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Cs4V5a     ---------- ---------- ------MAVA LFCIVVLLAV IAVLNRREIA 

seq_134_   ---------- ---------- ------MAVA LLLIIVVTCV IALHYRKGIA 

Cs4V5b     ---------- ---------- ------MAVT LLIILGAFVV PFALYWRKIL 

seq_115    ---------- ---------- ------MALT LFILIGALAV TIAVYWKKIK 

ci143467   ---------- ---------- ----MPTLIA DLVLLFVLYL LGKAVVRNWK 

ps_58a     ---------- ---------- ----MPTLIA DIVLLFVLQR FGKGLLRNWK 

ps_58b     ---------- ---------- ----MPTLIA DIVLLFVLQR VGKGLLRNWK 

147_       -----MTLFE AASEVVFLNR GFVLSSLISE VVLLIAIVAV TKVYLVPAIR 

ps_233     -----MNVLD VLTYATFQKQ GFLLPSIVSE IVLLILLAAT TKLFVIPTVK 

148        ---------- ---MAWTSVG GIVTTTAVGD FLLVACIVVV IKSFIIPAVR 

ps_298c    ---------- ---MVWFGIQ GVVTSSVFGD LLLLICMAIV IYNYVTPAVK 

seq_151_   ---------- ---MSFALAN GVLTSTVVGD IALIFATLFV ILNYILPIAK 

Cs151      ---------- ------MLAS GLITSTLLAD ILLIFVTTFL IWNYVRPIVK 

ps_366a    ---------- ------MFQQ LWEPLRLILY NVAVLAILAV LFKFFKRISV 

seq_155    ---------- ---------M LLFYLQYAVY ATVCAFAVFL LPSVFTSLKR 

Seq_110_   ---------- ---------M LFMFIKYAVY ASFSLLALSI LHSLFRSIQE 

Cs_110     ---------- ---------M L-AYIPYSLC AALVVLAGSF LPSIFRSIYE 

seq_109_   ----MVAQSQ LESILLQNGG GFIFQTLLAD VLLFAALVFV TAKYVSPAVK 

ps_309     ----MVAQSQ IELLLLQSGG GFVFQTLLAD ILLLVVLAVV SAKLVVPTVK 

ps_81a     ----MVAQSQ IELLLLQSGG GFVFQTLLAD ILLLVVLAVV SAKLVVPTVK 

ps_81b     ----MVAQSQ IELLLLQSGG GFVFQTLLAD ILLLVVLAVV SAKFVVPSVK 

seq_129_   ----MVAQSQ LESLLLQSGG GFIFQTLLAD VLLFAALVFV TAKYVSPAVK 

seq_158_   ---------- ---MLLPDYL EFSLSLYSIG AVCVVVFL-- YKSRKLIGRF 

ps_315     ---------- ---MLYLDSL GYFFSTFSVV VFSCLTFLVV NEIGKLLIPH 

150610     ----MQSSGL SSIWDQLQIN DWLPSSFLVE TTLLILLIYL ITHYGLLFRE 

ps_214     ------MHLT TFLLRN---- --YPFWFVVQ SCLVILALYL FMHYGMVLRR 

ps_445a    ------MQFI TFLWENSKF- -FVFDRSFLE TCLVILALYL FMHYGMVLRR 

ps_445b    ------MQFI TFLWETSKS- -FVFGRSFIE TCLVILALYL SMHYGMVLRR 

ps_81c     ------MQFI TYLWTNFQS- -VAVGRSFIE TCLVILALYL FMHYGMVLRR 

ps_65a1    ------MKLI TYLWENYNS- -FVFGRSFIE TCLVILALYL FMHYGMVLRR 

ps_65a2    ---------- ---------- ---------- ---------- ---------- 

ps_65b     ------MHLT AYLLGN---- --YPFWFVVQ SCLVILALYL FMHYGMVLRR 

ps_65c     ------MQFT AYLLGN---- --YPFWFVVQ SCLVILALYL SMHYGMVLRR 

ps_65d     ------MQFT AYLLGN---- --YPFWFIVQ SCLVILALYL FMHYGMVLRR 

ps_65e     ------MQFT AYLLGN---- --YPFWFVVQ SCLVILALYL FMHYGMVLRR 

Cs4V5a     RLVKNRILLS SIPTMRERAY PIIGHSYL-- -LGGDPAKFF EFISTGAKAM 

seq_134_   RHFKNRLMLS RLPSLPDPAY PLIGHAYL-- -LRGDPSRFF EFVTETTNAM 

Cs4V5b     KEISNRHRIN KLPSVNSPAY PLVGHSYM-- -FPRNPDEMY DLITSWLKWV 

seq_115    EQFRKRQLIN KLPTIMETAY PLVGHSYL-- -FPKSAEELF VFITGRLNWV 

ci143467   TIAAGRRMSK IIGS--PPAQ WIVGHAYS-- -LAPTPEG-- ----LLSNVK 

ps_58a     TISAGKRMSR IVGS--PPAQ WLVGHAYN-- -LAPTTEG-- ----LLSNVK 

ps_58b     TISAGKRMSR IVGS--PPAQ WLVGHAYN-- -LAPTTEG-- ----LLSNVK 

147_       YYKRGLLYTK QGCS--PPRH WLWGHLTV-- -FPLSHDG-- ----MLKRLR 

ps_233     RYNLGLKYSR QLSC--PPTH WLWGHLAR-- -YPLNHEG-- ----VLQRMR 

148        GYQDAKKRAR SVGE--VKKH WLYGSVKM-- -FPQNEEG-- ----LMKRVA 

ps_298c    TYQASNKTAK KIGK--VKKH WFWGNLKM-- -FPANKQG-- ----LMKRVA 

seq_151_   LRQSSSNLEK QVGLGSFKKH WFFGHLRL-- -FPPLEHG-- ----LLKRAQ 

Cs151      LRQLSNKLES KIGP--NKKH WFFGHLRM-- -FPPSEEG-- ----LLKRAQ 

ps_366a    ICKIRWNLRT EWKG--PPCH WFWGHLGQVT KGN-KDPAN- ---FIPYFTK 

seq_155    FYTVRKNLNS QWPG--PKGN WFWGSSAKVI AEVQKDSAY- ---YFTYIKE 

Seq_110_   FYTVTKYLKS NWPE--PESH WLWGSFGAVM LKMSADPSY- ---YFTYMND 

Cs_110     QYRARKYLKR NWPG--PKGH WFWGYAGELM RKIRKDPGY- ---YFSYIRG 

seq_109_   HQFKMKKCGK EVGG--PKGH WFYGDLLE-- -NGYDKTG-- ----LLNSGK 

ps_309     HQIKLKKCAD EVGG--PKMH WFYGDLIK-- -YAYNEES-- ----VWNSIK 

