82 270

6H1       LAQAAIFFVAGFETSSSTMTFCLYELALQ-PALQTRLRHEIRDGLQ----RAG------GRFTYSMLHDM

6E1       AAQAFVFFQAGYETSSITMTFCLYELALN-QELQERARKSVEDVLK----RH-------GSFSYETIQDM

6F1       TAHAFVFFIAAYETSSTTISFCLFELARN-PEIQKKVQQEIDQVLA----SHN------GEITYDNINEM

6J1       VAQAFGFLVAGFHTSSMTLTFALYELSVH-QDIQTTARTEIKDVLE----HHK------KKVTYYSIKDM

6K1       VSQPALFFTAGFETNATTLSFTLYELSLQ-PDLQNRLRSEIAGVMKT---SNG-------KPTYEDVFGM

6A1       AAQVFVFFLGGFETSSSTMGFALYELAQN-QQLQDRLREEVNEVFDQ---FKE------DNISYDALMNI

6A2       AAQVFVFYVAGFETSSSTMSYCLYELAQN-QDIQDRLRNEIQTVLEE---QEG-------QLTYESIKAM

6A8       LAQAFVFFIAGFETSSSTMGFALYELAKN-PDIQDKVRAEVEEVISE---HDQ-------NFTYECTKDL

6A18      VAQAFVFFIAGFDTSSSTMGFALYELAKN-PSIQDKVRAELGQVLEQ---HDQ-------KFTYECIKDL

6A9       GPQAFVFFGAGFETSSTTMGFALYELAQH-QDIQDRVRKECQEVIGK---YNG-------EITYESMKDM

6A10      AAQAFVFLVAGFETSSTTMGFALYELAQD-EEIQQRVRTEVNEALEK---HNG-------EFTYDCMKDM

6A3       AALTFDFFLAGFETSSTTMAFTLYELARN-PEIQEKLRTEILDILKD---SND-------ELSYEALQKM

6A5       AAQTFVFFLAGFETSSTTMSFALYELAKH-PEVQEQLRKEIRESLEK---TKG-------ELTYESLHEM

6A4       GAQAFVFFFAGFETSSITMTFALYELARH-QEVQDRLRKEILESLRE---NKG-------ELTYEAINNM

6A13      AAQALVFFLAGFDTSSTTMSFCLYELALN-PDVQERLRVEVLAVLKR---NNQ-------KLTYDSVQEM

6A14      AAQAFVFFVAGFETSSSTMSLCLYELALQ-PDIQQRLREEIESVLAN---VDG------GELNYDVLAQM

6A16      AAQAFVFFVAGFETSSSNMSYALFELAKN-QDVQQKLRMEINDSIG----KHG-------KLTYEAMMEM

6A19      AAQAFIFFLAGFETSSTTMGFTLYELACN-QDVQDKLRAEIDSVLER---YNG-------KLEYDSMQDL

6A20      AAQAFIFFLAGFETSSTTMGFALYELACH-QDIQDKLRTEINTVLKQ---HNG-------KLDYDSMREM

6A17      LAQAFIFFVAGFETSSTTMGFALYELARN-QDVQDKLREEIGNVFGK---HNK-------EFTYEGIKEM

6C1       IAQAFVFFIGGFETSSSTMTFALYEMAKN-PQVQERARKDVQDTLEK---HKG-------AFAYDSLNDM

6C2       IAQSFAFFSAGFETSSNTMAFALYELAKN-PRVQERARENIAEALRK---HQG-------VFSYDSLNEM

6A22      AAQAFIFFAAGFDTSASTLGFALYELAKQ-PALQAKLREEIDQALRL---HNG-------EFTYDSMQEL

6B1       SAQMFIFYMAGYETSATTMTYLFYELAKN-PDIQDKLIAEIDEVLSR---HDG-------NITYECLSEM

6B2       CAQAFVFYIAGYETSATTMAYLTYQLALN-PDIQNKLIAEIDEAIKA---NGG-------KVTYDTVKDM

6B6       CAQAFVFYIAGYETSATTMAYMIYQLALS-PDIQNKLIAEVDEVLKA---NDG-------KVTYDTVKEM

6B3       SAQMFIFYAAGYETSATTMTYLFYELAKN-PDIQDKLIAEIDEVLSR---HDG-------NITYECLGEM

6B4       AAQTFIFYAAGYETSASTMSFLLFELAEN-PDIQEKVIAEVDETLKR---HNG-------EITYDTLSEM

6B7       CAQAFVFYVAGYETSATTMSYLIYQLSLN-QDVQNKLIAEVDEAIKA---SDG-------KVTYDTVKEM

6U1       AGQAFGFVLAGLGPLNATLAFCLYELARQ-PEVQDRTRLEINKALEE---HGG-------QVTPECLREL

6D4       TAQAFIFYIAGQETTGSTAAFTIYELAQY-PELLKRLQDEVDETLAK---NDG-------KITYDSLNKM

6D1       ASNSFLFYIAGSETTAATTSETIYELAMY-PEILKKAQSEVDECLQ----RHGLKPQG--RLTYEAIQDM

6D2       AAQAFLFYVAGSESTAAASAFTLYELSMY-PELLKEAQEEVDAVLM----KHNLKPKD--RFTYEAVQDL

6D5       AGQLFLFYVAGYETTASTTSFTLYELTQN-PEVMEKAKEDVRSAIEK---HGG-------KLTYDAISDM

6T1       AAQAAFLLLAGFDTSSSTITFALYELAKN-TTIQDRLRTELRAALQS---SQD------RQLSCDTVTGL

6T2P      VAQAAFLLLAGFDTSSS---FALYELAKN-PTIEHRLQAELRVDLQS---SHN------HQLSYDTLTGL

6T3       ASQAGIILLAGFETSSALMGFTLYELAKA-PDIQERLRSELREAFI----STA-------TLSYDTLMTL

6G1       VVSAGVFFTAGFETSSSTMSFALYEMAKH-PEMQKRLRDEINEALVE---GGG-------SLSYEKIQSL

6G2       VAQAVLFFTAGFESSSSTMAFAMYELAKD-TDVQQRLREEIKDALVE---SGG-------QVTLKMIESL

6V1       AAQAASFEVAGIETCSASMSFALYELAKQ-PLMQSRLRREIREAFAS---NPN------GRLTYEAVARM

