  5 AAC1    CHRXIII Z49703 ----------------MSHTET------------QTQQSH

  6 AAC2    CHRII   M34076 ----------------MSSNAQVKTPL-PPAPAP-KKESN

  7 AAC3    CHRII   Z35954 ----------------MSSDAK-------------QQETN

    AAC     DICTY          -----------------------------MSNQKKNDVSS

 39 YPR011c CHRXVI  Z49919 --------------------MAEVLTVLEQPNSIKDFLKQ

    CARRIER Q DICTY        -----------------------------------KSSTL

    CARRIER W DICTY        ----------------------------------------

    CARRIER F DICTY        ------------------------------------MTCI

    CARRIER R DICTY        -------------------------------MTVHGNTKT

    CARRIER AC DICTY       ----------------------------------------

 41 YDR470c CHRIV   U33050 -MKKLSNSVNDGLSLEGSNGEITGLNNFEWAELVNIQKWR

 47 YNL083w CHRXIV  X89016 ---------------SYFYLFNEDVDLSSEGDVTLINDFI

 60 YHR002w CHRVIII U10555 ---------MTRDSPDSNDSYKHINKNTTQKTSFDRNSFD

 64 OAC1    CHRXI   Z28120 ----------------MSSDNSKQDKQ-IEKTAA-QKISK

    CARRIER M DICTY        ---------------------------MSVNLNNNKNNKN

    CARRIER AD DICTY       ----------------------------------------

    CARRIER AI DICTY       ----------------------------------------

 69 DIC1    CHRXII  U19028 -----------------------------MSTNAKESAGK

 81 CRC1    CHRXV   X94335 ------MSSDTSLSESSLLKEESGSLTKSRPPIKSNPVRE

    CARRIER P DICTY        -----------------------MDSTKTNNKWAAAGILN

    CARRIER N DICTY        -----------------------------MASNNKDSQLM

 84 ORT1    CHRXV   X90518 -----------------------------MEDSKKKGLIE

    CARRIER C DICTY        -------------------------------------MST

    CARRIER AG DICTY       --------------------------------MIASKETK

 93 YPR021c CHRXVI  Z49274 -------------------MELQKNQNESLYINYYFYPIF

    CARRIER T DICTY        -----------------------EIGEEKAVEGGFLAGLS

    CARRIER D DICTY        ----------------------MVQQQQQQQQIKKNQVKP

    CARRIER E DICTY        ------------------------IALNKKHGKTFAQQVL

    CARRIER G DICTY        -----------------------KQHIKYLNSNFKDVEKN

    CARRIER AF DICTY       ----------------------------------------

 98 ODC2    CHRXV   X92441 ------------------------------MSSDSNAKPL

100 ODC1    CHRXVI  U43703 -------------------------------MTSIDNRPL

    CARRIER S DICTY        -------------------MTSKGNAGNPPTPTPAPVKSQ

109 YGR257c CHRVII  Z73042 ------------------------------MSDRNTSNSL

    CARRIER AA DICTY       -----------MLSNSVNNNNNNNNINNSNSNNNDSNIHK

110 RIM2    CHRII   Z36061 EDAIESVPYLASDEKGSNYKEATQIPLNLKQSEIENHPTV

    CARRIER V DICTY        ----------------------------------------

117 YIL006w CHRIX   Z38113 -------------------MNSSTESIIGTTLRKKWVPLS

    CARRIER AB DICTY       --------------MSSSHTIQETKEVHTKTNKRIQWDDL

118 YPR128c CHRXVI  U40829 ---------------------------------------M

121 YEL006w CHRV    U18530 ----MNNGDNKTTLENSKNASLANGNYAIPTKLNRLKKNA

    CARRIER AE DICTY       ----------------------------------------

    CARRIER A  DICTY       ----------------------------------------

    CARRIER X  DICTY       ---------------MVNGEEYVETPNLIHDEKTRKDVKF

    CARRIER Z  DICTY       ----------------------MSEKIHITQNSGNVDHTV

122 FLX1    CHRIX   L41168 ---------------------------------MVDHQWT

127 MRS3    CHRX    Z49408 ---------------------------MDLPDYEALPTHA

128 MRS4    CHRXI   Z28277 -------------------MNTSELSIAEEIDYEALPSHA

    CARRIER I DICTY        --------------------------MGGDHGHSHGDEGG

139 PET8    CHRXIV  U02536 --------------------------------------MN

142 YMR166c CHRXIII Z49700 IIHTPHDHPPTSEGTPDQPNNNRKDDKLHKKRGDSDEDLS

    CARRIER K DICTY        -----------------------------------MENKK

143 YMC1    CHRXVI  Z49219 --------MSEEFPSPQLIDDLEE---------HPQHDNA

144 YMC2    CHRII   X78993 --------MSEEFPTPQLLDELEDQQKVTTPNEKRELSSN