ps_81a     HQIKLKKCAD EVGG--PKMH WFFGDLVK-- -YAYNEEG-- ----VWNSVK 

ps_81b     FQIKLKKCSD LVGG--PKMH WIYGDLVK-- -YSYNEEG-- ----VWNSVK 

seq_129_   HQVLLRKCAK EVGG--PKGH WFYGDLLE-- -YGYDETG-- ----VWNSVK 

seq_158_   LKERRIRKEL TKEIDGPQPH WLFGHLNL-- -LQPNEET-- ----ILKTCE 

ps_315     LSELRRSKAL TEEIDGPKPH WLFGHLHL-- -LKPNQES-- ----ILKTCE 

150610     TYTKSRKISE RVGVDEKNRH WFFGHLKH-- -ITNNEEG-- ----LLKFVE 

ps_214     LHNNAKHLDE IAGVEKRTKH WFYGHIKQ-- -YTNNETG-- ----VQRVIG 

ps_445a    LHNNAKHLDE VAGVDKRNKH WFYGHMKH-- -YINNETG-- ----LLRLIQ 

ps_445b    LHSNAKHLDE VAGVDKRTKH WFYGHMKH-- -YTNNETG-- ----LLRLIQ 

ps_81c     LHNNAKHLDE VAGVEKRTKH WFYGHMKH-- -YTNDETG-- ----MLRIIQ 

ps_65a1    LHSNAKHLDE VAGVDKRNKH WFYGHMKH-- -YSYNETG-- ----LLRLIQ 

ps_65a2    ---------- ---------- ---------- ---------- ---------- 

ps_65b     LHNNAKHLDE VAGVDKRTKH WFYGHFKH-- -YTNDETG-- ----VQRVIG 

ps_65c     LHNNAKHLDE IAGVDKRTKH WFYGHFKH-- -YTNDETG-- ----VQRVIG 

ps_65d     LHSNAKHLDE IAGVETRTKH WFYGHFKH-- -YTNDETG-- ----VQRVIG 

ps_65e     LHNNAKHLDE IAGVEKTTKH WFYGHFKH--- YTNDETG-- ----VQRVIG 

Cs4V5a     VTELKEQIAV IWLGPV-PVI VVCHPAAAEV ILRS----SK HMEKSYLYEF 

seq_134_   VTEVNEKIGI LWLGPV-PLM VVCHPEAAEV VLRS----SK HMEKSYLYKF 

Cs4V5b     MREAKQKLAV VWLGPV-PLV AIVHPDAAEV VLRS----SK HMEKSFVYRF 

seq_115    MTEAVEKIAV LWLGPI-PLI GVVHPEAAEV ILRS----SK HIEKSFVYTF 

ci143467   TAASYPGMMV LWLAHK-WIV QVYHPDTVGK VLST---QAT -KDDMTYE-Y 

ps_58a     AAMKFPGMMV LWLAHK-WIV QVYHPDTVGK ILLT---QAT -KDDMTYQ-Y 

ps_58b     AAMKFPGMMV LWLAHK-WIV QVYHPDTVGK ILST---QAT -KDDMTYQ-Y 

147_       TTAQYAGMFV SWAGPFTYWI ETQHPTTCAV LANS---SAP -KAEFLYG-C 

ps_233     DTAQYAATFV CWLGPFKYWL EFQHPTSCAV LANS---SAP -KAPMLYE-Y 

148        SSFEKPVWTV NWFGPYISEV VIHHADLAIT LLSS---SAP -KNNLVYG-F 

ps_298c    LTLDNPAWVA NWMGPIICEV VLHHADTAIT MLSS---AAP -KNRTGYR-F 

seq_151_   RTIQTPAWVT TWFGPLVSEA TTHHSETAIT LLAS---SAP -KNEYVYK-F 

Cs151      RTISSPAWVV NWFGPLLAEA TFHHAETAIT LLSS---SAA SKNEHLYK-F 

ps_366a    NEKLFPFGFA IYAGPLRTIL TIHHPNLVKQ VLNASTFDAP -KPKEAYGGL 

seq_155    MTKQFPQGFR GQLGPIFLSL NAYHPNMVKA VLCAPASDAP -KLNRAYK-M 

Seq_110_   CMKKYPYGFR TQLGPFIKSL NTYHPTIAKA ILN-----VP -KLKRAYK-L 

Cs_110     ITKTYPYGFS SNLTPLFASL NIYHPNAVKA VLD-----AP -KLKRAYR-S 

seq_109_   RCEEFPAMCT QWLGPVQMNV QLHHPDVTKT VLSK---SHP -KGYAYDK-F 

ps_309     RCDEFPAVCR QWLGPFQMNV QLYHPDVTKT ILAK---SVP -KSYAYDK-F 

ps_81a     RCDEFPAVCR QWLGPFQMNV QLYHPDVTKT ILAK---SVP –KSYAYDK-F 

ps_81b     RCDEFPAVCR QWLGPFHMNV QLYHPDVTKT ILAK---SVP -KSYGYDK-F 

seq_129_   RCEEFPAMCS QWLGPAQMNV QLYHPDVTKT VLSK---SYP -KSYAYNK-F 

seq_158_   QTQKYPKLGM VWFGPALAYL MVFHPHVVRP VLNV---EHP -KDNLAYR-F 

ps_315     QTKMYPKMGM AWIGPVIPYL MLIHPHVIRP LLTV---EEP -KDNLAYR-F 

150610     LAKAFPLMVS LWLGPALTTV QTYHPDSTTA LLNS---GAP -KNDLGYR-F 

ps_214     RTKYFPLMVS HWVGPVLSAL HVYHPDSVHA VLTS---GAP -KDDLVYR-F 

ps_445a    RFKTFPLMIS HWIGPVMTIL LVYHPDSVHA VLTS---GAP -KNDLWYR-F 

ps_445b    RFKTFPLMIS HWIGPVMTIL QVYHPDSVHA VLTS---GAP -KNDLGYR-F 

ps_81c     RFKAFPLMIS HWIGPVLTIL QVYHPDSVHA VLTS---GAP -KNDLGYR-F 

ps_65a1    RSKAFPLMVS HWIGPVMTIL QVYHPDSVHA VLTS---GAP -KNDLAYR-F 

ps_65a2    ---------- ---------- ---------- ---------- ---------- 

ps_65b     RTKYFPLMVS HWIGPVMSAL HVYHPDSVHA VLTS---GAP -KDDLGYR-F 

ps_65c     RTKYFPLMVS HWIGPVMSAL HVYHPDSVHA VLTS---GAP -KDDLVYR-F 

ps_65d     RTKYFPLMVS HWIGPVMSAL HVYHPDSVHA VLTS---GAP -KDDLVYR-F 

ps_65e     RTKYFPLMVS HWIGPVMSAL HVYHPDSVHA VLTS---GAP -KDDLVYR-F 

Cs4V5a     LKPWLGTGLL TSGGEKWKQR RRLITPSFHF NILQD--FLE VMNEQSATMI  

seq_134_   LHPWLGTGLL TSGGEKWKQR RRLITPSFHF NILQD--FLE VMNEESGKLI  

Cs4V5b     LHPWLGTGLL TSGGEKWKQR RRLITPSFHF NILLD--FLE VMNEQSTKML  

seq_115    VHPWLGTGLL TSGGEKWKQR RRLITPSFHF NILQE--FLE VMNEQSKKMV  

