
Alignment of 2D18 UTR and chr7:120781147-120786504

Matching bases in cDNA and genomic sequences are colored blue and capitalized. 

cDNA CYP2D18 

CTGCTCCTCA CAGCTCCCCC TCCACCTCTG AGTGGATCCT CCTCTGAGTT  50

TCTCTTCTTC CTCAGAGCTC CTCCTCCTCC CGGTCCTGCA AGGCTCCAGA  100

CTTCTCGACT TGGTTTCAGA AAGCACCGGT GGCTGTA

Intron of 5179 bp

                                        GTC GGGATTGAGA  150

GGTGTTTCCA AAGAAACCCA AAGAGCAGCA GGGCAGCC

Rat Genomic chr7 (reverse strand):

gcctcctcct ctcccccccc cacccgcctc ctccccgccc ctcccatctc  120786555

ctccttcacc tctccccacc tcctcgaatt tgc cattctc ttcagagttg  120786505

CTGCTCCTCA CAGCTCCCCC TCCACCTCTG AGTGGATCCT CCTCTGAGTT  120786455

TCTCTTCTTC CTCAGAGCTC CTCCTCCTCC CGGTCCTGCA AGGCTCCAGA  120786405

CTTCTCGACT TGGTTTCAGA AAGCACCGgt aaaggcaatg gttgagggtc  120786355

tgcccattcg ctgcgaaggg agtgtgaggc gagcctcaac cccaagctcc  120786305

aaagccgggg ctaccttagt actggagctt ggcagtccct cccctctggg  120786255

cggggctgga gtaggcagag gggaaccccg gggcttcttg tagcttgagg  120786205

gaggatggaa taagctgttt tcgcttgtcc ccggctgagg ctaagatgcc  120786155

agaaacaact agaatctgat aaagggcagg ttttgggggg ctcaccccag  120786105

aagtcccgga gctggggaac ctgctttata accaggcttc agggctgagg  120786055

atctctgtca tacagtgagc agggtggagc ctgaccctgg acctttgcat  120786005

aacttgccct ttgtattctg gtcttcatgg ggacaggcag tacctaagca  120785955

aaccagacct ctctccgaag accctgctac ttgccctttg gggctcacgg  120785905

gaggtgggga agggaagata gggatagttg gtggaccctg gaccccacca  120785855

accttgcttg cattctctgg agctgggacg ctgttgtcag tgattggcta  120785805

tcttagagga cccatccccc atttagttag ggaaaactaa aagaaattct  120785755

acgctggact gggcataaaa atctcagccc accggagcag gaggatatct  120785705

gtgagtttcc aggatggcct ggtctactct acatgtctcc atagtgagtt  120785655

ccaaaacagc agctacacag tgagactccg tctcaaaaca aacaggaagg  120785605

aaggaaggaa ggaaggaagg aaggaaggaa ggaaggaagg aaggaaggaa  120785555

gggagggagg gagggaggga gggagggaag gaatgaccta atgattaggg  120785505

gagaggaatt tcacagtaaa cacccacgga ccaccaacta aaatctacag  120785455

ttaatagttt gttgtactct aatgtggttc tctcaaccaa gcagcccact  120785405

ggggttttgt gggtgtcagg gcagcagcag acactgtaac agtcaagctt  120785355

ccctcacacc aactagagtc ctacagttct tgtctatgtt aactaacaga  120785305

ctgtcctaga catctggttt ccatgtcagc tgcttgtttt gtggttttga  120785255

gccagatttc ataccttaac ccaggctggc ctcaaactta atacaatcct  120785205

gctgcctcaa cctcccaaag gctgggatta caagtgagcc accatgtgta  120785155

tctagcccga agctttgaaa gtactactgc ctcccagctc tgacggtgtg  120785105

gaggattgca gggttttcct gcagggggtg actataggat ctagaaagag  120785055

ttggggctcc cgaggaagac gatgaagcag ctgtcccgtt tagcttgatc  120785005

ctaagaacag acatggacgg tgcaaatagt ccttcagaga acaaaacgat  120784955

ttggagtaat tcctatggga caaaatgttt caaaagaaag tgaatggaat  120784905

gttttccaaa agcctcagcg gtccgcgttg gcagtgactg aagtgggtca  120784855

ccagcctctg tgctctgcgt tagtccttta tactgctagc ttgcctggtt  120784805

tgaacctgcc agttccgtgt gtgatttcta agctctaggg cacagttggc  120784755

aagttcatgc tggtgatgaa ttagaggtta tggctttgag acggttgggt  120784705

ccaagtacgt ttttactcag cgacaaacca cagacccttc atcctattca  120784655

gctgtctgag ggggagagaa gagacatgcc ctgggagatt tgtctccact  120784605

gtcagaaatg ctgttcaaag ggcagagaca tccttttatt cacagaagat  120784555

acagttgggg caatgtggca gttagcgtct tgagcagttt atgctgctgc  120784505

ctatgtcctg acaagctgtg agaaagcaac tcttggcgct tggcgtggcg  120784455

gggagcgggg aacactcaac agaagactgt ggtcctacta aatgggcaga  120784405

agagggcctg ttcattggct gtgctaggaa gcttcttgta cacaagggtt  120784355

cttacttgga aacaaactgt caaaaaggaa gtgttcctat ttctaagaca  120784305

actttcaggc ttctgtccct tcaccatccc gtcagagagg cagggagcat  120784255

cggactatag tgctgcccag tagaaggatt ccttggctcc cctctacccc  120784205

tgcagggttc cttactcagg gaagccactc atgcagccca cactgagcct  120784155