146 YHM2    CHRXIII Z48756 ----------------------MPSTTNTAAANVIEKKPV

157 CTP1    CHRII   U17503 ------------------------------MSSKATKSDV

158 SFC1    CHRX    Z25485 --------------------------------MSQKKKAS

    CARRIER Y DICTY        ----------------------------------------

159 YFR045w CHRVI   D44597 -------------------------MLFY-RSLFSRLQNS

160 YHM1    CHRIV   Z74246 --------------------------------MPHTDKKQ

174 YER053c CHRV    U18796 ------------------------MESNKQPRKIQLYTKE

175 MIR1    CHRX    M54879 -------------------------MSVSAAPAIPQYSVS

    CARRIER B DICTY        ----------------------------MTSINDSKFSLQ

    CARRIER AH DICTY       ----------------------------------------

200 YGR096w CHRVII  Z72881 --------------------------MFKEEDSLRKGQNV

    CARRIER J DICTY        ---------------------------MIITTSNDEDKKT

201 YDL119c CHRIV   Z74167 --------------------------------MTEQATKP

  5 -FGVDFLMGGVSAAIAKTGAAPIERVKLLMQNQEE--MLKQGSLDTRY-KGILDCFKRTATH----EGIV

  6 -FLIDFLMGGVSAAVAKTAASPIERVKLLIQNQDE--MLKQGTLDRKY-AGILDCFKRTATQ----EGVI

  7 -FAINFLMGGVSAAIAKTAASPIERVKILIQNQDE--MIKQGTLDKKY-SGIVDCFKRTAKQ----EGLI

    -FVKDSLIGGTAGGVSKTIVAPIERVKLLLQVQS---ASTQIAADKQY-KGIVDCFVRVSKE----QGVI

 39 DSNIAFLAGGVAGAVSRTVVSPFERVKILLQVQS---------STTSYNRGIFSSIRQVYHE----EGTK

    FHSNDFFSGLIAGIVSRTLTAPLERIKILNQVEV------ILKDGTKYNRIIPA-FKVIIKE----EGIA

    ----------------------------------------------------------------------

    FFKKYLVSGSIVGAISRSATAGFERLPIFQQVQG------MSQNLSQGYVGCIAAMKEMVKR----EGFK

    SPMVTLLAGGVSGVIAKSTIAPLKRVKILYQGKS----------KMYSFNSVYGLMKNIIKN----EGLA

    ----------------------------------------------------------------------

 41 KIFEQLLDMFFRKYFQLLIQQPFDVARLLIQVGHE-PTDISLTIAPQS-LHTIDVINALFDQ----EGIR

 47 RGFGFFIAGGISGVISRTCTAPFDRLKVFLIAR---AKNPNADINKIS-SPLAKAVKSLYRQ----GGIK

 60 YIVRSGLAGGISGCSAKTLIAPLDRIKILFQTS----NPHYTKYTGSL-IGLVEAAKHIWIN----DGVR

 64 -FG-SFVAGGLAACIAVTVTNPIELIKIRMQLQ----GEMSASAAKVY-KNPIQGMAVIFKN----EGIK

    KVAIGFISGSLASICATTVTNPIELVKTRLQLQ----GEL-QLSQRIY-NGVWDAFKQIYKT----EGIR

    ----------------------------------------------------------------------

    ----------------------------------------------------------------------

 69 NIKYPWWYGGAAGIFATMVTHPLDLAKVRLQAA-----------PMPK-PTLFRMLESILAN----EGVV

 81 RVVKDLLAGTAGGIAQVLVGQPFDTTKVRLQTS------------STP-TTAMEVVRKLLAN----EGPR

    SVGKDFVAGSVGGMSSIMAGHPFDTIKVMLQDA-------SGNLPKFK-NGFQA-LKYIMKV----DGIK

    IALKDIVAGSIGGVGQVFTGHPLDTIKVRLQTQ--------SVGNPIY-SGTMDCLKKTISQ----EGFA

 84 GAILDIINGSIAGACGKVIEFPFDTVKVRLQTQ----------ASNVF-PTTWSCIKFTYQN----EGIA

    ERGLKIIAGTVAGAACLFTGHPFDTIRLDYKLK-------------YP-IGIMECFRNTIKY----EGFS

    EKIRNFIGGFASGAASTLAGHPFDTLKVRLQTE---------GSTGRF-RGLAHCFTTTIKE----EGFF

 93 DSLYNFSLGSIAGCIGATVVYPIDFIKTRMQAQ---------RSLAQY-KNSIDCLLKIISR----EGIK

    RNVTRIIGSFSSGMAEESAGYPLDLIKTRIQLS----QSGVSGGGGTN-TSIIKIFKDVIKT----EGVI

    PLYSNLIAGAIAGVIGSSVVFPLDFVKTRLQQQ-----RVSIDGSKQY-NGIIDCFKKVIKNE---GGVR

    ESIENFALGSIAGGIGAAAVYPIDLVKTRMQNQ-----RAVDPAKRLY-VNSWDCFKKVVKF----EGVR

    KILVHLIAGSGSKLVESLVMFPLDTIKTRLQFQ---GDFSRGSIKNRY-SGIVNAFKTTIRS----EGIL

    ----------------------------------------------------------------------

 98 PFIYQFISGAVAGISELTVMYPLDVVKTRFQLETTPTAAAVGKQVERY-NGVIDCLKKIVKK----EGFS

100 PFIYQFTAGAIAGVSELLVMYPLDVVKTRMQLQTTPAVVAAKAAVDHY-TGVMDCLTKIVKK----EGFS

    PLWHNLVSGGIAGVSEILVMYPLDVVKTRQQLQ-----------VGKG-QSMMSSLVTMVRH----DGLK

109 STQITALSGAFAGFLSGVAVCPLDVAKTRLQAQ---GLQTRFENP-YY-RGIMGTLSTIVRD----EGPR

    NVKKLMVASIFGGIMSSLIVTPLDVVKTRLQTQ---NTGSHINQKHVF-KGTLDAFKKIYKN----EGPL

110 KPWVHFVAGGIGGMAGAVVTCPFDLVKTRLQSD----INYVIQAGTHF-KETLGIIGNVYKQ----EGFR

    NALLHFIAGGIGGAAGVICTSPLEVIKTQLQAK--NSNLLVKDKPRFV-PTTAYSLYHLVKR----DGKS

117 STQITALSGAFAGFLSGVAVCPLDVAKTRLQAQ---GLQTRFENP-YY-RGIMGTLSTIVRD----EGPR