ci143467   LKAWVGYGIL TSNGERFQRQ KKLLVTAFHQ DLIKQ--YSP VFTKATDRLI  

ps_58a     LTGFVGYGLL TSNGVRWQRQ KALLSTAFHQ DLLKQ--YSP VFTSATDTLI  

ps_58b     LTGFVGYGLL TSNGVRWQRQ KALLITAFHQ DLLKQ--YSP VFTSATDTLI  

147_       LRPWIGDGLL TSKGSKWKRN RRLLTPAFHF EILKP--YLN IFNKSSYAML  

ps_233     LRPWIGDGLL LSSGNKWKRN RRLLTPAFHF EILKP--YTQ IFNKTSTAML  

148        FHPWIGDGLL TSSGRKWQRN RRLLTPAFHF SILKP--YTN VSNACVRVML  

ps_298c    LRPWIGDGLL TSSGKKWQRN RRLLTPAFHF EILKP--YGD VFNECVKVML  

seq_151_   LRPWLGDGLL VSNGKKWMRN RHLLTPAFHF SILKP--YAE ISNNCIKTMI  

Cs151      LRPWLGDGLL VSNGKKWQRN RHLLTPAFHF NILKP--YAQ ISNDCAKTMI  

ps_366a    LLKWLGLGLL SLNNREWFRH RKLLTSAFHH DILKP--YVK ISNSCTDILL  

seq_155    LFEWLGHGLL VLEDKVWFRH RRLLTPSFHF EVLKP--YVK TMNESAHVMV  

Seq_110_   LFEWLGHGLL VLEDKVWLRH RRLLTPSFHF EVLKP--YVK TMNESAHVMV  

Cs_110     LFEWLGHGLL VLEDKEWFRH RRLLTPSFHF EILKP--YIK TMNECSITMV  

seq_109_   LKPLLQDGLV TSKGDLWKRH RRLLTPIFHF DILKS--HVQ IFNQNTTELL  

ps_309     LKPLLRDGLV TSSGDIWKRH RRLLTPIFHF EILKS--HVN IFNKNASILL  

ps_81a     LKPLLRDGLg dvirryignv iRLLTPIFHF EILKS--HVN IFNENANILL  

ps_81b     LKPLLRDGLV TSSGDIWKRH RRLLTPIFHF EILKS--HVN IFNENANILL  

seq_129_   LKPLLRDGLV TSKGDLWKRH RRLLTPIFHF DILKS--HVQ IFNQNSSRLL  

seq_158_   IKPWIGDGLL VSHGSKWRRN RHLLTKAFHF DILKQ--YTK VFDACCKTML  

ps_315     IKPWIGDGLL VSHGKKWRRN RHLLTKAFHF EILKQ--YSK VFESCCNTML  

150610     IRTWIGDGLL TSKGKKWFRN RRLLTPAFHY KVLKP--YTE VFNKNSLVMV  

ps_214     LRPWIGDGLL TSKGTKWFRN RRLLTPAFHY KVLKP--YSE IFNKNSLVMV  

ps_445a    IRPWIGDGLL TSKGTKWFRN RRLLTSAFHY KVLKP--YSA IFNKNSLVMV  

ps_445b    IRPWIGDGLL TSKGSKWFRN RRLLTPAFHY KVLKP--YSE IFNKNSLVMV  

ps_81c     IRSWIGDGLL TSKGSKWFRN RRLLTPAFHY KVLKP--YSE IFNKNSLVMV  

ps_65a1    IRTIVGDGLL TSKGSKWFRN RRLLTPAFHY KVLKP--YSE IFNKNSLVMV  

ps_65a2    ---------- ---------- ---------- ---------- ----------  

ps_65b     LRSWIGDGLL TSKGSKWFRN RRLLTPAFHY KVLKP--YSE IFNKNSLIMV  

ps_65c     LRSWIGDGLL TSKGSKWFRN RRLLTPAFHY NVLKP--YSE IFNKNSLVMV  

ps_65d     LRSWIGDGLL TSKGSKWFRN RRLLTPAFHY KVLKP--YSE IFNKNSLVMV  

ps_65e     LRSWIGDGLL TSKGSKWFRN RRLLTPAFHY KVLKP--YSE IFNKNSLVMV  

Cs4V5a     RTLEGKRTAG ----SAINVG KAITMCALDI ICETAMGQTV NAQE---NDD 

seq_134_   NNLKKKLKSG ----VKVDVG KAVTMCALDI ICETAMGQTV NAQE---NDD 

Cs4V5b     RNLDAAVQSG ----SKVNVG RAITMCALDI ICETAMGRTV NAQS---DQE 

seq_115    DKLDASIASG ----SKIYVG KAITMCALDI ICETAMGQTV NAQD---HQD 

ci143467   EKWTEKQN-- ----QSVELF EDISLLTLDC ILICAMSTDL DCQRI--GKQ 

ps_58a     EKWGKKQN-- ----RSVELF EDISLLTLDC ILICAMSTDL DCQRI--GKK 

ps_58b     EKWGKKQN-- ----RSVELF EDISLLTLDC ILICAMSTDL DCQRI--GKK 

147_       EKWKRHSG-- ----QSYDVY GDVSNLTLDT MMQCAMSTDT DSGGEDGG-- 

ps_233     NKWSKHAG-- ----QSYDIY GDVSNMAFSA MMQCTMSTEL ESNQEE-G-- 

148        DKWSKKVG-- ----TSMEIY LDVNLMTLDT ILQCAMSTKS DCQNR--SKK 

ps_298c    DKWEAGPN-- ----NQVEIY KDISLMTLDT MLQCAMSNKS NCQKI--GGR 

seq_151_   EKWTTKTN-- ----VAFDIY KDVNSMTLDT MLQCAMSFKI EGLKE--RQK 

Cs151      TKWTKKTG-- ----VAFDIY TDVNQMTLDT MLQCAMSFKI ERQNE--KEK 

ps_366a    DTWQKKVKQQ P-TGFSIEIF EQASLLTLDI ALQCLMSYES KCQE---RLD 

seq_155    ENWLGKTSEN K--VVEIEIF HSASLMTLDT ILKCLMSYQS NCQEE--KST 

Seq_110_   ENWLSKTSDN K--VAKVEIF HYASLMTLDT TLRCLMSYQS NCQDE--NST 

Cs_110     ESWVKKTSEK ARIADDMDIT PSISRMTLDT ILKCLMSYES NCQDE--KST 

seq_109_   DWMEEASKSD ----VGGNLM IPCSNMAFNN VMECVMSQKC SAKE---GEI 

ps_309     NFCEKASENG ----ERSDVS VASADMAFTN VMECVMSQRA NDNT---EGA 

ps_81a     DFCEKASESG ----SGSDVS IASADMAFTN VMECVMSQKA TDNT---EGT 

ps_81b     DFCEKASESG ----SGSDVS VASADMAFTN VMECVMSQKA TDNT---E-T 

seq_129_   EWMEETSKSD ----VGRDVA VPDCDMAFSN VMECVMSKKS SDLT---GET 

seq_158_   EKWSRKCDG- ----STVEVF RPVSLMTLDS MLQCAISCET ECQQE--GNS 