gtgaccctgc cggccttctc actgcctgtc ctgtaactca gcaggcaaca  120784105

ctctggtgtt aaaaagtagg atcatggggc tggggattta gctcagtgtt  120784055

agagcgcttg tctagccctg ggttcagtcc ccagctccaa taaaagataa  120784005

aagaaaaaaa aagtaggatc atgggaccat gccagctaga tttaaggttg  120783955

acaggtcaca ccagcagccg cactctgtca ctttgaagtc tgctgacaag  120783905

gcaggcactt tcccagggcc ttgccggcca catctgtgat aggtgaagag  120783855

tgatggttag gccaggggaa gagttgtgct tcttggacgc actgcactca  120783805

tttccctgcc tttagacatg gtgacagcaa tgggaaacca ggcaacacag  120783755

cacagagggt caacgacatt cccacctttt tcatgaaagc cttttggaaa  120783705

tatcagattg tcttcccaaa cgcatttctt gtcaccatct tggggttttg  120783655

gatttatgag tgcaataagc cccctgtctg tctgtcttta tgtctgcctg  120783605

tctgtctgtc agtcagtcag tatagcagca ggcattgcga ctgcaaagag  120783555

gcaccatgag tgtttggtca aaactgagtg tgagtgtgtg tgtgtgtgtg  120783505

tgtgtgtatg tgtgtgtgtg tgtgtgtgtg tgtgtgtgtg tgtgtgtgta  120783455

ttccgtaaat gttaatcccc tctgaggcca gatctacttc ctgtgtttga  120783405

attttccctt caaagagaaa gaggccaggg caggggacan nnnnnnnnnn  120783355

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn  120783305

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn  120783255

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn  120783205

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn  120783155

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn  120783105

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn  120783055

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn  120783005

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn  120782955

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn  120782905

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn  120782855

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn  120782805

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn  120782755

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn  120782705

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn  120782655

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn  120782605

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn  120782555

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn  120782505

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn  120782455

nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn  120782405

nnnnnnnnnn nnnnnnnaat tctattttga gtagcacaat tatttagaga  120782355

atgtttcaca tatggtgagt gcatcctgta agacatcatt gcctctttaa  120782305

ctgctttagg tccttcattt ctttaggact ccatactatt tcattgtaac  120782255

catgtggatt atccttgcta gcaggcatac cccccccccc cccccggcga  120782205

tgtgatttcc actcagcaac gttgattgta actcaacaag ggaatgcttt  120782155

ttcctgtttg ggcctttgcc cacaaacaaa ggcgttttca taatatgccg  120782105

atggaatgta tcttggttgc agacagccgt agtctggctt agaggcggtg  120782055

aagcttttag gttagagtgt gtaagaagct aatgctaaac ttgctgactc  120782005

tcggacttgt gcggatggct cggagagcta gggtcttcat tctagtggac  120781955

ctggagtgga cagaggtctg tctgggtcac taggaaaagc ctagtttctt  120781905

ctctttaaat tttgatgatt gaatgagcga gaggcctggg agccttctgc  120781855

agcgagtgca atcgctagca tttgccaact gctcgcagtg gaagggtacg  120781805

agacgcatct gagctggctt ttggccatcc tgtttgatga gaagtgtgtg  120781755

acaaagtaaa atagggcctg tgggagtggg agacaccaca taggagccaa  120781705

gccaaactct gaagattgtc tgatggctca gttcatatta cctgtactcc  120781655

ttgattctgt ggagaacctt cctctagata aggtcacaga catccaagcg  120781605

ctgattctcc tgctgggggc gggggagggg gggagtcaaa cccttaatta  120781555

tggctttcta attccctacg ccatcagtgg ctattgccct gggcctacaa  120781505

ttttctgcca ttcctcttga aaagatgttg ctcttgggga gatgcaacac  120781455

acaaacacac acacacacac acacacacac acacacacat acacacaagc  120781405

aagcatgcac acacgcatgc acaaacagaa cttagagaag gagggatctc  120781355

