARVLYSMPATAICWSTYEFFKFYLCGLDADQYKSSITGSSEPRKADYV    0

135ARILHGIYLERGFSGLFA--GFVPRVLWITLGGAFFFGFYDLTTRILGATSTDH*----------------    0

154AHCAVEILKNEGPAAFYK--GTVPRLGRVCLDVAITFMIYDSFMDLFN*----------------------    0

171AASALDVAKQLGWSGLWG--GLVPRIVMIGTLTAAQWFIYDAVKVFLRMPRPPPPEMPESLKKKLGVTGEQ    0

171BASAISVAKSLGFSGMWN--GLTPRIIMIGTLTALQWFIYDGVKVALGIPRPPPPEMPASLKAKQH*----    0

180ADVLLRVARQEGVFALWK--GFTPYYCRLGPHTVLTFIILEQLNQGYNKYVLGSNKSTGL*----------    0

180BDVLKKVLKNEGAFAVWK--GFTPYLMRMGPHTIFSFVFLEQMNKAYSKHMLSDSLSDSVP*---------    0

180CDVLMKVSKNEGIASLWK--GFTPYLCRLGPHTVFAFIFLEQLTKAYKHIVLGDDSESNI*----------    0

184ADCLSRLVREEGFLAMYK--GFIPYWMRVGPASVVFWMTFEQIRRFRGSEGY*------------------    0

184BDCVRKLVREEGVLTLYK--GLMPTWFRLGPFSVLFWLSVEQLRQWEGQSGF*------------------    0

184CDCLRQTVSKEGFVALYK--GFLPCWIRMAPWSLTFWLSFEQIRKMIGASGY*------------------    0

198ADCAVQTIRNEGLPALYK--GFIPTWVRMGPWNIIFFITYEQL------KKY*------------------    0