ps_315     DKWTDKCDG- ----NMVEVS SPISRMTLDS MMQCAISCET DCQLE--GKS 

150610     NKLNKLCD-- ----QPVNIY THVGLMTLDT MLQCAMTSKT NCQHV--T-D 

ps_214     DKFKKLCG-- ----QSIEVH THVGLMTLDT MLQCAMSTKT NCQHD--T-D 

ps_445a    DKFKKLCG-- ----QSIEVH THVGLMTLDT MLQCAMSTNT NCQHV--T-D 

ps_445b    DKFKKVCG-- ----QSVEVH THVGLMTLDT MLQCAMSTNT NCQHV--T-N 

ps_81c     DKFKKLCG-- ----QSVEVH THVGLMTLDT MLQCAMSANT NCQHV--T-N 

ps_65a1    DKFKKLCG-- ----QSVEVH THVGLMTLDT MLQCAMSANT NCQHV--T-N 

ps_65a2    ---------- ---------- ---------- ---------- ---------- 

ps_65b     DKFKRLCG-- ----QSIDVY TPVGLMTLDI MLQCAMSTKT NCQHE--T-D 

ps_65c     NKFKKLCG-- ----QPVDVY THVGLMTLDT MLQCAMSTKT NCQHE--T-D 

ps_65d     NKFKKLCG-- ----QSVDVH TPVGLMTLDT MLQCAMSTKT NCQHE--T-D 

ps_65e     NKFKKLCG-- ----QSVDVY THVGLMTLDT MLQCAMSTKT NCQHE--T-D 

Cs4V5a     SDYVKSLYRI SELIQLRQK- -TPTLWWDAA FSRMKV---- GKEQESLLRT 

seq_134_   SSYVRALYRI SELIQLRQK- -TPTLWWDPA FSRMKL---- GKEHENLLSI 

Cs4V5b     SEYVKALYRI SDIIQQRQK- -SPALWWDLA FSKMAM---- GREHDATIDV 

seq_115    SEYVKALYRI SDLVQFRQR- -TPALWWDAV FSRSKL---- GIEHDTILCT 

ci143467   HPYIDAVHQL AYLAIKRFY- -NPWVRHDFI YNLTSE---- GRLWKKLLKV 

ps_58a     HPYIEAVHHL SYLAIKRFY- -NPWVRHDFV YNLTAD---- GRLWHKSLKV 

ps_58b     HPYIEAVHHL SYLAIKRFY- -NPWVRHDFV YNLTAD---- GRLWHKSLKV 

147_       YGYINAVHEL TLLVMERVY- -NPLHMIDWI YHFSSN---- GRRFRKLVDF 

ps_233     GDYISAVHEL TEIIIKRIN- -FPLLMVDWI FNLTPS---- GRRFWKLVDF 

148        NEYIEAVHDV SKYIMSRVH- -KPLLHIDWI YWLTAE---- GRKFKQLVKV 

ps_298c    NEYIEAVHDL SIFTIQRAH- -SPLMHIDWI YWLSRE---- GRKCKKALDI 

seq_151_   NTYLQAVRDL STLTMARIS- -NPLLHIEWI FWRSST---- GRKYKAALEI 

Cs151      NIYLQAVRDL TNLTMERIT- -RPLLHIEPI FWLSST---- GRKYKEALEI 

ps_366a    NDYISSIKNL SFLYVRRNRS KNLLLKYFPF LYKWSQ---E GKLYYKECDS 

seq_155    NTYVAKIYQL SNTVVKRMRD LNLFKRIDPI YYLTKN---- GKLYKKLCDD 

Seq_110_   NDYVAKIYEL SETIVRRQRN LNILNRIDPI YNVTKE---- GRKYLKLCDD 

Cs_110     NSYVSKIYEI SASVAHRMRD VNIFKRINAI FYATAH---- GKAFLKLCEA 

seq_109_   STYTGYVKSM SNMMFQRLS- -RPLLHSDTL FRVSKL---- GKRFSIAKKG 

ps_309     AKYVAYIRSA SAIMFQRLC- -RPHLHADTL FNLSKL---- GRKFAKVKQG 

ps_81a     AKYVDYVRSA SAIMFERLC- -RPLLHTDTL FSLSNL---- GRNFAKVKLG 

ps_81b     AKYVDYVRSA SAIMFERLC- -RPLLHTDTL FSLSKL---- GRNFAKVKLG 

seq_129_   TRYTGYVQSV SAMMFQRLC- -QPILHSDSM FKVSGL---- GRRFAVAKKG 

seq_158_   NTYTDAVFTL TTIAMKRIF- -NPFCHVDWI FAMTKS---- GRQFKAAAKL 

ps_315     NEYTSAIYTL TTIAMKRIF- -NPFCHIDWI FGITKS---- GRQFKEAAKY 

150610     HPYLLAVKEI SDLIIARVR- -QPLHFFDWM YNLSAA---- GKRNKEVTKI 

ps_214     HPYLLAVKEV GQLVIERAR- -QPLHFFDWI YNLSAN---- GKRNKVVVKF 

ps_445a    HPYLLAVKEV GNLLMERSR- -QPLHFFDWI YNLSAN---- GRRNKVVVKV 

ps_445b    HPYLMAVKEV GDLLMERSR- -QPFHFFDWM YNLSAN---- GIRNKVVVKV 

ps_81c     HPYLMAVKEV GDLVMKRIR- -QPLHFFDWI YNLSAN---- GRRNKIVVKV 

ps_65a1    HPYQLAVREA GELVIKRLR- -QPLHYFDWI YNLSAN---- GRRNKVVVKV 

ps_65a2    ---------- ---------- ---------- ---------- ---------- 

ps_65b     HPYLLAVKEV GELVIERTR- -QPLHFFDWI YNLSAD---- GKRNKSVVKF 

ps_65c     HPYLLAVKEV GELVIKRLR- -QPLHYFDWI YNLSAN---- GKRNKIVVKF 

ps_65d     HPYLLAVKEV GELVIERLR- -QPLHYFDWI YNLSAN---- GKRNKIVVKF 

ps_65e     HPYLLAVKEV GELVIERLR- -QPLHYFDWI YNLSAN---- GKRNKVVVKF 

Cs4V5a     LHGFTRDVII ERAKTKD--- -----SKKCR G--------- -DAFNPKRLA 

seq_134_   LHGFTRDVIT KRAKTRD--- -----QKIVE ---------- ----NPRRMA 

Cs4V5b     LHRFTMNVIS DRAQSKT--- -----EIKVG ---------- -WIFDTRRMA 

seq_115    LHGFTRNVIT ERAQGK---- -------GKK ---------- -EIENPRRLA 

ci143467   VHEMSESVVK ---------- -------ARR KVVSI--SDK PKLSKTKYVD 

ps_58a     VHDLSESVVV S--------- -------ARR KVVKI--DDK PRLSKTKYVD 

ps_58b     VHDLSESVVV S--------- -------ARR KVVKI--DDK PRLSKTKYVD 

147_       VHETSETIIK ERKKELETLV QE-DNDNAST ATNNE--LSS FKKRGTKHLD 