6W1       VAQAAVFQTAGFETSASTMTMTLYELAKN-EALQDRLRQEIVDFFGD----ED-------HISYERIQEM

9B1       VAQCFIFFFAAFENNSNLICTTAYELLRN-LDIQERLYEEVKETQEA---LKG------APLTYDAAQEM

9B2       VAQCFIFFFAAFENNSNLICTTTYELLYN-PDVQERLYEEIVETKKA---LNG------APLTYDAVQKM

9B3       VAQCFIFFFAAFENNASLICTTAYELLNN-PDVQQRLYEEVQETYDA---LKG------EMLTYDAVTKM

9F1       VAQCFVFFFAGFETSAVLMCFTAQELLEN-EDVQEKLYEEVAQVDSD--LQGG-------QLTYEAIMGM

9F2       VAQCFVFFFAGFETSAVLMCFTAHELMEN-QDVQQRLYEEVQQVDQD--LEGK-------ELTYEAIMGM

9H1       LAQCLLFFFAGFEIISSSLCFLTHELCLN-PTVQDRLYEEIISVHEE--LKGQ-------PLTYDKLTKM

9A1       IAQAALFLFAGFDTVSTSMSFLLYELAVN-PDVQDRLLQEIREYDEK---NHG-------KIDYNVVQSM

9A2       --------------------------------IQEKLYAEIMENEAN---TSG-------KFDYNSIQNL

9A4       VAQAVVFFLAGFETISTTMSFILHELAMN-PDVQEKLYAEIMENEAR---TSG-------KFDYNAVQNL

9A5       VAQAVVFFLAGFETISTTMTFILHELAMN-PDVQEKLYAEIMENEAR---TSG-------KLHYNSVQNL

9C1       LAQCLLFFSAGFETVATCLSFTSYELMMN-PEVQEKLLAEILAVKEQ--LGEK-------PLDYDTLMGM

28A1      TAHTMTFLLDGFETTALYDSCALV-LSRD-QEAQQKLREELEAHLD----DKG-------IIDFEKLNEL

28A5      LAYSMTFLLDGFETTATVLAHILLNLGRN-KEAQNLLREEIRSHLQ-----DG-------TIAFEKLSDL

28A2      TACTMSFLLDGDDTPPSLLSNTLLLLGRN-PQGHQRLREELSEHLC----DQG-------FIDFDKLVDL

28D1      TSHTMTFLTDGFETTAQVLTHTLLFLARN-PKEQMKLREEIGTA----------------ELTFEQISEL

28D2      LINTMTFILDGFETTALVLAHIMLMLGRN-PEEQDKVRKEIGSA----------------DLTFDQMSEL

28C1      ASHAMTFMFDGLDTTSNSIAHCLLLLGRN-PDCQRRLYEELQLVNP-----GG------YLPDLDALIDL

308A1     AGHATTLLLEGYETSAMLLAFALYELALN-EDAQRRLHIELDEVAQR---HAGN------LIDPVALGEL

309A1     VGHALTVHLDGFETSGAVLYHMLYSLSEH-HEEQEKLRSEILEALA----SEG-------QISYDQINNL

309A2     VGHALTVMLDGYDTSGTALLHALYYLAEN-PAVQQKLRVEILSCMA----SEK-------SLDFEKLSSL

310A1     AKVAEDLLKVSLDAVASTVTFTLLEILQE-PLIVEKLRAEIKELSNE----NG-------QLKFEELNGL

311A1     RDEINTFVFAGVDTTTAAMSFVLYALAKF-PETQTRLRKELQDVALD-----E-------TTDLDALNGL

312A1     REEVDTIIFGGFDLTATTLNFFMYNMTLH-PEHQQRCREEVWSVCGK--DKSE-------PISIEQVRQL

313A1     KSECCIMIAAGYDTSALTVYHALFLLANH-PEHQEAVFEELNGVFPDA--GHF-------GITYPDMQKL

313A2     GAECSSMVLAAFETSAHTVYYALVLLAMF-PEHQEMVFNEIKEHFPLA--KGI-------EVTHTDLQQL

313A3     QSECCSFVVAAFETTGDTVYHALILLAMF-PEHQDTVYQELKELFPVA--GDF-------EVTYDDLQRM

313A4     EDESNIIVFGAFETTANAVYYTLMLLAMF-PEYQERAFEEIKTIFPNT--GDF-------DVSYADTQQM

313A5     MGEFSNIIFAASDTLSITVNNVLILMAMF-PKYQDNVFEELAEVFPSG--GEF-------EASHADLEKL

313B1     RDEANVTIAATFETTSTALYFTILCLAMH-PCYQEKLHKELVTELPP---SG--------DINLEQLQRL

301A1     TIMALDLILVGIDTVSMAVCSMLYQLATR-PVDQQKVHEELKRLLPD---PNT-------PLTIPLLDQM

49A1      AILALDLFLVGVDTTSVAASSTIYQLAKN-PDKQKKLFDELQKVFPH---REA-------DINQNVLEQM

12A4      TVMAMDMLMAGVDTTSSTFTALLLCLAKN-PEKQARLREEVMKVLPN---KNS-------EFTEASMKNV

12A5      TVMAMDMLMAGVDTTSSTFTALLLCLAKN-PEKQARLREEVMKVLPN---KDS-------EFTEASMKNV

12C1      VVMAMDMLMGGVDTTSTAISGILLNLAKN-PEKQQRLREEVLSKLTS---LHS-------EFTVEDMKSL

12D1      VIMSLDILFAGVDATATLLSAVLLCLSKH-PDKQAKLREELLSIMPT---KDS-------LLNEENMKDM

12E1      VIIAMDLLFAGADPTLVTLGGILFSLSKS-PDKQARLLEEIRGILPN---KDS-------SLTIENMRNL

12B2      VTMVMDMLMAGIDTTSSACLTILYHLARN-PSKQEKLRRELLRILPT--TKDS--------LTDQNTKNM

302A1     VGTAADLLLAGIDTTSYASAFLLYHIARN-PEVQQKLHEEAKRVLPS--AKDE-------LSMDALRTDI