    DPKRYYFYNFLLGGSIDLLMFPLDVIRTRLQVQ-IKGSQNVIQSFPQY-NGTFDGFKKLIRL----EGKR

118 LTLESALTGAVASAMANIAVYPLDLSKTIIQSQ-EDSNEGKVLPNRRY-KNVVDCMINIFKE----KGIL

121 DPRVAAISGALSGALSAMLVCPFDVAKTRLQAQ---GLQNMTHQSQHY-KGFFGTFATIFKD----EGAA

    ----------------------------------------------------------------------

    ----------------------------------------------------------------------

    NLGIELLAGTLAGVSSCILFYPLKCVEAKLQVQ---------ISHQTP-NGPIAMAKSILRN----EGFK

    EALGHAISGGVAGMAAIALTYPFSTVSTRLQVP--------------Y-KNSIDAFKRIIKE----ENWR

122 PLQKEVISGLSAGSVTTLVVHPLDLLKVRLQLS-------ATSAQKAH-YGPFMVIKEIIRS----SVTN

127 PLYHQLIAGAFAGIMEHSVMFPIDALKTRIQSA--------NAKSLSA-TGMLSQISHISTS----EGTL

128 PLHSQLLAGAFAGIMEHSLMFPIDALKTRVQAA--------GLNKAAS-TGMISQISKISTM----EGSM

    SFYVHLIAGAAAGFAEHCGMYPIDTIKVCSSLQK--THIQAIKPGAMQ-TSSLQITKHIIQQ----HGIT

139 TFFLSLLSGAAAGTSTDLVFFPIDTIKTRLQAK-----------------------GGFFAN----GGYK

142 PIWHCVVSGGIGGKIGDSAMHSLDTVKTRQQGA---------PNVKKY-RNMISAYRTIWLE----EGVR

    ESSLLYILTGAQWTLADSIMHPVDTVRARVQIE--------------Y-KGTFNALNQIIKN----EGVS

143 RVVKDLLAGTAGGIAQVLVGQPFDTTKVRLQ------------TSSTP-TTAMEVVRKLLAN----EGPR

144 RVLKDIFAGTIGGIAQVLVGQPFDTTKVRLQ------------TATTR-TTTLEVLRNLVKN----EGVF

146 SFSNILLGACLNLSEVTTLGQPLEVVKTTMAAN-------------RN-FTPLESVKHVWSR----GGIL

157 DPLHSFLAGSLAGAAEACITYPFEFAKTRLQLIDK--ASKA------S-RNPLVLIYKTAKT----QGIG

158 HPAINLMAGGTAGLFEALCCHPLDTIKVRMQIY----RRVAGIEHVKP-PGFIKTGRTIYQK----EGFL

    FPWKRLVAGAVAGTADVWACHPLDRIKTQLQNN-PGKSIVGTFGDIVS-KGKGFTGGVNALY----EGIL

159 DLYKQITAGSVAAVFQTTMTYPFEYLKTGLQLQ--------------------PKGTFEIIL----PQIK

160 SGLARLLGSASAGIMEIAVFHPVDTISKRLMSNHTKITSGQELNRVIF-RDHFSEPLGKRLF---TLFPG

174 FYATCTLGGIIACGPTHSSITPLDLVKCRLQVN-----------PKLY-TSNLQGFRKIIAN----EGWK

175 DYMKFALAGAIGCGSTHSSMVPIDVVKTRIQLE-----------PTVYNKGMVGSFKGIIAG----EGAG

    NFLKCGMGGALGCCFTHVVVVPMDVVKTRIQID-----------PIKYNQGMIKSMQSIVRQ----EGGG

    ----------------------------------------------GKYTGMMNGFSTVIKE----QGPS

200 YIVRSGLAGGISGCSAKTLIAPLDRIKILFQTS----NPHYTKYTGSL-IGLVEAAKHIWIN----DGVR

    NVFVELAAGSFSGALTRFIVAPLDVVKIRLQLQRTQL-NKIIGKENVNYRGIINTMSKVIRE----EGIR

201 RNSSHLIGGFFGGLTSAVALQPLDLLKTRIQQD-----------------KKATLWKNLKEI----DSPL

  5 SFWRGNTANVLRYFPTQALNFAFKDKIKSLLSYDRER--DGYAKWFAGNLFSGGAAGGLSLLFVYSLDYA

  6 SFWRGNTANVIRYFPTQALNFAFKDKIKAMFGFKKE---EGYAKWFAGNLASGGAAGALSLLFVYSLDYA

  7 SFWRGNTANVIRYFPTQALNFAFKDKIKLMFGFKKE---EGYGKWFAGNLASGGAAGALSLLFVYSLDFA

    SLWRGNLANVIRYFPTQALNFAFKDKYKKFFVRHTAK--ENPTKFFIGNLLSGGAAGATSLLFVYPLDFA

 39 GLFRGNGLNCIRIFPYSAVQFVVYEACKKKLFHVNGNN-GQEQLTNTQRLFSGALCGGCSVVATYPLDLI

    GLFRGNFVNIIKAGPQSAIRFYSYGAFKRMASEPDGSI------SVINRMWAGASSGVVSVALTHPLDVI

    ----------------------------------------------------GA--GFC--VYTDPPDLI

    SIWKGNGANIVKVSPNSGIRFLTYEFCKKHFLDNSSNH-SEMKMTVPQTMFSGAMAGLTSTFFTYPLDVV

    GLWKGNTATILRIFPYSAIQWTSYDYLKNNFVTDKKS--------SVQIFIAGSLGFSCAILLTYPLDVI

    ----------------------------------------------------------------------

 41 GLWKANNTTFIYNFLSLSIDTWFTGLLSSFLGVPDPYF-VINSPDISKSFILALGAGVFTSIILLPVDLI

 47 AFYVGNGLNVIKVFPESSIKFGSFEVTKK-IMTKLEGCRDTKDLSKFSTYIAGGLAGMAAQFSVYPIDTL

 60 GFFQGHSATLLRIFPYAAVKFVAYEQIRNTLIP------SKEFESHWRRLVSGSLAGLCSVFITYPLDLV

 64 GLQKGLNAAYIYQIGLNGSRLGFYEPIRSSLNQLFFPDQEPKVQSVGVNVFSGAASGIIGAVIGSPLFLV

    GLQSGLIPAYFSQATMQGIRLGSFDLISNALGA-----KPNQDYFFLKNLLAGATAGAIGAAAGSPFDLV

    ----------------------------ENPFELGT----LVKPTFYQKSHLGALSGALGACITSPTDLI

    ------------------------------------------------KIMVGMLSGAGGAIVGTPADLT

 69 GLYSGLSAAVLRQCTYTTVRFGAYDLLKENVIPREQ------LTNMAYLLPCSMFSGAIGGLAGNFADVV

 81 GFYKGVIPPLLGVTPIFAVSFWGYDVGKKLVTFNNK-QGGSNELTMGQMAAAGFISAIPTTLVTAPTERV

    GIYRGLSVPLFSVSFTNSVFFATNNFAIAGGVISLLITPRDLVKSKLQVQCRPFGSTNVSLQYKGPIDVI

    GLYKGVASPLVGLSIMNSVMFLAYGQSKTLIQKLSD--NPNEALDLKGLTAAGALAGIAIGFVDAPVDLF