ps_233     VHKTSEAIIE ARRIELNQRN KS-DNLEPLN ITG----VSQ FKKRGTKHLD 

148        LHDQSEKVIR ERRKTLENRK FE-EE----- ---------- --SSGKKRLD 

ps_298c    VHRQSEKVIS ERKKVLLMNT GE-SD----- ---------- RRRNKRKHLD

seq_151_   VHQQTKQVIR ERKEELKKAS EV-SE----- TVTEGS-ETA QVTRKGKYID

Cs151      VQGQTNRVIQ ERRAELKTSK EV-HE----- SV-EGL-DQV KVTRKGKYID 

ps_366a    VHKFSTSLIN RRKQELG--- ---------- --------NP DIAPKREFLD 

seq_155    VHKFSESVID RRKCDIG--- ---------- --------QP AHNGTRKHFD 

Seq_110_   VHKFSESVIN RRKCDSE--- ---------- --------QP AHNETRKYFD 

Cs_110     VHEFSDSVIN CRKAELK--- ---------- --------QP LVKQNRKYLD 

seq_109_   IEDYASKLIK ERRAILSSNS PNSELTTTNI KDEVTGTSFN FTRRKGKMVD 

ps_309     IEEYAFKIIV QRRQILSNTS SSGDLTNASV KDAN-GTVFN FSRRRGKIVD 

ps_81a     IEDYAHKLIV QRRAMFSNTS TSSDLTKATV KDAS-GTEFN FSRRRGKMVD 

ps_81b     IEDYAQKLIV QRRAMFSNTS ASSDLTKATV KDAS-GTEFN FSRRRGKMVD 

seq_129_   IEDYANKIII ERRAILSSNS PNSELTTTTV KDDVTGTSFN FNRRKGKMVD 

seq_158_   IHEFDEKVIR ERRQENKKIL GRSDDEDLTQ EDLEK--ITS WRKSDGRYLD 

ps_315     IHDFDEKVIC ER-QFSNRSV LLQHLAENDK SDSEK--IAA HRKSEGKHLD 

150610     LHEHTEKIIS ERKAVL---- ---AKTANID PEPSD--VEG FRKTEGKTLD 

ps_214     LHDHTETIIA ERKEVL---- ---AKAVNDD ENDSG--MEG FQTIKGKALD 

ps_445a    LHDHTEKIIA ERKEVL---- ---AKAVNHD ENYSE--MKG FQKIKGKALD 

ps_445b    LHDHTEKIIA ERKEVL---- ---AKAVNDE EKDSE--MEG FQTIKGKVLD 

ps_81c     LHDHTEKIIA ERKEVL---- ---AKAVKND ENDSE--MEG FQKMKGKALD 

ps_65a1    LHDHTEKIIA ERKEVL---- ---AKAANDD ENDSE--LEG FQKLKGKAVD 

ps_65a2    ---------- ---------- ---------- ---------- ---------- 

ps_65b     LHDHTETIIA ERKEVL---- ---AKAINDD ENDSG--MEG FQTIKGKSLD 

ps_65c     LHDHTETIIA ERKEVL---- ---AKAVNDD ENDSE--MEG FQKLKGKALD 

ps_65d     LHDHTETIIA ERKEVL---- ---AKAVNDD ENDSE--MEG FQKLKGKALD 

ps_65e     LHDNTETIIA ERKEVLQN-- ---AKAVNDE ENDSK--MEG FQTIKGKALD 

Cs4V5a     FLDVLLH--- -AETEDGKTL SLNDIQEEVD TFMFEGHDTT AAA------- 

seq_134_   FLDVLLH--- -AETEDGKTL SLNDIQEEVD TFMFEGHDTT AAA------- 

Cs4V5b     FLDVLLR--- -AESEDGRSL SLSDIQEEVD TFMFEGHDTT AAA------- 

seq_115    FLDVLLN--- -AETEDGKSL SLNDIQEEVD TFMFEGHDTT AAA------- 

ci143467   FLDVLLR--- -AKDESGEGL TDQEIREQVD TFLFAGHDTT ASA------- 

ps_58a     FLDILLR--- -TKDQSGEGL SDREIREQVD TFLFGGHDTT ASA------- 

ps_58b     FLDILLR--- -TKDQSGEGL SDREIREQVD TFLFAGHDTT ASC------- 

147_       FLDILLQ--- -TKDENGNGL TLKEIRDEVD TFLFEGHDTT ASG------- 

ps_233     FLDILLQ--- -TRDEDGNGL TQQEIRDEVD TFLFGGHDTI ASG------- 

148        FLDILLH--- -TKDEDGKGL NDSEIRDEVD TFLFAGHDTT ASG------- 

ps_298c    FLDILLQ--- -TKDEDGMGL SDKEIQEEVD TFLFEGHDTT ASG------- 

seq_151_   FLDILLH--- -TKDENGIGL SDVEIENEVD TFLNEGHDTT ASG------- 

Cs151      FLDILLQ--- -TKDEDGVGL SMQEIRDEVE TFLNEGHETT AIG------- 

ps_366a    FLDMLLQ--- -ARDSNGLGL TTSEICAEVD TFLFGSHDTT ASA------- 

seq_155    FLDTLLK--- -ARDSDGKGL SDSEIRAEVD TFMFEGHDTT ASG------- 

Seq_110_   FLDTLLK--- -ARDSDGKGL SDSEIRAEVD TFMFEGHDTT ASG------- 

Cs_110     FLDTLLK--- -ARDADGKGL SDREIRAEVD TFMFEGHDTT ASG------- 

seq_109_   FLDILIQ--- -TKDQDGVGL KNDEINDEVI TFFSAGHETV SNA------- 

ps_309     FLDILIQ--- -TKDQDGVGL TNTEINDEVV TFFSGGQETV SNA------- 

ps_81a     FLDILIQ--- -TKDQVGVGL TNTEINDEVI TFFSAGHETV SNA------- 

ps_81b     FLDILIQ--- -TKDQEGVGL TNAEIKDEVI TFFSAGHETV SNA------- 

seq_129_   FLDILIQ--- -TKDQDGVGL TNDEINDEVI TFFSAGHETV SNA------- 

seq_158_   FLDMLIL--- -TRDDDGKGL TEREIRDEVD TFLFEGHDTT ASG------- 

ps_315     FLDILLL--- -TRDEDGKGL TEREIRDEVD TFLFEGHDTT ASG------- 

150610     FLDILLQ--- -CKDENGEGL SDIEIRDEVD TFLFAGHDTT SSG------- 

ps_214     FLDILLQ--- -SKDEDGKGL TDIEIRDEVD TFLFEGHDTT SSG------- 

ps_445a    FLDILLQ--- -SKDEDGKGL TDIEIRDEVD TFLFEGHDTT SSG------- 

ps_445b    FLDILLQ--- -SKDEDGKGL TDIEIRDEVD TFLFEGHDTT SSG------- 