taagaccaaa tgcccctggc ctgccttgaa ccttccttgc actctgcatg  120781305

gtcagtgcag ccacttggct taaggcagag gagaaagggc agctcggtcc  120781255

cttattgagt gcccagggcc tgataatgct atcgttcctt ggtcctagGT  120781205

GGCTGTAGTC GGGATTGAGA GGTGTTTCCA AAGAAACCCA AAGAGCAGCA  120781155

GGGCAGCCat gaggatgccg acggggtctg aactgtggcc catagccata  120781105

ttcacgatca tcttcctgct tctggtggac ctgatgcaca ggcgccagcg  120781055

ctggactt

Side by Side Alignment

000000001 ctgctcctcacagctccccctccacctctgagtggatcctcctctgagtt 000000050

<<<<<<<<< |||||||||||||||||||||||||||||||||||||||||||||||||| <<<<<<<<<

120786504 ctgctcctcacagctccccctccacctctgagtggatcctcctctgagtt 120786455

000000051 tctcttcttcctcagagctcctcctcctcccggtcctgcaaggctccaga 000000100

<<<<<<<<< |||||||||||||||||||||||||||||||||||||||||||||||||| <<<<<<<<<

120786454 tctcttcttcctcagagctcctcctcctcccggtcctgcaaggctccaga 120786405

000000101 cttctcgacttggtttcagaaagcaccg 000000128

<<<<<<<<< |||||||||||||||||||||||||||| <<<<<<<<<

120786404 cttctcgacttggtttcagaaagcaccg 120786377

000000129 gtggctgtagtcgggattgagaggtgtttccaaagaaacccaaagagcag 000000178

<<<<<<<<< |||||||||||||||||||||||||||||||||||||||||||||||||| <<<<<<<<<

120781206 gtggctgtagtcgggattgagaggtgtttccaaagaaacccaaagagcag 120781157

000000179 cagggcagcc 000000188

<<<<<<<<< |||||||||| <<<<<<<<<

120781156 cagggcagcc 120781147

LOCUS       RNU48219                1778 bp    mRNA    linear   ROD 07-NOV-1996

DEFINITION  Rattus norvegicus cytochrome P450 2D18 mRNA, complete cds.

ACCESSION   U48219 S77859

VERSION     U48219.1  GI:1200515

KEYWORDS    .

SOURCE      Rattus norvegicus (Norway rat)

  ORGANISM  Rattus norvegicus

            Eukaryota; Metazoa; Chordata; Craniata; Vertebrata; Euteleostomi;

            Mammalia; Eutheria; Euarchontoglires; Glires; Rodentia;

            Sciurognathi; Muridae; Murinae; Rattus.
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REFERENCE   2  (bases 1 to 1778)

  AUTHORS   Kawashima,H., Sequeira,D.J., Nelson,D.R. and Strobel,H.W.
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            cytochrome P-450 CYP2D18* catalyzing imipramine N-demethylation
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REFERENCE   3  (bases 1 to 1778)

  AUTHORS   Kawashima,H.

  TITLE     Direct Submission

  JOURNAL   Submitted (01-FEB-1996) Hidenori Kawashima, Biochemistry and

            Molecular Biology, University of Texas Medical School, 6431 Fannin,

            Houston, TX 77030, USA

COMMENT     On Feb 26, 1996 this sequence version replaced gi:998524.

FEATURES             Location/Qualifiers

     source          1..1778

                     /organism="Rattus norvegicus"

                     /mol_type="mRNA"

                     /db_xref="taxon:10116"

                     /clone="2d-29"

     CDS             189..1691

                     /codon_start=1

                     /product="cytochrome P450 2D18"

                     /protein_id="AAC52882.1"

                     /db_xref="GI:1200516"

                     /translation="MRMPTGSELWPIAIFTIIFLLLVDLMHRRQRWTSRYPPGPVPWP

                     VLGNLLQIDFQNMPAGFQKLRCRFGDLFSLQLAFESVVVLNGLPALREALVKYSEDTA

                     DRPPLHFNDQSGFGPRSQGVVLARYGPAWRQQRRFSVSTFRHFGLGKKSLEQWVTEEA

                     RCLCAAFADHSGFPFSPNTLLDKAVCNVIASLLFACRFEYNDPRFIRLLDLLKDTLEE

                     ESGFLPMLLNVFPMLLHIPGLLGKVFSGKKAFVAMLDELLTEHKVTWDPAQPPRDLTD

                     AFLAEVEKAKGNPESSFNDENLRVVVADLFMAGMVTTSTTLTWALLFMILRPDVQCRV

                     QQEIDEVIGQVRRPEMADQARMPFTNAVIHEVQRFADILPLGVPHKTSRDIEVQGFLI

                     PKGTTLIINLSSVLKDETVWEKPLRFHPEHFLDAQGNFVKHEAFMPFSAGRRACLGEP

                     LARMELFLFFTCLLQRFSFSVPAGQPRPSNYGVFGALTTPRPYQLCASPR"