314A1     KSAIIDFIAAGIET---LANTLLFVLSSV-TGDPGAMPRILSEFCEY---RDT-------NILQDALTNA

316A1     CGELNTCNYLGYQLCSPALCFCLVTIARN-PSVQQKCLDELNLAQI--------------KDQGWDLEKL

315A1     RIFVDLVIAAG-DTTAFSSQWALFALSKE-PRLQQRLAKERATNDS------------------------

6H1       RYLDMVISETLRKYPTLPFLD---RTCLRDYPVPGKPG-----CVIERGTPVYVSLLGLHTDPNY-FPHP

6E1       EFLNCCVKETLRKYPPVANLF---REITKNYKVPETD------ITLEKGYRVVIPVYGIHHDPDI-YPNP

6F1       KYLENCIDETLRKYPAVPFLN---RECSKDYKIPGTD------TTIEKGTSLVIPVLGLHRDPDH-YPEP

6J1       KYLDMVVNETLRKYPAIPFLD---RRCQEDYPLTQD-------LMLPAGTGVYIPVYALHHDSKY-FPSP

6K1       PYLHMVVSETLRKYPPLPLLD---RVCLQDYKVPGTD------LIIERDTPVFIALLGLHRDPQY-YPNP

6A1       PYLDQVLNETLRKYPVGSALT---RQTLNDYVVPHNPK-----YVLPKGTLVFIPVLGIHYDPEL-YPNP

6A2       TYLNQVISETLRLYTLVPHLE---RKALNDYVVPGHEK-----LVIEKGTQVIIPACAYHRDEDL-YPNP

6A8       KYLNQVLDETLR-YTIVPNLD---RMAAKRYVVPGHPN-----FVIEAGQSVIIPSSAIHHDPSI-YPEP

6A18      KYLDQVLSETLRHYTIVPNVD---RVAAKRFVVPGNPK-----FVIEAGQSVIIPSSAIHHDPSI-YPEP

6A9       VYLDQVISETLR-YKTLRLYT---RECLEDYEVPGHPK-----YVIKKGMPVLIPCGAMHRDEKL-YANP

6A10      VYLDQVISETLRLYTVLPILN---RECMEEYPVPGHPG-----FVIGKGMQVIIPAAPFHRDADI-YPNP

6A3       SFLEQSISETLR-YPVLATLV---RVANRDYPVPDSQ------HIIEKDIQVVIPVHAIHHDPEY-YENP

6A5       QYLEQVIAETLRIYPVLPNLI---RLTKSDYQVPNTN------HVLEKGIMTVIPVHAIHHDPEY-YDNP

6A4       EYLDRVVAETLRFYPPLATLV---VRVTKNDYQIPNTR-----YVIKKDIMTIIPIHAIHHDPQY-YAEP

6A13      PYLDQVVAETLRKYPILPHLL---RRSTKEYQIPNSNL-----ILEP-GSKIIIPVHSIHHDPEL-YPDP

6A14      TYLDQVLSETLRKHPLLPHLI---RETTKDYQIPNSD------IVLDKGILALIPVHNIHHDPEI-YPEP

6A16      PYLDQTIPETLRKYPALSSLT---RLASEDYEIPSPDGGDP--VVLEKGTSVHIPVLAIHYDPEV-YPEP

6A19      FYMEKVINESLRKHPVVAHLA---RIATKPYQHSNPK------YFIEAGTGVLVSTLGIHHDPEF-YPEP

6A20      TYLEKVITETMRKRPVVGHLI---RVATQHYQHT-NPK-----YNIEKGTGVIVPTLAIHHDPEF-YPEP

6A17      KYLEQVVMETLRKVPVLAHLT---RMTDTDFSPEDPK------YFIAKGTIVVIPALGIHYDPDI-YPEP

6C1       GYVRQVVQETLRKHPVAPTGR---RVCRRPFTLPGKPG-----LTVEPSVHIIIPVYAIHHDPEY-YAQP

6C2       TYIRQVVQETLRKYPPVPSTK---RVCRRSYKFPDRQG-----LTVEPYVHIIIPIYAIHHDPEY-YPQP

6A22      RYMELVIAETLRKYPILPQLT---RISRHLYAAKGDRH-----FYIEPGQMLLIPVYGIHHDPAL-YPEP

6B1       TYLSKVFDETLRKYPVADFTQ---RNAKTDYVFPGTD------ITIKKGQTIIVSTWGIQNDPKY-YPNP

6B2       KYLNKVFDETLRMYSIVEPLQ---RKAIRDYKLPGTD------VVIEKDTVVLISPRGIHYDPKY-YDNP

6B6       KYMNKAFDETLRMYSIVEPLQ---RKATRDYKIPGTD------VVIEKDTIVLISPRGIHYDPKY-YDNP

6B3       TFLGRVFDETLRKYPVGDFTQ---RNAKTDYVFPGTD------ITIKKGQTIIVSTWGIQNDPKY-YPNP

6B4       TYLTQVFHETLRKYPVADILL---RNAKADYAVPGTN------VTLKKGQTVVVSGFGIHYDPKY-YPDP

6B7       KYLNKVFDETLRMYSIVEPLQ---RKATRDYQIPGTD------VVIEKDTMVLISPRGIHYDPKY-YDNP

6U1       RYTKQVLNETLRLHTPHPFLL---RRATKEFEVPGSV------FVIAKGNNVLIPTAAIHMDPGI-YENP

6D4       EFLDLCVQETIRKYPGLPILN---RECTQDYTVPDTN------HVIPKGTPVVISLYGIHHDAEY-FPDP

6D1       KYLDLCVMETTRKYPGLPFLN---RKCTQDFQVPDTK------LTIPKETGIIISLLGIHRDPQY-FPQP

6D2       KFLDICIMETIRKYPGLPFLN---RECTEDYPVPGTN------HIIAKGTPILISLFGMQRDPVY-FPNP

6D5       KYLEACILETARKYPALPLLN---RICTKDYPVPDSK------LVIQKGTPIIISLIGMHRDEEY-FPDP

6T1       VYLRQVVDEVLRLYPPTAFLD---RCCNSRTGYDLSPWNGGSPFKLRAGTPVYISVLGIHRDAQY-WPNP

6T2P      VYLRQVLED-------------------------------------------------------------

6T3       PYLKMVCLEALRLYPAAAFVN---RECTSSASEGFSL------QPHVDFIVMIIPTYLCQSKFQF-WPEP