ps_81c     FLDILLQ--- -SKDENGKGL TDIEIRDEVD TFLFEGHDTT ASG------- 

ps_65a1    FLDILLQ--- -SKNDNGKGL TDIEIRDEVD TFLFAGHDTT SSG------- 

ps_65a2    ---------- ---DEDGKGL TDIEIRDEVD TFLFEGHDTT SSG------- 

ps_65b     FLDILLQ--- -SKDEDGKGL TDIEIRDEVD TFLFEGHDTT SSG------- 

ps_65c     FLDILLQ--- -SKDEDGKGL TDIEIRDEVD TFLFEGHDTT ASG------- 

ps_65d     FLDILLQ--- -SKDEDGKGL TDIEIRDEVD TFLFEGHDTT ASG------- 

ps_65e     FLDILLQ--- -SKDEDGKGL TDIEIRDEVD TFLFEGHDTT ASG------- 

Cs4V5a     --------MT WAIYALGRHP EIQQKVHEEL DSVFEDDRFG AITNAQLQKL 

seq_134_   --------MT WAIYVIGRHP DIQKKIHEEL DAVFGEDRGG TITNNQLQKL 

Cs4V5b     --------MT WTIYLIGRHP AIQARIHEEL DDVFGGDMG- TITNSHLQKL 

seq_115    --------MT WTVYLIGRYP DIQEKLHEEI DSVFHDDKEG VISNSQLQKL 

ci143467   --------IC WFLYNLACNP EYQDKCRKEV KEVMEGRKD- -VQMFDIGDM 

ps_58a     --------IS WLLYNLARHT EYQEKCREEI REIMEDRKN- -VQLFDIAEM 

ps_58b     --------IV WLLYNLARHP EYQEKCREEI REIMEDRKN- -VQLFDVGEM 

147_       --------IA WCLYNLAKHP EYQQRCREEV LEEVGEKEK- -IEWEDLSKL 

ps_233     --------LS WCLYNLATHP DYQERCRQEL VDVVGDNEL- -IEWDDLPKL 

148        --------IA WALYNLAVNV DCQDKCREEL KSVVGDKEN- -IEWEDLSKL 

ps_298c    --------IA WALYNLASNE NCQDKCREEL RRVVGEKEN- -IDWDDLSKL 

seq_151_   --------IS WSLYMLAQHP EYQQKCRDEL EEVLKDKED- -IDWSNLTKL 

Cs151      --------SS WTIYMLAMNP ECQKKCREEL SDVIKDKED- -IEWSDLKKL 

ps_366a    --------IS WFLYCISQNP EVQNKCFQEI TQVLGDRKN- -VRWSDLSSL 

seq_155    --------IS WTFYCLAMHP EHQEKCFQEI EKVMADRTD- -IEWNDLSNL 

Seq_110_   --------IS WTFYCLAMHP EHQEKCFQEI EKVMADRTD- -IEWNDLSNL 

Cs_110     --------IS WILYCLAENA DHQEMCFREI QEQMGDRTD- -IEWDDLAKL 

seq_109_   --------IS WGLYTLASNL DCQTRCREEI KSAVGDKET- -LEWADLSKL 

ps_309     --------IT WTLYSLANNM DYQQRCREDI KEMLGDKSD- -IEWGDLSKL 

ps_81a     --------IT WTLYTLASNL DCQTRCREEI QSALGEKSN- -VEWENLSKL 

ps_81b     --------IT WTLYTLASNL DCQTRCREEI QSALGEKSN- -VEWENLSKL 

seq_129_   --------IT WSLYTLASNL DCQTRCREEI KSAVGDKET- -LEWADLSKL 

seq_158_   --------IA WSLYCLAANE EYQEKCREEI EQVVGSKDA- -LEWQDLSKL 

ps_315     --------IA WSFYCLATNT EHQETCRREI KEVLGTKTS- -LNWQDLSKL 

150610     --------IA WAMFHLAKYP EFQTKCREEL KEVLGNKDE- -IEWSDLPQL 

ps_214     --------IA WALYHLAKYS EFQAKCREEL TEVLGDRKY- -VEWNDLPKL 

ps_445a    --------IA WALYHLAKYP EFQSKCR-EE TEVLGDRKY- -VEWNDLPKL 

ps_445b    --------IA WALYHLAKYP EFQTKCRDEL TEVLGDRKY- -VEWNDLPKL 

ps_81c     --------IA WALYHLAKYP EFQTKCREEL TEVLGDQKY- -VEWNDLPKL 

ps_65a1    --------IS WALYHLAKYP EFQTKCRDEL TEVVADREY- -VEWNDLPKL 

ps_65a2    --------IA WTLYHLAKYP EFQTKCRDEL TLVLGDGKN- -VEWNDLPKL 

ps_65b     --------IA WALYHLAKYP EFQTKCREEL TEVLGDRKY- -VEWNDLPKL 

ps_65c     --------IA WALYHLAKYP NFQSKCREEL TEVLGDRKY- -VEWNDLPKL 

ps_65d     --------IA WALYHLAKYP NFQSKCREEL TEVLGDRKY- -VEWNDLPKL 

ps_65e     --------IA WALYHLAKYP NFQSKCREEL TEVLGDRKY- -VEWNDLPKL 

Cs4V5a     SYLERVIKES LRMFPSVPMF ARVLSEDCKL GG-------- ----------- 

seq_134_   SYLERVIKEC LRLYPSVPFY ARVLSEDCKV GD-------- ----------- 

Cs4V5b     SLLERTIKES LRMFPSVPFI GRVTTEECSV GS-------- ----------- 

seq_115    SYLERVIKES LRLYPSVPFI GRVTTEECVI AD-------- ----------- 

ci143467   TYLNMCLKES MRLHSPIPFI GRKVKNPINL RRPNDN---- ----------- 

ps_58a     SYLTMCIKES MRLYSPIPFI GRKIKNKLNV HRPNGA---- ----------- 

ps_58b     TYLTMCMKES MRLYAPVPFI GRKIKNKLNV HRPNGA---- ----------- 

147_       TYLAMCIKES LRLNPPVFCV GRELNEDLTF NDKYTPC--- ----------- 

ps_233     NYLAMCIKES LRLFPPAFGV GRVLNEDLTI KDKYATC--- ----------- 

148        SYLTLCIKES LRLCPPVPFI GRELNEPLKF RSKLKEP--- ----------- 

ps_298c    PYLTMCIKES LRLYPPVPFI GRELKEPLQF QSDFNKT--- ----------- 

seq_151_   QYLTMCIKET LRIRPPVPAI SRQLDQPLTF KSKTHNV--- ----------- 

Cs151      QYLTMCVKET LRLRPPVPAI SRLLDQPLTF KSKTHQV--- ----------- 