 84 GFFQGIASPLVGACLENATLFVSYNQCSKFLEKHTNVF----PL--GQILISGGVAGSCASLVLTPVELV

    GLYKGVTSPLFGMMFETAVLFAGYGQMKVLLQKDENT-----PLTVGQMFIAGGFAGVGASVVLTPVELV

    ALYKGVTPPLLGMSIINSCMFGAMNIVKSKIHTDKST-----PISLGEIMVSGAITGWIVSFVACPIETG

 93 GLYSGLGPQLIGVAPEKAIKLTVNDFMRNRLTDKNG------KLSLFPEIISGASAGACQVIFTNPLEIV

    GLFKGLSSPLILSALVTAIQFGLFEDTLKYFRKHQY----FKNHDTLSLLFSGSIAGFAQSFITCPVDLV

    GLYRGLSSNLIGIIPEKALKLAMNDYFRTRFQGDRS------YIKLWEEVASGGLAGMCQVVATNPMELV

    GLYKGILPQMVGVAPEKAIKLTVNDLLRDLFGDKSK-----GEIYFPLEVLAGGFAGMSQVCVTNPLEIV

    SLYRGYIPHTLYVLPASAISFVCYEAIVQEAKKSKK-----GRFGVLLPIFVMTIARITGSVLRTPFDVV

    ----------------------------------------------------------------------

 98 RLYRGISSPMLMEAPKRATKFACNDQYQKIFKNLFN----TNETTQKISIAAGASAGMTEAAVIVPFELI

100 HLYKGITSPILMEAPKRAIKFSGNDTFQTFYKKIFP--TPNGEMTQKIAIYSGASAGAVEAFVVAPFELV

    -MYRGIVPPILVEAPKRAIKFASNKFYEKQILSYCG----NTKPTQMQAIGSGVLAGITEAFIVVPFELV

109 SLWRGISLTLLMAIPANMVYFSGYEYIRDVSPIAS-------TYPTLNPLFCGAIARVFAATSIAPLELV

    TFWRGVTPSLLMTIPSATMYFTSYEYLKEYLYQFND---TEAYNIYTVPLVAGTLARIFSASVTSPFELL

110 SLFKGLGPNLVGVIPARSINFFTYGTTKDMYAKAFN----NGQETPMIHLMAAATAGWATATATNPIWLI

    GLWKGLGAHLLGVAPARAIHFSSYSFTKSIMNKLGY------TDGPILWITSAVSSGAAVAITTSPIWLI

117 GLYKGLVPIVLGYFPTWMIYFSVYEFSKKFFHGIFP------QFDFVAQSCAAITAGAASTTLTNPIWVV

    ALYKGFLTSECGYLCSRAIYFGSYEFVKQGFLKGRSDSDSDRKCGLFVTTISGAISEALASVIWVPFDVA

118 GLYQGMTVTTVATFVQNFVYFFWYTFIRKSYMKHKL-RDGPITPSTIEELVLGVAAASISQLFTSPMAVV

121 GLYKGLQPTVLGYIPTLMIYFSVYDFCRKYSVDIFP------HSPFLSNASSAITAGAISTVATNPIWVV

    ----------------------------------------------------------------------

    ----------------------------------------------------------------------

    GFYQGVSPTILGNAVNWGVYFSIYRATNHWWNSTDINGNQYQGPAWVGHSVSAITAGVITTAIVNPFWVL

    TLYSGLKSALIGIGASSFVYYYWYTLLKSISLKLKN----KQELGTIENLAIAALAGCANVLTTLPIWVV

122 ELYRGLSINLFGNAIAWGVYFGLYGVTKELIYKSVA-----HKMNSLIYLSAGASSGLMTAILTNPIWVI

127 ALWKGVQSVILGAGPAHAVYFGTYEFCKKNLIDSSD----TQTHHPFKTAISGACATTASDALMNPFDTI

128 ALWKGVQSVILGAGPAHAVYFGTYEFCKARLISPED----MQTHQPMKTALSGTIATIAADALMNPFDTV

    GLFRGLTAVAAGAAPSHAVHFSIYELLKFKFIGSDE------DHHPIKVGIAGAIATMTSEAVASPMDVV

139 GIYRGLGSAVVASAPGASLFFISYDYMKVKSRPYISSQGSEQLIDTTTHMLSSSIGEICACLVRVPAEVV

142 GLYGGYMAAMLGSFPSAAIFFGTYEYTKRTMIEDWQ------INDTITHLSAGFLGDFISSFVYVPSEVL

    YLYKGFPIVATATVPAHALYFLGYEYSKQWVTDRYG---KKWGESTITHFSAGFVADALGSLIWVPMDII

143 GFYKGTLTPLIGVGACVSLQFGVNQAMKRFFHHRNAD--MSSTLSLPQYYACGVTGGIVNSFLASPIEHV

144 AFYKGALTPLLGVGICVSVQFGVNEAMKRFFQNYNAS--RSNTLPLSQYYVCGLTGGVVNSFLASPIEQI

146 GYYQGLIPWAWIEASTKGAVLLFVSAEAEYRFKSLGLNFASGILGGVTGGVTQAYLTMGFCTCMKTVEIT

157 SIYVGCPAFIIGNTAKAGIRFLGFDTIKDMLRDSE----TGELSGTRGVIAGLGAGLLESVAAVTPFEAI

158 ALYKGLGAVVIGIIPKMAIRFSSYEFYRTLLVNKES----GIVSTGNTFVAGVGAGITEAVLVVNPMEVV

    PMTAEAIFKVGIRYFAFSWFTEQYKTTVYKGETLNK-----KQQFGANLLGGAFAGTIESFVVVIPCELL

159 SYFVGCSALNVAAFGKTILRFVTFDKLCHSLNNNIDNNDNFQRLTGYNLLIAGTLTGIVESLFIIPFENI

160 LGYAASYKVLQRVYKYGGQPFA-NEFLNKHYKKDFDNL-FGEKTGKAMRSAAAGSLIGIGEIVLLPLDVL

174 KVYTGFGATFVGYSLQGAGKYGGYEYFKHLYSSWLS------PGVTVY-LMASATAEFLADIMLCPFEAI

175 ALLTGFGPTLLGYSIQGAFKFGGYEVFKKFFIDNLGYDTASRYKNSVY-MGSAAMAEFLADIALCPLEAT

    MLLQGLGATTYGYAIQGFFKFGLYDVLKKKFSSQFSDEVAKTYRIPIW-VTASAIAETIGDIALCPFEAV

    GLLQGLGPTAVGYALQGFLKFGFYEVFKKTYADAVG--EKADQFRIPIWLAASATAEVIADIALCPNEAV

200 SFWKGNIPGSLLYVTYGSAQFSSYSLFNRYLTPFGL-------EARLHSLVVGAFAGITSSIVSYPFDVL

    SLWKGNFSAELLWVTYAAIQFSTYNEIIGILDPEYRKHQQRTKPSSSITMIGGASAGILSTIVSYPFDII

201 QLWRGTLPSALRTSIGSALYLSCLNLMRSSLAKRRNAVP-LPRLTMYENLLTGAFARGLVGYITMPITVI

  5 RTRLAADARGSKSTS-QRQFNGLLDVYKKTLKTDG-LLGLYRGFVPSVLGIIVYRGLYFGLYDSFKPVL-

  6 RTRLAADSKSSKKGG-ARQFNGLIDVYKKTLKSDG-VAGLYRGFLPSVVGIVVYRGLYFGMYDSLKPLL-

  7 RTRLAADAKSSKKGG-ARQFNGLTDVYKKTLKSDG-IAGLYRGFMPSVVGIVVYRGLYFGMFDSLKPLV-