6G1       EYLAMVVDEVLRMYPVLPFLD---REYESVEGQPDLSLKPFYDYTLENGTPVFIPIYALHHDPKY-WTNP

6G2       EFMQMILLEVLRMYPPLPFLD---RECTSGRDYSLAPFHKK--FVVPKGMPVYIPCYALHMDPQY-FPQP

6V1       EFLDMVVEETLRKYPIVPLLE---RECTPINKKRFYSLRPHAECYTRRGMPVFISNLAIHHDPKY-WPDP

6W1       PYLSQVVNETLRKYPIVGYIE---RECSQPAEGERFTLEPFHNMELPHGMSIYMSTVAVHRDPQY-WPDP

9B1       TYMDMVISESLRKWTLSAAAD---RLCAKDYTLTDDEGTKL--FEFKAGDNINIPICGLHWDERF-FPQP

9B2       TYMDMVISESLRKWTLAAATD---RLCSKDYTLTDDDGTKL--FDFKVGDRINIPISGLHLDDRY-FPEP

9B3       KYMDLVASESLRKWTLAASTD---RECAKDYTLYDDDASKL--FEFKAGDRINIPIVGLHLDDKF-FPEP

9F1       KYLDQVVSEVLRKWPAAIAVD---RECNKDIT-YEVDGKSV---QIKKGEAVWLPTCGFHRDPKY-FENP

9F2       KYLDQVVSEVLRKWPPAIAFD---RECNKDIT-FDVDGQKV---EVKKGDVIWLPTCGFHRDPKY-FENP

9H1       KYLDMVVLEALRKWPPSISTD---RECRQDIDLFDENGQKL--FSARKGDVLQIPIFSLHHDPEN-FEDP

9A1       TYLDMVVSEGLRLWPPAAVVD---RVCVKDYNIGRPNKKATKDLIIHTGQAVAISPWLFHRNPKF-FPEP

9A2       TYLDCVISEALRLWPLPVGLD---RMCVRDYNMGRANEKSKKDFIIRKGEGIVVPVYSIHHDPEY-FPEP

9A4       TYLDCVITETLRLWPPLVALD---RLCVKDYNLGRANRKCKKDFIIRKGESVAISVYSIHHDPKY-FPEP

9A5       TYLDCVITETLRLWPPLVSLD---RLCIKDYNLGRANRKCKKGFIIRKGESVAVPVYSIHHDPEY-FPEP

9C1       KYLNCVVSESLRKWPPAFIVD---RMCGSDFQLKDEEGEVV--VNLREDDLVHINVGALHHDPDN-FPEP

28A1      PFLDACVQESLRIFPPAFMSN---KLCTEPIELPNKTGEN---FTVERGTTVVVPHYCFMMDEEF-FPDP

28A5      PYLDACVQETIRLFPPGFMSN---KLCTESIEIPNKEGPN---FVVEKGTTVVVPHYCFMLDEEF-FPNP

28A2      PYLNACVHESIRIFLTAVSS----KLCTESIELSNRNGPN---FTVEKGTVVLVPITCFMYDDDH-FPNA

28D1      PFTEACIHETLRIFSPVLAAR---KVVTEPCELTNKNGVS---VKLRPGDVVIIPVNALHHDPQY-YEEP

28D2      PHLDACILETLRLFSPQVAAR---KLVTEPFEFANKNGRT---VHLKPGDVVTIPVKALHHDPQY-YEDP

28C1      PYLSACFNESLRIYPAGGWAS---KTCTKEYELRGSHHSEP--LKLRPGDHVMVPIYALHNDPDL-YPEP

308A1     RYSEAALLEALRLHPAMQALQ---KRCTKTFTLPDQKSGASSELKVHLGTVLVLPVQAIHLDPAL-YPAP

309A1     PYLDQCFNESLRLTTPIGFFM---RICTKPTQINLGDDKT---LDLEPGVTVMVPAYQYHHDNDI-YPEA

309A2     QYLEQCFNESLRLSSLIPQYT---KVCTLPTVIRLSESKS---LDVEVGMTIMIPNYQFHHDKQY-FPEP

310A1     RYMDMCLKETLRKYPPLPIIE---RVCRKSYSLPNSK------FTIDEGKTLMVPLLAMHRDEKY-FSEP

311A1     PYLEALIKEVLRLYTIVPTTG---RQTTQSTE-IGG-------RTYCAGVTLWINMYGLAHDKEY-YPDP

312A1     EFLEACIKETLRMYPSGPLTA---RKATANCT-ISK-------YIIPKGSDVIISPIYMGRCKDF-FPDP

313A1     DYLERVIKETLRLIPAIPITA---RETKNDVRLSNG-------VLIPKGVVIGIDMFHTHRNPEV-WGPD

313A2     VYLDRVLNETLRLMPSVPFSS---RETLEDLRLSNG-------VVIPKGMTISIDIFNTQRNTDY-WGSE

313A3     VFLERVVNETLRLIPSVPFTP---RETIRDFRLSSG-------VVIPKGVGIGIDIFATHRNRDH-WGTD

313A4     VYLDLILNESMRVIPPVPVVS---RQTSQDLKLSNG-------IVVPKGVQIAIDIYHMHRSKKI-WGPD

313A5     VKLDRVLHETMRLIPAVPLLI---RQTSHSIQLSNG-------FYIPEGVTLMIDIFHTHRNKDI-WGPQ

313B1     EYTEMVINEAMRLFAPVPMVL---RSADQDLKRGDGE------FLIPRGTQIGIDIYNMQRDERV-WGPL

301A1     HHLKGFIKEVFRMYSTVIGNG---RTLMEDSVIC---------GYQVPKGVQAVFPTIVTGNMEE-YVTD

49A1      PYLRACVKETLRMRPVVIANG---RSLQSDAVIN---------GYHVPKGVSFREMVTI-WDPAY-FPEP

12A4      PYLRACIKESQRLHPLIVGNA---RVLARDAVLS---------GYRVPAGTYVNIVPLNALTRDE-YFPQ

12A5      PYLRACIKESQRVYPLVIGNA---RGLTRDSVIS---------GYRVPAGTIVSMIPINSLYSEE-YFPK

12C1      PYLRAVIKESLRLYPVTFGNA---RSAGADVVLD---------GYRIPKGTKLLMTNSFLLKDDR-LYPR

12D1      PYLRAVIKETLRYYPNGLGTM---RTCQNDVILS---------GYRVPKGTTVLLGSNVLMKEAT-YYPR

12E1      PYLRACIKEGIRMYPIGPGTL---RRMPHDVVLS---------GYRVVAGTDVGIAANYQMANMEQFVPK