ps_366a    PYLTRCIKET LRLYPPAPYI SRIVNKDIYA EGK------- ----------- 

seq_155    PHLTLCIKES LRQYPPVPII FRKLNKDIEV DGK------- ----------- 

Seq_110_   PHLTLCIKES LRQYPPVPII FRKLNKDIEV DGK------- ----------- 

Cs_110     PCLTMCIKES MRLFPPVPII FRKLNKDIEV DGK------- ----------- 

seq_109_   PYLTQCIKEA MRLFPTLHVI SRQLSEDVTL SHRFND---- ----------Y 

ps_309     PYLTQCIKEA MRLYPTVHVI GRYLTEDVTI SHRFND---- ----------W 

ps_81a     PYLTQCIKEA MRLFPTLHVI GRYLTEDVTI SHRFND---- ----------W 

ps_81b     PYLTQCIKEA MRLFPTLHVI GRYLTEDVTI SHRFND---- ----------W 

seq_129_   PYMTQCIKEA MRLFPTLHVV GRQLTEDVTL SHRFND---- ----------W 

seq_158_   PFVTMFIKEV LRLYPPVFAV ARRTEQPVKF PRGFGRDQLN VGDEQLP-KSD 

ps_315     PFVTMFIKEV LRLYPPVFAI ARRTQHAIQF PRGFGADQHC MEDVPLDTKEG 

150610     VYLTMFLKES MRLRPPVYAV GRYLEHPITI KDKNTK---- ----------- 

ps_214     EYLTKFIKES MRLKPPVYSI GRELEEPLKI KEKVSG---- ----------- 

ps_445a    EYLTKFIKES LRLKPPVYIM GRQLEEPLKI IEKCSE---- ----------- 

ps_445b    EYLTKFIKES LRLKPPVYIM GRQLEEPLKI TEKSSG---- ----------- 

ps_81c     EYLTKFIKES MRLVPPVYAI GRKLEKPLNI KEKDSE---- ----------- 

ps_65a1    EYLTKFIKES MRLVTPVYSI GRQLEKSLKI KEKDSE---- ----------- 

ps_65a2    EYLTKFIKES MRLKPPVYLI GRQLEEPLKI TEKSSG---- ----------- 

ps_65b     EYLTKFIKES MRLKPPVYAI GRELEEPLKI KEKVSG---- ----------- 

ps_65c     EYLTKFIKES MRLKPPVHAI GRDLEEPLII KEKVSG---- ----------- 

ps_65d     EYLTKFIKES MRLKPPVHAI GRDLEEPLKI KEKVSR---- ----------- 

ps_65e     EYLTKFIKES MRLKPPVHAI GRDLEEPLKI KEKVSG---- ----------- 

Cs4V5a     --YSVPKGTQ AIIFGYTIHH HPGIWEDEE- RFEPDRFLAE NCVGRHPYAY 

seq_134_   --YMVPKGTQ TVIFAHTIHH HPYVWEDPE- KFDPDRFLAE NCVKRHPYAY 

Cs4V5b     --HSIPAGTQ VAIFIDSLHH NPSVWPDVD- RFDPDRFLPE NCVGRHPYSF 

seq_115    --HVIPVGTQ VALFIESMHR NPAVWPDAE- KFDPDRFTAE NCVGRHPYAY 

ci143467   TEVTLCPGTT IIPHLLSLHR NPDVWDEPE- VYDPERFNTK NASRLHPYAY 

ps_58a     SDVTLDADVT VIPHLFTLHR NPEIWDDPE- VFDPERFNVK NSAKMHPYAF 

ps_58b     SDVTLDADVT VIPHLFTLHR NPEIWDDPE- VFDPERFNVK NSAKMHPYAF 

147_       KKMKVESGNT VLMQIMSMHR NPHVWENPE- VYDPERFSAE NMKNRHSMSF 

ps_233     QNVTAVAGTT ALLQITALHR NPHVWENPE- VYDPERFSAD NMKGRHPMAF 

148        NETTIDAHSN IALHIFTLHR NVHVWDSPE- EFIPERFKPE NMKGRSPHAY 

ps_298c    KQTTIEAKSQ VALHIFSLHR NVHVWESPN- EYNPERFNPE NIKGRSPHAY 

seq_151_   PPTTLAKGSF AGVQIFSLHR NVHVWEEPE- VFNPDRFTQD NIKKRSPHAF 

Cs151      PETTLEKGSI AGVNIFALHR NVHVWEDPE- VFDPERFNPE NTEQRSPHAF 

ps_366a    ---TILKGTT VLLSIIGVQR SVLFWKHPQ- KFNPDRFTPE SASMQNNHAF 

seq_155    ---TIVKDTD VILHIYALHH HEEFWKDPH- IFDPSRFTQE NMKSMNSYAY 

Seq_110_   ---TIVKDTN VVLHIYALHH HEEFWKDPH- IFDPSRFTQE NMKSMNSYAY 

Cs_110     ---LIAKGTD IVLHIYALHH HEMFWKDPE- KFDPNRFLPK NSSNVEGYTY 

seq_109_   KPIIIPKGVC VAVNIFAMSR NPHIWEEPE- KFNPDRFTPE NTSKRSPHAF 

ps_309     KPLTIPQGVC VAINALAMHR NPHIWKDPE- TFDPDRFTPE NSSKRSPHAF 

ps_81a     KPLTIPQGVC VGVNIFAMHR NPHVWEDPE- KFDPDRFTPE NSAKRSPHAF 

ps_81b     KPLTIPRGVS VVVNIFAMHR NPNLWEDPE- KFDPDRFTPE NSSKRSPHAF 

seq_129_   KPVTLPKGSS IGVNIFAMNR NPHIWDEPE- KFDPERFSPD NTANRSPHAF 

seq_158_   CSRVVDAPLN IGIPIMTLHR NEQVWEDAK- VFDPYRFSTE NCAKRSPYAY 

ps_315     CGRKVEAPCN MAIPIMNVHR NEQLWDDPQ- VFNPMRFSAE NCSKRSPYAY 

150610     RDTVIPAGTN VSMHIFTLHR HPDFWDEPS- KFDPERFTKE NIAKRPAFAY 

ps_214     HESTIPTGTN LVTNIIALHN HVKLWKNPT- VFDPERFTKE NIAKRPAFAY 

ps_445a    RVSTIPAGTN VSTSIFMLHR HENFWENPT- VFNPERFTKE NIAKRPAFAY 

ps_445b    RVSTIPVGTN VSTSIFMLHR HENFWDNPT- VFDPERFTKE NIAKRPAFAY 

ps_81c     HESTIPAGTN IGTSIFALHR HVHFWENPT- VFDPERFTKE NIAKRPAFAY 

ps_65a1    HVYTIPAGIN VSTSIFALHR HESFWENPS- VFDPERFTKE NIAKRPAFAY 

ps_65a2    RESTIPAGTN VSTSIFMLHR HEHLWENPT- VFDPERFTKE NIAKRPAFAY 

ps_65b     HESIIPTGTN LVTNIIALHN HVKLWQNPK- VFDPERFTKE NIAKRPAFAY 