    RTRLAADVGTGSARQFTGLGNCISSIYKR----DG-LIGLYRGFGVSVGGIFVYRAAFFGGYDTAKGIL-

 39 KTRLSIQ-RSKAKSI-SKPPGIWQLLSETYRLEEG-LRGLYRGVWPTSLGVVPYVALNFAVYEQLREFGV

    KTHITINSAPTAATI--------KNVTKGIYRDLG-IIGFFRGLSAGILNIAPFAALNFTFYETIKEKTQ

    KTRLSIN-RSKAKSI-SKPPGIWQLLSETYRLEGF-LWGFYRGAWPT-LFFFPYVALNFAVYDQLREFGV

    RIRLSLQGSCSNDYA-AHRYNGITHSFFKIHKDEG-VKGLYK----------------------------

    RARLALSYSKVLKNGIGAVNIEKSIDFNGYKTKGL-FKGIWRGILPTLYGSIPYAGVGYSSFEYFKRIAP

    ------------------------------------------FYYFIILGCSPYVAINFTTYENLKKTFI

 41 RTRLIVT----------------SFKKKKNVKTDG-CWSWRKNGVSIPLDMWSLTILQSINNSFFNKL--

 47 KFRVQCAPL-----DTKLKGNNLLFQTAKDMFREGGVRLFYRGVTVGIVGIFPYAALDLGTFSALKKWYI

 60 RVRLAYETEHKRVK--KEPASATLIKNDYIPNWFCHWCNFYRGYVPTVLGMIPYAGVSFFAHDLLHDVLK

 64 KTRLQSYSEFIKIGE-QTHYTGVWNGLVTIFKTEG-VKGLFRGIDAAILRTGAGSSVQLPIYNTAKNIL-

    KVRMQAANMYKNDPQ-FVGYSSSFAAFKQIIQKEG-FKGLTRGMLTSAQRTAVGSAIQLSTYGSCKNLV-

    KVRMQAS-------SKGVKYDSISSAFKEIIAKEG-IKGLWKGVGPTTQRAALLTASQIPSYDHIKHMI-

    MVRMQADG--KLPFNLRRNYKNVFDGIFRISKEEG-IISLWKGCSPNLIRAMFMTAGQVSSYDQTKQLM-

 69 NIRMQND--SALEAAKRRNYKNAIDGVYKIYRYEGGLKTLFTGWKPNMVRGILMTASQVVTYDVFKNYL-

 81 KVVLQTS-----------SKGSFIQAAKTIVKEGG-IASLFKGSLATLARDGPGSALYFASYEISKNYL-

    RQTIKR---------------------------DG-IKGMFKGIRSTFCRDIPGDAVYFVVYEFMKRKL-

    KSQMQVQ------QGDKNQYKSTADCAKQIWKVGG-VRGVFQGLGATLVRDIPANACYFGAYELCRDFL

 84 KCKLQVA--NLQVASAKTKHTKVLPTIKAIITERG-LAGLWQGQSGTFIRESFGGVAWFATYEIVKKSLK

    KCRLQVQ------TTGPQKYKGSLDCLVQILKEGG-IRVPYRGFTPTIAREFVGNMAFFSTYETCKRYFK

    MCKNLFIYIVKSKLQVQYTGVKLYNGPIDCIKKIG-IRGLYKALIPTGFQRNSLYAYFGCYELAQRYLRR

 93 KIRLQVQ-----SDYVGENIQQANETATQIVKKLG-LRGLYNGVAACLMRDVPFSAIYFPTYAHLKKDL-

    KIQMQIQGIPSSQPNSNNKAKGNSYFTKLIYREKG-LLGFYQGLSPTLFRDVPGLAIFFTTYETLKKQF-

    KIRMQVS-----------GLSGKKASLKEVVSELG-IKGLYKGTASTLLRDVPFSMIYFSIYGRMKHNL-

    KIRLQVQ------------STGPKVSAITIIKELG-LAGLYKGAGACLLRDIPFSAIYFPTYAKMKTIL-

    KMRQQVS-GSLVNEHVKKTNSTAFNSALKIIKTDG-IIGLFKYSYVSLLRDLPFTAIYFSTYEFSRNYQ-

    -------------------------TCPSNGQKVR-PEGFVQWCTCMFMRDVPFSAFFFPAYAHLKKDL-

 98 KIRMQDV---------KSSYLGPMDCLKKTIKNEG-IMGLYKGIESTMWRNALWNGGYFVIYQVRNSM--

100 KIRLQDV---------NSQFKTPIEVVKNSVVKGG-VLSLFNGLEATIWRHVLWNAGYFGIIFQIRKLL-

    KIRLQAK-------ENAGKYTSTMDCVNKTFRVEG-LSGFFKGLESTIWRHACWNGGYFGLIHTIKSAL-

109 KTKLQSIPRSSKSTKTWMMVKDLLNETRQEMKMVGPSRALFKGLEITLWRDVPFSAIYWSSYELCKERLW

    RTNSQGIVLQNAYKNTVAMRFNSFKLYRDIVNNVG-IKGLWRGLGPTLVRDVPFSAIYWAGYEVLKNKLM

110 KTRVQLD---KAGKTSVRQYKNSWDCLKSVIRNEG-FTGLYKGLSASYLGSVE-GILQWLLYEQMKRLI-

    KTRMQLQ-TSLKNFNEGTQYRGMFHCCLSILREEG-PLGFYKGLGASLISVSESAFQFVLYEGFKNRII-

117 KTRLMLQ---SNLGEHPTHYKGTFDAFRKLFYQEG-FKALYAGLVPSLLGLFH-VAIHFPIYEDLKVRF-

    TQSVQIQ-----GSLSKPKYKGGSDVFKKIYGERG-IKGLYKGFGATIIRNVPYSGIWWGTYEISKSKL-

118 ATRQQTV-------HSAESAKFTNVIKDIYRENNGDITAFWKGLRTGLALTIN-PSITYASFQRLKEVF-

121 KTRLMLQ---TGIGKYSTHYKGTIDTFRKIIQQEG-AKALYAGLVPALLGMLN-VAIQFPLYENLKIRF-

    ---------------------------------EG-FKGLYKGVIPSLWLTFH---------EHIKFYE-

    -----------------KKYRGIVHCMVPIYHEEG-FRGLYKGLGPSLLGVLH-VGVQFPLYEKFKSIL-

    KIRLATS----------KKYSGMKHAFQSILRSEG-VGGFWKGVGVSFIGVSE-GLFQFVSYEYILNQM-

    NTRLQIN-----------SDKGIVGQFKYIIKNEG-FGGLYKGLIPALILVSN-PSVQFVSYEKLRALW-

122 KTRIMS----TSKG-AQGAYTSMYNGVQQLLRTDG-FQGLWKGLVPALFGVSQ-GALYFAVYDTLKQRK-

127 KQRIQLN---------TSASVWQTTKQ--IYQSEG-LAAFYYSYPTTLVMNIPFAAFNFVIYESSTKFLN

128 KQRLQLD---------TNLRVWNVTKQ--IYQNEG-FAAFYYSYPTTLAMNIPFAAFNFMIYESASKFFN

    KQRLQLQ---------ITDYKGLTDCTKRIWVKEG-IRGFYSGYTTTLVMNVPYNIVYFASYESLKKIIQ

139 KQRTQVH--------STNSSWQTLQSILRNDNKEGLRKNLYRGWSTTIMREIPFTCIQFPLYEYLKKTWA

142 KTRLQLQGRFNPFFQSGYNYSNLRNAIKTVIKEEG-FRSLFFGYKATLARDLPFSALQFAFYEKFRQLA-

    KQRLQVQTNTQKLNPNQTYYKGSFHAGKIILQEEG-IRGLYRGFMPALATYGPFVGIYFSVYEKCKSTI-

143 RIRLQTQ---TGSGT-NAEFKGPLECIKKLRH----NKALLRGLTPTILREGHGCGTYFLVYEALIANQM