ORIGIN      

        1 ctgctcctca cagctccccc tccacctctg agtggatcct cctctgagtt tctcttcttc

       61 ctcagagctc ctcctcctcc cggtcctgca aggctccaga cttctcgact tggtttcaga

      121 aagcaccggt ggctgtagtc gggattgaga ggtgtttcca aagaaaccca aagagcagca

      181 gggcagccat gaggatgccg acggggtctg aactgtggcc catagccata ttcacgatca

      241 tcttcctgct tctggtggac ctgatgcaca ggcgccagcg ctggacttct cgctaccctc

      301 cgggccctgt gccctggcct gtgctgggca acctgctgca gatagacttc cagaatatgc

      361 cagcgggctt tcaaaagctg agatgtcgct ttggggacct gttcagctta cagctggcct

      421 ttgagtcggt ggttgtactg aatgggctgc cagccctgcg agaggcactg gtgaaataca

Sprague-Dawley rat differences are in three different exons

Query:   121 NLRVVVADLFMAGMVTTSTTLTWALLFMILHPDVQ CRVQQEIDEVIGQVRRPEMADQARM 180

             NLRVVVADLFMAGMVTTSTTLTWALLFMIL PDVQ CRVQQEIDEVIGQVRRPEMADQARM

Sbjct:   297 NLRVVVADLFMAGMVTTSTTLTWALLFMILRPDVQ CRVQQEIDEVIGQVRRPEMADQARM 356

Query:   181 PFTNAVIHEVQRFADILPLGVPHKTSRDIEVQGFLIPK GTTLITNLSSVLKDETVWEKPL 240

             PFTNAVIHEVQRFADILPLGVPHKTSRDIEVQGFLIPK GTTLI NLSSVLKDETVWEKPL

Sbjct:   357 PFTNAVIHEVQRFADILPLGVPHKTSRDIEVQGFLIPK GTTLIINLSSVLKDETVWEKPL 416

Query:   241 RFHPEHFLDAQGNFVKHEAFMPFSA GRRACLGEPLARMELFLFFTCLLQRFSFSVPTGQP 300

             RFHPEHFLDAQGNFVKHEAFMPFSA GRRACLGEPLARMELFLFFTCLLQRFSFSVP GQP

Sbjct:   417 RFHPEHFLDAQGNFVKHEAFMPFSA GRRACLGEPLARMELFLFFTCLLQRFSFSVPAGQP 476

Query:   301 RPSDYGIFGALTTPRPYQLCASPR 324

             RPS+YG+FGALTTPRPYQLCASPR

Sbjct:   477 RPSNYGVFGALTTPRPYQLCASPR 500

These seqs are a 100% match to the 2D4 seq (HTTDI)

EST BM986512.1 

Mixed tissue ovary, brain, kidney, liver, placenta, lung, embryo, skeletal

muscle, spleen, heart

M22331.1 Sprague-Dawley

BM986511.1 (rat gene index TIGR) Mixed tissue

AA997886.1 UI-R-C0 Sprague-Dawley (note both sequences from same library) Hybrid rat?

Mixed tissue 

BF410966.1 UI-R-CN0 Sprague-Dawley Mixed tissue

BF283116.1 (rat gene index TIGR)

CK843831.1 UI-R-BJ2 Sprague-Dawley heart

BF407483.1 UI-R-BJ2 heart

X52029 gene seq Sprague-Dawley

These seqs are a 100% match to the 2D18 seq (RIANV)

BU759018.1 Bento Soares lib. UI-R-FF0 = NCI_CGAP_FF0 cartilage

AABR03056351.1 WGS sequence = 2D18, strain = BN/SsNHsdMCW (Brown Norway rat)

AI112977.1  UI-R-C0 Sprague-Dawley Mixed tissue

BF408965.1 UI-R-BJ2 Sprague-Dawley heart

BG376634.1 UI-R-CU0 Sprague-Dawley embryo

Clonetech (now BD) Rat Genomic Library, vector EMBL3 SP6/T7,

RL1022j, This library source may vary from lot to lot. Please refer to

the Product Analysis Certificate (PAC) accompanying each

library for the most current information.

AB008425 has the first two aa changes, but not the last three (HTANV) Sprauge-Dawley

Recombination between exons 8 and 9 between two alleles.

Both alleles are found in Sprague-Dawley rats.

Some libraries from the same animal have both alleles.