12B2      PYLRACIKEGLRITSITPGNF---RITPKDLVLS---------GYQVPRGTGVLMGVLELSNDDK-YFAQ

302A1     TYTRAVLKESLRLNPIAVGVG---RILNQDAIFS---------GYFVPKGTTVVTQNMVRCRLEQHFQDP

314A1     TYTKACIQESYRLRPTAFCLA---RILEEDMELS---------GYSLNAGTVVLCQNMIACHKDSNFQGA

316A1     NYLDAVLHETMRLYPPQVIVG---RQLKKDFPYN---------AELPCGSEIYINLYELQRNEVR-YPKA

315A1     RLMHGLIKESLRLYPVAPFIG---RYLPQDAQLG---------GHFIEKDTMVLLSLYTAGRDPSHFEQP

6H1       -DVFDPERFSDK----------------------SAIAPFTYMPFGTGPHNCIGMRFGLMSAKAG-VAHV

6E1       -EVFNPERFIPELS--------------------TNRHPMAYLPFGEGPRTCIGERFALMETKIG-LSRL

6F1       -DRFIPERFSNF----------------------EDISTKPYLPFGAGPRNCIGLRLGKLQTKAG-LVMM

6J1       -AKFDPERFSEK--------------------NKQNIPHFAYMPFGEGPRNCIGMRFGSMQVKAA-LIHI

6K1       -ERYDPERFSEE--------------------NKRQRKAYTYLPFGEGPHNCIGLRFGYMAVKTA-LVHM

6A1       -EEFDPERFSPEMV--------------------KQRDSVDWLGFGDGPRNCIGMRFGKMQSRLG-LALV

6A2       -ETFDPERFSPEKV--------------------AARESVEWLPFGDGPRNCIGMRFGQMQARIG-LAQI

6A8       -FEFRPERFSPEES--------------------AGRPSVAWLPFGDGPRNCIGLRFGQMQARIG-PALL

6A18      -NEFRPERFSPEES--------------------AKRPSVAWLPFGEGPRNCIGLRFGQMQARIG-LAML

6A9       -NTFNPIFFARTS---------------------EGSDSVEWLPFGDGPRLCIGMRFGQMQARSG-LALL

6A10      -NTFDPDNFSPDRV--------------------AQRDGVYWLPFGEGPRNCIGMRFGQMQARVG-LALL

6A3       -EEFNPNRFAAEEC--------------------ERRHSSTYLPFGDGPRSCIGMRFGKMQTKIG-LVSL

6A5       -EEFRPSRFTPEEC--------------------LKRHPSAYLPFGDGPRNCIGMRFGKMQTKIG-LVSL

6A4       -ERFNP--FTPEEC--------------------LKRHPSAYLPFGDGPRNCIGLRFGKMQVKVG-LVSL

6A13      -EKFDPSRFEPEEI--------------------KARHPFAYLPFGEGPRNCIGERFGKLQVKVG-LVYL

6A14      -EKFDPSRFDPEEV--------------------KNRHPMAYLPFGDGPRNCIGLRFGKIQAKIG-LVSL

6A16      -HEFRPERFAPDAC--------------------RERHPTAFLGFGDGPRNCIGLRFGRMQVKVG-LITL

6A19      -EKFIPERFDEEQV--------------------KKRPTCAFLPFGAGPRNCIGLRFGRMQVIIG-LALL

6A20      -EKFIPERFDEDQV--------------------QQRP-CTFLPFGDGPRNCIGLRFGRMQVIVG--ALL

6A17      -EIFKPERFTDEEI--------------------AARPSCTWLPFGEGPRNCIGLRFGMMQTCVG-LAYL

6C1       -EVFRPERFAPNEK--------------------GQRHPMTYLPFGAGPRTCIAERFGMMQTMMG-LALL

6C2       -EVFRPERFSA-----------------------EERHPMAYLPFGAGPRICIAERFGMMETMMG-VALL

6A22      -HKFIPERFLADQL--------------------AQRPTAAWLPFGDGPRNCIGMRFGKMQTTIG-LVSL

6B1       -EKFDPERFNPENV--------------------KDRHPCAYLPFSAGPRNCLGMRFAKWQSEVC-IMKV

6B2       -KQFNPERFNAEEV--------------------GKRHPCAYLPFGLGQRNCIGMRFGRLQSLLC-ITKL

6B6       -KQFNPDRFDAEEV--------------------GKRHPCAYLPFGLGQRNCIGMRFGRLQSLLC-ITKI

6B3       -EKFDPERFNPENI--------------------KNRHPCAYLPFSAGPRNCLGLRFAKWQIEVC-VVKV

6B4       -EKFDPERFSPENV--------------------RNRHPCAYIPFGAGQRKCLGMRFGQWQVQVC-IIKL

6B7       -KQFNPDRFDAEEV--------------------GKRHPCAYLPFGLGQRNCIGMRFGRLQSLLC-ITKI

6U1       -QRFYPERFEEQAR--------------------RSRPAAAFLPFGDGLRGCIAARFAEQQLLVG-LVAL

6D4       -ETYDPERFSEES---------------------RNYNPTAFMPFGEGPRICIAQRMGRINSKLA-IIKI

6D1       -EDYRPERFADES---------------------KDYDPAAYMPFGEGPRHCIAQRMGVINSKVA-LAKI

6D2       -NGYDPHRFDSNN---------------------MNYDQAAYMPFGEGPRHCIGKALRMGKVNSK-VAKI

6D5       -LAYKPERYLENG---------------------KDYTQAAYLPFGEGPRMCIGARMGKVNVKIA-IAKV

6T1       -EVFDPERFSAEQR--------------------QQHHPMTYLPFGAGPRGCIGTLLGQLEIKVG-LLHI