144 RIRLQTQ---TSNGG-DREFKGPWDCIKKLKAQGG----LMRGLFPTMIRAGHGLGTYFLVYEALVAREI

146 RHKSASA---------GGVPQSSWSVFKNIYKKEG-IRGINKGVNAVAIRQMTNWGSRFGLSRLVEDGI-

157 KTALIDD-KQSATPKYHNNGRGVVRNYSSLVRDKG-FSGLYRGVLPVSMRQAANQAVRLGCYNKIKTLIQ

158 KITLQAQHLTPSEPNASPKYNNAIHAAYTIVKEEG-VSALYRGVSLTAARQATNQGANFTVYSKLKEFL-

    KVRHMTQ----------EHNKSFGTVFRDVLREEG-FQGLYKGGSATLLRQITNHMIRFPTFYAISDYLK

159 KTTLIQSAMI-ATFHKVATKSTPVARIEKLLPAVK-HMYQTRGPAAFVQGTTATIFRQIANTSIQFTAYT

160 KIKRQTN---------PESFKGRG--FIKILRDEG-LFNLYRGWGWTAARNAPGSFALFGGNAFAKEYIL

174 KVKQQTT-------MPPFCNNVVDGWKKMYAESGG-MKAFYKGIVPLWCRQIPYTMCKFTSFEKIVQKIY

175 RIRLVSQ---------PQFANGLVGGFSRILKEEG-IGSFYSGFTPILFKQIPYNIAKFLYFERASEFYY

    RIRQVSN---------PTFASGFFSGFNRILKEEG-FSGFYKGLTPIILKQVPYTASQFVTYELANDYLY

    RIRLVAE---------PTFAKSPVEAFGKIFKQEG-VLGFYKGLPPILLKQVPYTMAKFAVFEFTAENVY

200 RTRLVAN--------NQMHSMSITREVRDIWKLEG-LPGFFKGSIASMTTITLTASIMFGTYETIRIYCD

    RTNIVNN---------HNKTNFKQTFKTIIARNGG-YSNLFSGINSSLFQIVPQMGFQFTFYETFKFISN

201 KVRYEST---------LYNYSSLKEAITHIYTKEG-LFGFFRGFGATCLRDAPYAGLYVLLYEKSKQLLP

  5 ------------LTGAL-EGSFVASFLLGWVITMGASTASYPLDTVRRRMMMTSGQ------TIKYDGAL

  6 ------------LTGSL-EGSFLASFLLGWVVTTGASTCSYPLDTVRRRMMMTSGQ------AVKYDGAF

  7 ------------LTGSL-DGSFLASFLLGWVVTTGASTCSYPLDTVRRRMMMTSGQ------AVKYNGAI

    ------------LGENNKKASFWASWGIAQVVTTIAGVVSYPFDTVRRRMMMQAGR-----ADILYSSTW

 39 -----------NSSDAQPWKSNLYKLTIGAISGGVAQTITYPFDLLRRRFQVLAMGGNE--LGFRYTSVW

    -------------QYILKSPPLYAPSIYGAISGGLTMTILYPLDVVKRRIMLQHFDRNQ---LPIYKNFI

    -----------NSSDAQPWKRNLYKLTIGAISGGVAQTITYPFDLLRRRFQVLAMGRYE--LGFKYTSGW

    -----------DENELKKGVNMICDFVCGALSGAVTMTVCYPLDVLRRRMMIQGIGGN----KVLYKNGW

    ----------DSFRNEKGDVIGIYKLISGGVAGGLGQTAAYPLDVVRRRIQTTGYGDGK-GVENLKHSTL

    --------------PKDTTPTVVQSLTFGAISGGLPQPLTYPIDLIRRRLQVQGIGGKN----ILYNGTF

 41 -----FDLVIYNQFHIEKYSQTVMYNTMKFFSKSLELFIKLPLENLLRRCQLNYLLNDQ-----RLSFKV

 47 ----AKQAKTLNLPQDQVTLSNLVVLPMGAFSGTVGASVVYPINLLRTRLQAQGTYAHPYV---YNGFKD

 60 ------------QKKQRRPLRTWAELISGGLAGMASQTAAYPFEIIRRRLQVSALSPKTMY-DHKFQSIS

 64 ------------VKNDLMKDGPALHLTASTISGLGVAVVMNPWDVILTRIYNQKGD--------LYKGPI

    --------------LNFVDDGIYYYKRSSMVAGFIVTFGMNPFDVARTRLYFQGKG---NSHGEIYKGLM

    -----------LDHGIIQVDGLQVHIVSSIFAGLIASITTSPVDLVKTRIMNQPFDSNGV--GLIYKSSY

    ------------LASGYFHDDIKTHLIASTTAAFVAAVATSPLDVIKTRIMNSPKTVTGE---LQYKGTF

 69 V-----------TKLDFDASKNYTHLTASLLAGLVATTVCSPADVMKTRIMNGSGD---------HQPAL

 81 NSRQPRQ-----DAGKDEPVNILNVCLAGGIAGMSMWLAVFPIDTIKTKLQASSTRQNMLS---------

    LALSNNNNDNNDNSSPKAGVPAWVAIGAGGCAGMSFWMSIYPMDVVKTRIQTQPDHLP-----PQYTSVL

    ASKDNIS---------VNQLSSLQIMAAGGAGGVSYWTLTYPADVVKSTMQTDAIVKSQ----RKYKNMI

 84 DRHSL-------DDPKRDESKIWELLISGGSAGLAFNASIFPADTVKSVMQTEHISL------------T

    NKENK--------PNDDDELNLPALIISGGLGGMAYWTVLYPVDVAKSKIQISEGAG-------PSPSIV

    EDGSM---------------TMGRSFIAGGIAGTGFWLTNFPFDVIRSRIMTMPYNE----SPPRYKGMI

 93 ------FDFDPNDKTKRNRLKTWELLTAGAIAGMPAAFLTTPFDVIKTRLQIDPRKGE-----TKYNGIF

    -----GQPELSTQSPTEFIKSFIPIVLSGGSAGVFYHGLTHPFDIAKTLIQSDRSA-------TKYKGTF

    ------------TDQETGEIGLPKILLCGITAGSIAASVSTPFDVIKTRIQVKPGPND-----PHYKGIA

    -------------ANEDGKLGPMDLLLAGAVAGIPAASLVTPADVIKTRLQVKANAGE-----QTYTGIR

    ---KHLINRGLKSGEKKKKLSSINNLISGSLAGAFGTTLTIPIDVIKTNLQTQDLLPK---EKRVFNGVI

    ------FGFDPNDKSKRNRLKTWELLTAGAIAGMPAAFLTTPFDVIKARLQIDPRKGE-----TKYNGIF

 98 ------------PVAKTKGQKTRNDLIAGAIGGTVGTMLNTPFDVVKSRIQSVDAVSS---AVKKYNWCL

100 ------------PAAKTSTEKTRNDLIAGAIGGTVGCLLNTPFDVVKSRIQRSSGPL------RKYNWSL

    ------------PKPTTEQGVLVNNFIAGGLAGTFGTMLNTPADVVKSRIQNQVGAG-------KYNWCI

109 LDSTR------FASKDANWVHFINSFASGCISGMIAAICTHPFDVGKTRWQISMMNNSDPKGGNRSRNMF

    KSQID------PNFSRNSKSPFFINFIAGATSGTLAAVLTTPIDVIKTRIQMSAQQTLSPSLTPQQQLDF