ps_65c     HESIIPTGTN LVTNIIALHN HVKLWQNPK- VFDPERFTKE NIAKRPAFAY 

ps_65d     HESIIPTGTN LVTNIIALHN HVKLWQNPK- VFDPERFTKE NIAKRPAFAY 

ps_65e     HESIIPTGTN LVTNIIALHN HVKLWQNPK- VFDPERFTKE NIAKRPAFAY 

Cs4V5a     IPFSAGPR-N CIGQKFAMME EKVVLCHLLR RYSVISHDKE EDLLINADLI 

seq_134_   IPFSAGPR-N CIGQKFALME EKVILSKLLH NYFVVSHDKK EDLVINGDLI 

Cs4V5b     IPFSAGPR-N CIGQKFALME EKVLLTQILR KYSIHSHDEE EDLRKQADLI 

seq_115    IPFSAGPR-N CVGQKFAMME EKVILAQILR RFSLVSHDKE EDLKKQADLI 

ci143467   IPFSAGPR-I CIGQNFALVE MKLTVAKLLL NYEFYVDEDI PKPQPIPNVV 

ps_58a     VPFSAGPR-V CIGQNFAMIE MKLIVSKLLL NFEFWVDGET PEPKMIPNIV 

ps_58b     VPFSAGPR-V CMGQNFAMIE MKLIVSKLLL NFEFWVDGET PEPKMIPNIV 

147_       LAFSAGPR-N CIGRNFAMNE LRVVIGQTLR QYKLWCDDDT PEPKMQPNII 

ps_233     LSFSAGPR-N CIGRTFAMNE MRVVIGQTLR KYELWCDRDT PEPRMKPNLI 

148        LPFSAGPR-N CIGQNFAMNE MKIAIGQTLR RFKVIPDESS PKPSITPQVV 

ps_298c    LPFSAGPR-N CIGQNFALNE LKISIGQTIR RFKLYTDETT PTPIIKPALV 

seq_151_   LPFSAGSR-N CIGQNFAMNE MKIAVGQIIR KYELYIDDDT PDTVMETALV 

Cs151      LPFSAGSR-N CIGRNFAMNE IKIAVGQVLR KFEFYIDDET PATKMATSMV 

ps_366a    IPFSAGPR-N CIGQHFAMNE MRVVLSKMLR TFRFSIDPNH -KIVPCHEII 

seq_155    VPFSAGPR-N CIGQRFAMNE IKIAVAQVLR KFQLKPDLSK -KIQHSVDVI 

Seq_110_   VPFSAGPR-N CIGQRFAMNE IKIAVAQVLS KFQLKPDLSK -KIQHSVDVI 

Cs_110     VPFSAGPR-N CIGQRFAMNE LKIAVAQVLR KLRISPSSNR –KIQHAVDVV 
seq_109_   IPFGAGPR-N CIGQNFGMQQ IRVVLSKVLR KYEVYVDETL PKPEMSPGVT 

ps_309     IPFGAGPR-N CIGQNFAMQQ VRVSISKILL KYEVYIDKSC PKPVMVPGVT 

ps_81a     IPFGAGPR-N CIGQNFGMQQ IRVNVSKVLL KYEVYTDESC PKPIMVPGVA 

ps_81b     IPFGAGPR-N CIGQNFGMQQ IRVTVSKILQ KYEVYIDESC PKPIIVPGVT 

seq_129_   IPFGAGPR-N CIGQNFGMQQ IRVVLSKVLR KYEVYVDETL PKPVMVPGVA 

seq_158_   LPFSAGPR-N CIGQNFAMAE LKTVLVRTLL RYKLYVDNQC PDPKMSPMIV 

ps_315     IPFSAGPR-N CIGQNFAMAE LKTVIAQTLL RYKLYVDDEC PTPVMSPMIV 

150610     VPFSAGSR-N CIGQNFAMNE MKISLAHVIR NLRLYIDDET PVPKMQPRLI 

ps_214     VPFSAGNR-N CIGQNFAMNE MKICLAQVIR NLRLYIDGDS PVPKMHPMLV 

ps_445a    VPFSAGSR-N CIGQNFAMNE MKICLAQVIR KLRLYIDGDS PVPKMLPRII 

ps_445b    VPFSAGSR-N CIGQNFAMNE MKICLAQVIR NLRLYIDGDS PVPKMLPRII 

ps_81c     VPFSAGSR-N CIGQNFAMNE MKICLAQVIR NLRLHIDGDS PVPKMQPRLI 

ps_65a1    VPFSAGSR-N CIGQNFAMNE MKICLAQVIR NLRLYIDGDS PVPKMQPLLV 

ps_65a2    VPFSAGSR-N CIGQNFAMNE IKICLAQVIR NLRLYIDGDS PDPKMLPRII 

ps_65b     VPFSAGSR-N CIGQNFAMNE MKICLAQVIR NLRLCIDGDS PVPKMHPMLV 

ps_65c     VPFSAGSR-N CIGQNFAMNE MKICLAQVIR NLRLYIDGDS PVPKMHPMLV 

ps_65d     VPFSAGSR-N CIGQNFAMNE MKICLAQVIR NLRLYIDGDS PVPKMHPMLV 

ps_65e     VPFSAGSR-N CIGQNFAMNE MKICLAQVIR NLRLYIDGDS PVPKMHPMLV 

Cs4V5a     LRSSTPLNIT LKPR-----

seq_134_   LRSSTPLNIT LEARK----

Cs4V5b     LRSSTPLNIS LTPRA----

seq_115    LRSSKPLNIT LTPRV----

ci143467   LRSQNGLYVK FRKI-----

ps_58a     LRSENGVHVK FKDLQS---

ps_58b     LRSENGVHVK FKDLQS---

147_       LRSANGIHIK FKPV-----

ps_233     LRSSNGIHIK FKPL-----

148        LRPKDGIFIK LMKI-----

ps_298c    LRPTNGIHIK FQPV-----

seq_151_   LRSTNGIMIK IRKI-----

Cs151      LRAKDGIMLK LRAI-----

ps_366a    YRSRGGIHLI VEPRTSVSI

seq_155    YRATTGLYLK AERRV----

Seq_110_   YRATTGLYLK AERRV----

Cs_110     YKTKNGIYLR FEQRNCLTS

seq_109_   VQPKDGVFIK VRKLTTQ--

ps_309     MQPKDGVFIK VRKL-----

ps_81a     MQPKDGVYIK VRKL-----

ps_81b     MHPKDGVFIK VRKL-----

seq_129_   MQPKNGVYIK VRKLSKE--

seq_158_   LKSLNGIHIK LKKI-----

ps_315     LKSTNGIHIK LEKI-----

150610     LQSSTGIFVK IEKLERQ--

ps_214     LQSESGIFIK FEKI-----

ps_445a    LQSESGIFIK FEKI-----

ps_445b    LQSESGIFIR LEKI-----

ps_81c     LQSESGIFVK FEKL-----

ps_65a1    MQSETGIFIK FEKI-----

ps_65a2    LQSESGIFIK FEKI-----

ps_65b     LQSKSGIFIK FKKI-----

ps_65c     LQSKSGIFIK FEKI-----

ps_65d     LQSKSGIFIK FEKI-----

ps_65e     LQSKSGIFIK FEKI-----