6T2P      ------------------------------------------LPFGAGPRGCIGTLLGQLGIKVG-LLHT

6T3       -GVFDPKRFGPERS--------------------RHIHPMTYIPFGAGPHGCIGSRLGVLQLKLG-IVHI

6G1       -SQFDPERFSPANR--------------------KNIVAMAYQPFGSGPHNCIGSRIGLLQSKLG-LVSL

6G2       -RKFLPERFSPENR--------------------KLHTPYTYMPFGLGPHGCIGERFGYLQAKVG-LVNL

6V1       -DRFDPERFSAANK--------------------ALQAPMSYMPFGAGPRNCIGMQIGLLQIKLG-LVYF

6W1       -EKYDPERFNSSNR--------------------DNLNMDAYMPFGVGPRNCIGMRLGLLQSKLG-LVHI

9B1       -QRFDPERFSERRK--------------------KDLIPYTYLPFGVGPRSCIGNRYAVMQAKGM-LYNL

9B2       -RKFDPDRFSEERK--------------------GDMVPYTYLPFGVGPRNCIGNRYALMQVKGM-LFNL

9B3       -HKFIPERFSDGNK--------------------DQIVPYTYLPFGAGPRNCIGNRYALMQAKAM-LYNL

9F1       -NKFDPDRFSEENK--------------------DKIQPFTYYPFGVGPRNCIGSRFALLEAKAV-IYYL

9F2       -MKFDPERFSDENK--------------------ESIQPFTYFPFGLGQRNCIGSRFALLEAKAV-IYYL

9H1       -EFFNPERFADG----------------------HALESRVYMPFGVGPRNCIGNRMALMELKSI-VYQL

9A1       -AKFDPERFSPENR--------------------HKILPFTYFSFCLGPRNCIGSRFALCEIKVI-LYLL

9A2       -YKFDPDRFSEENK--------------------HNIKPMTYIPFGV-----------------------

9A4       -YKFDPDRFSEENK--------------------HNIKPMTYMPFGVGPRNCIGARFALCELKVM-IYQV

9A5       -YRFNPDRFSEGNK--------------------HDIKPMTYMPFGVGPRNCIGARFALCEVKVM-IYEV

9C1       -EQFRPERFDEEHK--------------------HEIRQFTYLPFGVGQRSCIGNRLALMEVKSL-IFQL

28A1      -QAFKPERFMQPDAAK------------------MYREQGVFMAFGDGPRVCIGMRFALTQIKGA-LVEL

28A5      -QSFQPERFLEPDAAK------------------TFRERGVFMGFGDGPRVCIGMRFATVQIKAA-IVEL

28A2      -NEYNPERFLKPDSIK------------------KYRDQGLFLGFGDGPRICIGMRFGLAQAKAA-LVEI

28D1      -QSFKPERFLNINGGAK-----------------KYRDQGLFFGFGDGPRICPGMRFSLTQIKAA-LVEI

28D2      -LTFKPERFLESNGGGMK----------------SYRDRGVYLAFGDGPRHCPGMRFALTQLKAA-LVEI

28C1      -DVFRPERFLDGGLK-------------------NCKQQGIFLGFGNGPRQCVGMRLGLAMAKAA-LAAI

308A1     -NQF-PERFLN-----------------------QPPMGCRFLGFGAGPRMCPGMRLGLLQTKAA-LTTL

309A1     -SEFRPDRFENGAAS-------------------VLTKRGCFLPFGDGPRICLGMRVGQLSVKTA-IVHI

309A2     -EAFKPERFDNGAYQ-------------------ELMRKGIFLPFSDGPRICMGVPLAMLTLKSA-LVHI

310A1     -MKYKPLRFLQTANDVGQCE--------------DKTKSNVFIGFGIGGSQCVGQNFAKLVIKVA-LIKL

311A1     -YAFKPERWLPEDGA-------------------VAPPAFSYIPFSGGPHVCIGRRYSLLLMKLL-TARL

312A1     -MVFKPDRWAIGAE--------------------PKLRHHFFIPFMAGARSCMGQRYAMVMLKMV-LAHL

313A1     -ADNFNPDNFLAENM-------------------EQKHPYAYIPFARGKRNCIGSKYAMMSSKFA-LCRI

313A2     -AAQFNPENFLPEKI-------------------HDRHPYAFIPFSKGKRNCIGWRYGLMSSKLA-LVKI

313A3     -PSSFNPDHFLPDNV-------------------RDRHPYAYIPFSKGRRNCIGWKYGLMSSKLA-LSKI

313A4     -AETFNPDHFLPHNI-------------------QDKHPYAYIPFTKGIRNCIGWRYALISAKVT-LAKL

313A5     -ANAFNPDNFLPENK-------------------RARPPYSYLPFSKGKKTCLGWKLSLISAKLA-LAKI

313B1     -SRTYNPDAHFGLDS-------------------PQRHAFAFVPFTKGLRMCIGYRYAQMLMKLL-LARI

301A1     AATFRPERWLKPQHGGTP----------------GKLHPFASLPYGYGARMCLGRRFADLEMQIL-LAKL

49A1      -KRFLPERWLKQSTDSAGCPHAN-----------QKIHPFVSLPFGFGRRMCVGRRFAEIELHTL-LAKV

12A4      ASEFLPERWLRSPKDSESKCPANEL---------KSTNPFVFLPFGFGPRMCVGKRIVEMELELG-TARL

12A5      PTEFLPERWLRNASDSAGKCPANDL---------KTKNPFVFLPFGFGPRMCVGKRIVEMELELG-TARL