110 -------------STSEKVKEWCQRSGSAGLAKFVASIATYPHEVVRTRLRQTPKENG----KRKYTGLV

    ------TEKRLKGYENPNELSTSEYLISAGIAKLIAAITTYPHEVVRTRLREQTKPGV----KSKYTGVI

117 HCYSREN--------NTNSINLQRLIMASSVSKMIASAVTYPHEILRTRMQLKSDIPD-----SIQRRLF

    LAVSAEI-DKNNPSHEVENEDPIIHFISGFFAAVFATSITNPLDVAKTRLQTGVFPENE------KPNFY 

118 FHDDHSN--------DAGSLSAVQNFILGVLSKMISTLVTQPLIVAKAMLQSAGSKFT---------TFQ

121 GYSESTD-----VSTDVTSSNFQKLILASMLSKMVASTVTYPHEILRTRMQLKSDLPN-----TVQRHLL

    ------------------------IFIASSISKFLASTILYPFQVVKTRLQDERNIPNQ-NNVRVYNGTK

    KE-----------KNKNKELGIVEIMIASSVSKIIASVVAYPHEVLRARSQDSSPDSPN---RTYRGNII

    KESNLKM--------NGGELSVGNYLFAGGTARLIAGVLTYPYLLIRSSLQSETCPYK---------SMS

    RRQSGRT-----------KLGGLEVFILGAIAKLIAGIVTYPYLLVKSRLQSQSGNASNPESQQQYKGTL

122 LRRKREN------GLD-IHLTNLETIEITSLGKMVSVTLVYPFQLLKSNLQSFRANEQKF------R-LF

127 ---------------PSNEYNPLIHCLCGSISGSTCAAITTPLDCIKTVLQIRGSQTVSLEIMRKADTFS

128 ---------------PQNSYNPLIHCLCGGISGATCAALTTPLDCIKTVLQVRGSETVSIEIMKDANTFG

    PWFNN-------KNPEERSYQLIDHLVAGGGAGMLAAAFTNPFDVVKTRLQTQSDFIASSTIIKRYGGMM

139 ------------KANGQSQVEPWKGAICGSIAGGIAAATTTPLDFLKTRLMLNK----------TTASLG

142 FKIEQ-------KDGRDGELSIPNEILTGACAGGLAGIITTPMDVVKTRVQTQQPPSQSNKSYSVTHPHV

    SSLLS--------KEKDQYLPIPYQLGSGFFAGAFAAAVTCPLDVIKTRIQVQRSTEK-----QIYKGMW

143 NKR---------RGLERKDIPAWKLCIFGALSGTALWLMVYPLDVIKSVMQTDNLQK-----PKFGNSIS

144 -----------GTGLTRNEIPPWKLCLFGAFSGTMLWLTVYPLDVVKSIIQNDDLRK-----PKYKNSIS

146 RKI--------TGKTNKDDKLNPFEKIGASALGGGLSAWNQPIEVIRVEMQSKKEDPN----RPKNLTVG

157 DYT---------DSPKDKPLSSGLTFLVGAFSGIVTVYSTMPLDTVKTRMQSLDSTK--------YSSTM

158 Q-----------NYHQMDVLPSWETSCIGLISGAIGPFSNAPLDTIKTRLQKDKSISLEK-----QSGMK

    ------------GGDHSVHLPVWQNLSAGAIAGTASTLFNNPLDTIKTRMQKQGQNQTTMQVV

159 AF----------KRLLQARNDKASSVITGLATSFTLVAMTQPIDVVKTRMMSQNAKTE-------YKNTL

160 ------------GLKDYSQATWSQNFISSIVGACSSLIVSAPLDVIKTRIQNRNFDN--------PESGL

174 SVLPKK------KEEMNALQQISVSFVGGYLAGILCAAVSHPADVMVSKINSERKANESM--------SV

175 GFAGP-------KEKLSSTSTTLLNLLSGLTAGLAAAIVSQPADTLLSKVNKTKKAPGQS--------TV

    KYLASS--RNIKREDLSDKQRLGVILTTGAISGLVASLVSHPADTILSKINQEKTDGGAT----------

    KGLAAS---GKPKESLTDGQKLSVSLGSGIVAGIVAAIVSQPADTILSKINQEKTDGGVV----------

200 ENEKT-------TAAHKKWELATLNHSAGTIGGVIAKIITFPLETIRRRMQFMNSKHLEKGSYKGYGFA-

    KYTSS---------VNNNNNNPLNQFTCGLLSGAISKFLVLPFDVVKKRFQVNEKV--------GYGMKS

201 MVLPSRFIHYNPEGGFTTYTSTTVNTTSAVLSASLATTVTAPFDTIKTRMQLEPSKFTNS---------F

  5 DCLRKIVQKEGAYSLFK--GCGANIFRGVAA-AGVISLYDQLQLIMFGKKFK*-----------------

  6 DCLRKIVAAEGVGSLFK--GCGANILRGVAG-AGVISMYDQLQMILFGKKFK*-----------------

  7 DCLKKIVASEGVGSLFK--GCGANILRGVAG-AGVISMYDQLQMILFGKKFK*-----------------

    DCWVKIATREGPTAFFK--GALSNAIRGSGGALVLVIYDEIQKLMGFEGGVGSE*---------------

 39 DALVTIGRAEGVSGYYK--GLAANLFKVVPSTAVSWLVYEVVCDSVRNW*--------------------

    DAIIKITKTEGISALYK--GIRPAYLKVIPTVSINFLIYEGAITLFEKK*--------------------

    DALVTFGRAEGVSGYYK--GLTCNLFKV---------------------*--------------------

    DATKKILSNEGLVAFYH--GIIPAYFKVVPTVAISFAVYEICKDLGSNKYQQK*----------------

    KTMFTIFQKEGIYALFK--GISINYIKVIPTNGVAFLTYETLCDYFNSKLNKN*----------------

    DAFRKIIRDEGVLGLYN--GMIPCHLTVTPAISITFCVYEVMTPISTIDSKKISYQS*------------

 41 DSTELIV----KPKKYN--GIWDVIRNNSNTNRGQLWNGWKVGVISLICGYGLQMMNKVDINMEQEKF*-

 47 -VLLKTLEREGYQGLFK--GLVPTLAKVCPAVSISYLCYENLKKFMNLE*--------------------

 60 EIAHIIFKERGVRGFFV--GLSIGYIKVTPMVACSFFVYERMKWNFGI*---------------------

 64 DCLVKTVRIEGVTALYK--GFAAQVFRIAPHTIMCLTFMEQTMKLVYSIESRVLGHN*------------

    DCVYKTVKKEGFGAVYK--GFWAHYLRLGPHTILTLVFWEQFKKLFSGEL*-------------------

    DCFKKTFQSEGISGLYK--GFLPNWFRIGPHTIVVSFYCYYYYYYYYYYYYYYYYF*-------------

    DCLSKTLRAEGFKAFYK--GFNPYFMRLGPQTILTFIFVEQLNILWKKSQSYFK*---------------

 69 KILADAVRKEGPSFMFR--GWLPSFTRLGPFTMLIFFAIEQLKKHRVGMPKEDK*---------------

 81 ATKEIYLQRGGIKGFFP--GLGPALLRSFPANAATFLGVEMTHSLFKKYGI*------------------

    QTITKIYREEGISVFFR--GFSATILRAFPTSAVNFLMYETTRNLLNSKDPFYNNNDHYNAE*-------

    DCASKIYKQQGIAGFYK--GFTPCFIRSVPANAACFVLYEKARQIMS*----------------------

 84 NAVKKIFGKFGLKGFYR--GLGITLFRAVPANAAVFYIFETLSAL*------------------------

    KVLKEIYSKEGVKGLFR--GYTPTIIRSFPANAAMFSVYELVIKLLG*----------------------

    DCAKHIYRVDGLKGFWK--GFSPCLLRTFPANGATFVGYECVMKFFPM*---------------------

 93 HAIRTILKEESFRSFFK--GGGARVLRSSPQFGFTLAAYELFKGFIPSPDNKLKSREGRKRFCIDDDAG*

    DCLKQVYQNQGPKSLFK--GFSAVAIKSFQSNAVGFLVYEMVINL*------------------------

    DCFRKTIQSEGPKALFK--GVLPRVCIISPLFGITLVVYEIQKSFYASTH*-------------------

    DCFQKILKEEGPRALFK--GALARVFRSSPQFGVTLVSYELLQKALLPDAEYKPPTNA------------

    SAFKYIIKNEGFKGLTK--GLSTRLIHIVPSAGLSFCAYEYIKKLLL*----------------------

    HAIRTILKEESFRSFFK--GGGARVLRSSTQFGFTLNAYELIKGFIP*----------------------

 98 PSLLVIYREEGFRALYK--GFVPKVCRLAPGGSLMLVVFTGMMNFFRDLKYGH*----------------

100 PSVLLVYREEGFKALYK--GFAPKVMRLAPGGGLLLVVFTNVMDFFREVKYGKKQ*--------------

    PSILTVAREEGFSALYK--GFLPKVLRLGPGGGILLVVNEFVMKLLAGKN*-------------------

109 KFLETIWRTEGLAALYT--GLAARVIKIRPSCAIMISSYEISKKVFGNKLHQ*-----------------

    YHLKQILSQEGWKGLTK--GLVPRVAKVSPACAIMISTFEYIKQSHIADDN*------------------

110 QSFKVIIKEEGLFSMYS--GLTPHLMRTVPNSIIMFGTWEIVIRLLS*----------------------

    QGLTLIAREEGIRGLFG--GAGPHIIRVVPNSCIMFLTYELVLDIAHGVSLLFDTNHYRQ*---------

117 PLIKATYAQEGLKGFYS--GFTTNLVRTIPASAITLVSFEYFRNRLENISTMVI*---------------

    TIIKSTIRKEGIRALWK--GLVPSLLTSTPYSMISIFLYEEVKKLSLK*---------------------

118 EALLYLYKNEGLKSLWK--GVLPQLTKGVIVQGLLFAFRGELTKSLKRLIFLYSSFFLKHNGQRKLAST*

121 PLIKITYRQEGFAGFYS--GFATNLVRTVPAAVVTLVSFEYSKKYLTTFFQ*------------------

    DVIFIFLKNEGIIGFYR--GLVPNTLKVIPNTSITLLLYEEIKKSFNYIINE*-----------------

    QMFKQIVREEGWRGLYR--GMGVNLLRVTPSCVITFTSYEYIKKFLSQNQNHF*----------------

    EAVKGIYKTNGIKGFYK--GIGPNLARSIPPAAFMLYIVEFFRDTLTNFSQ*------------------

    DAIGKIFKSDGFLGFFK--GMPSKMVQTVIGAAFMFLVKDKVVIHAVAILFYLKRLLNKNNKRV*-----

122 PLIKLIIANDGFVGLYK--GLSANLVRAIPSTCITFCVYENLKHRL*-----------------------

127 KAASAIYQVYGWKGFWR--GWKPRIVANMPATAISWTAYECAKHFLMTY*--------------------

128 RASRAILEVHGWKGFWR--GLKPRIVANIPATAISWTAYECAKHFLMKN*--------------------

    DAMKTIWIEEGMDGYLR--GMKPRMVFHSMSSAIVWSVYEYFKFILGE*---------------------

139 SVIIRIYREEGPAVFFS--GVGPRTMWISAGGAIFLGMYETVHSLLSKSFPTAGEMRA*-----------

142 LSLRTVYQSEGVLGFFS--GVGPRFVWTSVQSSIMLLLYQMTLRGLSNAFPTD*----------------

    DSFKTILKEEGPKAFVK--GMGARIWWIAPGNALTIASCKFL*---------------------------

143 SVAKTLYANGGIGAFFK--GFGPTMLRAAPANGATFATFELAMRLLG*----------------------

144 YVAKTIYAKEGIRAFFK--GFGPTMVRSAPVNGATFLTFELVMRFLGEE*--------------------

146 KTFKYIYQSNGLKGLYR--GVTPRIGLGIWQTVFMVGFGDMAKEFVARMTGETPVAKH*-----------

157 NCFATIFKEEGLKTFWK--GATPRLGRLVLSGGIVFTIYEKVLVMLA*----------------------

158 TIGAQLLKEEGFRALYK--GITPRVMRVAPGQAVTFTVYEYVREHLENLGIFKKNDTPKPKPLK*-----

    KIIRGIYQETGVKGYWA--GVIPRILRVAPGQAITWAVVELVMGILEPSSKKH*----------------

159 NCMYRIFVQEGMATFWK--GSIFRFMKVGISGGLTFTVYEQVSLLLGFSSRS*-----------------

160 RIVKNTLKNEGVTAFFK--GLTPKLLTTGPKLVFSFALAQSLIPRFDNLLSK*-----------------

174 ASKRIY-QKIGFTGLWN--GLMVRIVMIGTLTSFQWLIYDSFKAYVGLPTTG*-----------------

175 GLLAQLAKQLGFFGSFA--GLPTRLVMVGTLTSLQFGIYGSLK--STLGCPPTIEIGGGGH*--------

    KAIANIIKRLGVRGLFL--GVEARCVMVTTLVTVQFLIYDGLKLLFK*----------------------

    KAIGNIMRRLGVRGLFL--GLPTRCFMVGTLTAGQFFIYDGIKQMLGLTPAKK*----------------

200 RIGLQILKQEGVSSLYR--GILVALSKTIPTTFVSFWGYETAIHYLRMY*--------------------

    CFRDLYFNEGGVKAFFK--GGTPGIVKAGLAAALSFTFFEQSKRILLNKQ*-------------------

201 NTFTSIVKNENVLKLFS--GLSMRLARKAFSAGIAWGIYEELVKRFM*----------------------