12C1      AKEFIPERWLRRKDDDKSDVLMN-----------KDLNAFIYLPFGFGPRMCVGKRIVDLEMELT-VANL

12D1      PDEFLPERWLRDPETGKK----------------MQVSPFTFLPFGFGPRMCIGKRVVDLEMETT-VAKL

12E1      VREFIPERWLRDESNSHLVG--------------ETATPFMYLPFGFGPRSCAGKRIVDMMLEIA-ISRL

12B2      SSEFIPERWLKSDLAPDIQACPAA----------RTRNPFVYLPFGFGPRTCIGKRIAELEIETL-LVRL

302A1     -LRFQPDRWLQHR---------------------SALNPYLVLPFGHGMRACIARRLAEQNMHIL-LLRL

314A1     -KQFTPERWIDPATENFTV---------------NVDNASIVVPFGVGRRSCPGKRFVEMEVVLL-LAKM

316A1     -NHFDAQRF--------------------------LDSPPELLSYSLGPRCCPARKFSMQLLKTL-LAPI

315A1     -ERVLPERWCIGETE-------------------QVHKSHGSLPFAIGQRSCIGRRVALKQLHSL-LGRC

6H1       LSQY-EVSVAAD-TPVPLPMATRG-IVATTVGGVPLRFQHDPLVELVRPA*---------

6E1       LQKF-RFKLAPQ-TSTRIELNKTG-VFLSIQGNLWMKVKKTCHNLTVVTEPAAEN*----

6F1       LSKF-NVRLADE-TYASKELALDASVVLMPVGGIKVSISERRAS*---------------

6J1       LSNF-EVSPCKE-TRIPLIIDPKP-FNLMALGGVYLNITKFNN*----------------

6K1       LAEF-EVKPCKD-TPIPLELSTRS-SVLATTSGIPLTFVKSTAQVS*-------------

6A1       IRHF-RFTVCSR-TDIPMQINPES-LAWTPKNNLYLNVQAIRKKIK*-------------

6A2       ISRF-RVSVCDT-TEIPLKYSPMS-IVLGTVGGIYLRVERI*------------------

6A8       IRNF-KFSTCSK-TPNPLVYDPKS-FVLGVKDGIYLKVETV*------------------

6A18      IKNF-TFSPCSA-TPDPLTFDPHSAILLGIKGGIQLKVEAI*------------------

6A9       INRF-KFSVCEQ-TTIPIVYSKKT-FLISSETGIFLKVERV*------------------

6A10      LKNF-KFSVCGK-TPIPMKYNKVN-FLLQSEHGISLYIEKV*------------------

6A3       LRHY-RFECCPL-TEIPL--DKKS-FFVGSKNGIFVRVVDLKCEK*--------------

6A5       LRHY-RFECSPL-TEIPLEMDKRN-FLAATKNGIFLKVIPL*------------------

6A4       LSHY-RFEFCPL-TEQPLQFNNHH-MMVAPKNGVYLKVTPV*------------------

6A13      LRDF-KFSRSEK-TQIPLKFSSRN-FLISTQEGVHLRME*--------------------

6A14      LRRF-KFSVSNR-TDVPLIFSKKS-FLLTTNDGIYLKVE*--------------------

6A16      LRRF-RFSLPPG-SPTQLKVTKRN-LILLPSDGVRLQVDPVESRLM*-------------

6A19      IHNF-RFELHPK-TPVPMKYTINN-LLLGSEGGIHLNITKVVRD*---------------

6A20      IHNF-KFEFHPTKTVVPLEYRTDD-FLLSSKGGIHLKVTRV*------------------

6A17      IRGY-KFSVSPE-TQIPMKIVVKNILISAENGIHLKVEKLA*------------------

6C1       LKNF-KFSLWHR-TVKQLTFDPFNVRVFNTKEGIYLRVEKI*------------------

6C2       LMHF-KFSPCKE-TAENLIFDPKNVFVFSIRGGIHLRVEKVQ*-----------------

6A22      LRNF-HFSVCPR-TDPKIEFLKSN-ILLCPAHGIYLKVQQLSQMSS*-------------

6B1       LSKY-RVEPSMK-SSGEFKFDPMR-LFALPKGGIYVNLVRR*------------------

6B2       LSKF-RLEPSKN-TDRNLQVEPYR-FIIGPKGGIRLNIVPRKDVS*--------------

6B6       LSKF-RIEPSKN-TDRNLQVEPHR-GLIGPKGGIRVNVVPRKLVS*--------------

6B3       LSKF-RFEPSTK-TMSEFNYDPKR-LLVYPKSGIFLNIIPRNY*----------------

6B4       LSKY-RVEPSNK-SSGEFKFDPMR-LFVLPKGGIFVNIVRR*------------------

6B7       LSKF-RIEPSKN-TDRNLQVEPRR-VTIGPKGGIRVNIVPRKIVS*--------------

6U1       LRQH-RYAPSAE-TSIPVEYDNRR-LLLMPKSDIKLSVERVDKL*---------------

6D4       LQNF-NVEVMSR-SEIEFENSGIA-LIPKHGVRVRLSKRVPKLS*---------------

6D1       LQNF-NIQPMPR-QEVEFKFHSAP-VLVPVNGLNVGLSKRW*------------------

6D2       LANF-DLVQSPR-KEVEFRFDAAP-VLVTKEPLKLRLTKRK*------------------

6D5       LSNF-DLEIRKEKCEIEFGVYGIP-LMPKSGVP-VRLSLKK*------------------

6T1       LNHF-RVEVCER-TLPEMRFDPKA-FVLTAHNGTYLRFVKNSL*----------------

6T2P      LKHF-RVELCER-TLPEMRFDP-A-SVLTAHNGTFLRFVRNSL*----------------

6T3       LKQY-WVETCER-TVSEIRFNPKSFMLESENEIYLRFCRSSL*-----------------

6G1       LKNH-SVRNCEA-TMKDMKFDPKGFVHQADGGIHLEIVNDRLYDQSAPSLQ*--------

6G2       LRNH-MITTSER-TPHRMQLDPKAIITQAKGGIHLRLVRDALGV*---------------

6V1       LHQH-RVEICDR-TVERIQFDAKFALLASEQRIYLKVDCL*-------------------

6W1       LRNH-RFHTCDK-TIKKIEWAPTSPETFSTRRIISRFEAITGPAN*--------------

9B1       MLNY-KIEASPR-TTRDMWESARGFNIIPTTGFWMQLVSK*-------------------

9B2       LLHY-KIEASPR-TIKDLWGSASGFNFTPRSGFWMHLVPRK*------------------

9B3       VLKY-KIERSPK-TVKDLLSDSRGFQLTPQSGYWVHLVPRK*------------------

9F1       LREF-RLVPAKK-TCIPLVLSSSGFQLAPKTGFWVKLIPRK*------------------

9F2       LKDY-RFAPAKK-SCIPLELITSGFQLSPKGGFWIKLVQR*-------------------

9H1       LLNF-KLLPAKR-TSRDLLNDIRGHGLKPKNGFWLKFEARQ*------------------

9A1       IREM-EVYPFEK-TIYPPQLSKDRFNMHLEGGAWVRLRVRPEKS*---------------

9A2       --------------------------------------------*---------------

9A4       LQHF-EVKVCEK-TMIPARLDTTTLSMGIHGGHWVRFKLRH*------------------

9A5       LQHF-EVKVCEK-TTIPARLDTTTLSMGIDGGHWVRFKLRH*------------------

9C1       VLRY-HLKPTDR-TPADMMSSISGFRLLPRELFWCKLESRGPA*----------------

28A1      LTKF-IIRVNPK-TRSDNEYDPTTFIGTCKGGIWLDFELRQ*------------------

28A5      ISKF-NVKINDK-TRKDNDYEPGQIITGLRGGIWLDLEKL*-------------------

28A2      LVNF-DVSVNAR-TRKDNLYDPKNLLSTLEGGIWLDFAARS*------------------

28D1      VRNF-DIKVNPK-TRKDNEIDDTYFMPALKGGVWLDFVERN*------------------

28D2      LRNF-EIKVNPK-TRSDNQIDDTFFMATLKGGIYLDFKDL*-------------------

28C1      VQRF-EVVVSPR-TLNGTELDPLIFVGVHKGGIWLQFVPRKNVTTK*-------------

308A1     LQDH-CVQLADE-DQCRVEVSPLTFLTASRNGIWLSFKRRTRY*----------------

309A1     LSNY-QVEQMKK--VPLGADSGMGIFLNGDVELKYTKLQK*-------------------

309A2     LSNF-QVVRGRD-RLIPKGDSGFGVVLQGDVNLEYRRFFR*-------------------

310A1     LQNF-HLELDA--NQVKTLKVSHRPAPFIHTKDGLKVKLKRREINTKFYS*---------

311A1     VREF-QMELSPEQA-PLRLEAQMVLKAQQGINVSFLKQ*---------------------

312A1     LRNF-LFEPLX--ERQVE-LKLNFVITLHTVDPIYVELK*--------------------

313A1     LRNY-KISTST--LYKDL-VYVDNMTMKLAEYPRLKLQRRG*------------------

313A2     LRNY-KLKTSF--PYENL-EFVDHMVIKLAQSPQLAFERRTL*-----------------

313A3     LRNC-KVSTSF--RYEDL-EFVDNIGMELAQSPGLEFHRRT*------------------

313A4     LRNY-RFKTSF--PFENL-YFVEDITMKLKSVPLLELQKRT*------------------

313A5     LRNY-MLSTTF--LYKDL-RFIDNTTMKLAEQPLLAVKRRI*------------------

313B1     FRSY-RISTEA--RLEEL-LVKGNISLKLKDYPLCRVERR*-------------------

301A1     LRNY-KLEYNHK-PLDYAVTFMYAPDGPLRFKMTRV*-----------------------

49A1      GFNH-VLHLALP-ELPPFNLPYLIPGTDLPQIQGLVQFRRVC*-----------------

12A4      IRNF-NVEFNYP-TENAFRSALINLPNIPLKFKF--IDLPN*------------------

12A5      IRNF-NVEFNHS-TKNAFRSALINLPNIPLKFKFKFTDVPN*------------------

12C1      VRNF-HIEYNYS-TEKPYKCRFLYKPNIPLKFKFTDLKY*--------------------

12D1      IRNF-HVEFNRD-ASRPFKTMFVMEPAITFPFKFTDIEQ*--------------------

12E1      VRNF-KIGFDYP---IENAFKAQFFVQPNIPFKFKFIERNE*------------------

12B2      LRSY-KVSWLPE-TPIEYESTIILSPCGDIRFKLEPVGDLM*------------------

302A1     LREY-ELIWSGS---DDEMGVKTLLINKPDAPVLIDLRLRRE*-----------------

314A1     VLAF-DVSFVKP---LETEFEFLLAPKTPLSLRLSDRVF*--------------------

316A1     LANF-EVLPYGD-----EVRLDLRLVLGSSNGFQLALKPR*-------------------

315A1     AAQF-EMSCLN----EMPVDSVLRMVTVPDRTLRLALRPRTE*-----------------

