
Sorghum bicolor P450s

628 P450 gene models in 372 gene bins separated by &

D. Nelson Jan. 13, 2011

Extracted from JGI by keyword search

Sequences were searched against each other to sort the same genes in to bins.

Each bin was BLAST SEARCHED AGAINST RICE TO GET THE BEST HIT.

The genes have not been revised for correct gene assembly.  They are as taken from JGI.

&

>Sb01g035160|Sorbi1 79% to CYP71K10, no partner
MANLVHQLVHELRSPRAWMLLLFCALLARHSLAMFISARRARRQGQAQAQLHDDDDDDDDDDDLLLPPPSPPALPVLGHL

HHLVGSLPHVSRPSAGSRGSTAPTSCSSASAPCRCSSCRRRAPPRRCCARTTACARPGPTPS*

&

>Sb07g000496|Sorbi1 61% to CYP71C18, no partner
DMKGTDFAFLPFGAVRRICPGINFGIATIEIMLANLIYHFDWKLQNGVGIGVDMSEVFGMQLRRKEKLFLVP

&

>Sb10g009400|Sorbi1 50% to CYP76N3, no partner
MAASDISHLPYLQAIVKRTRTLHPTVEATVEVQGCRIPEGTTVYVNISTHPFGAGRRICLTLPLADRMLDLTVASLLHRF

HGQLLMMMAEVGGGDGGVGIDMAECFGLVLSMATPLRAVAKEVV*

&

>fgenesh1_pg.C_chr_6002270|Sorbi1 46% to CYP92A15
MCTREGQAFELYILVLGISAVTKSFNEGESREDTSVAGYNIPAGMRVLVSAWAIGRDAGSVGGRDAGEFRPERFFIVNAN

GMLSNNVDVKGQDRELLPFWVGSQDVLCRGVELQDLSMEEKYGMDQGCVPQGAAAGYP*

>Sb06g029240|Sorbi1 identical to fgenesh1_pg.C_chr_6002270|
MRVLVSAWAIGRDAGSVGGRDAGEFRPERFFIVNANGMLSNNVDVKGQDRELLPFWVGSQDVLCRGVELQDLSMEEKEPL

QAIPEPKLSDHLYSGSGP*

&

>estExt_fgenesh1_pg.C_chr_13496|Sorbi1 69% to CYP709E1 rice with a small insert
MASVLLVASATALLALAAAWLWDYAVVRLLWRPRAVAGMFRAQGVRGPPCSFLRGNNHEMRRMKAAADALRLDVRDHNYL

PRVMPHFLTWKQQYGGPFLYWFGPQPRICLLDYESVRQVLFNKSGHFFKNDAHPTILAMLGKGLVLVEGTDWVRHRRVVN

PAFAMDKLKMMTATMVSCAESLIKEWEQLASRNESREVEVEFSKQFQDLTADVISHTGFGSSYKEGKEVFHTQKQLLALA

MATLLNVQLPGFKQVNIFLGQKYLPTKNNRLKWMLEKKIKTMLMAIIQPRLASNGGGYGDDLLGLMLEACLTTEQGDKRD

ELTLTMDEIIDECKTFFFAGHETTSHLLTWTMFLLSVYPEWQERLREEVLRECGKENPTADMLNKLKEMTMVLLETLRLY

GPVLLMLRKPISDIRLGSLSIPKGNGIVIPIPFLHRDKEVWGDNANDFDPLRFENGITNAAKTPQALLSFSIGPRSCIGQ

NFAMLEAKSVMAMILKKFSFTLSSSYVHAPADHITLQPKFGLPIVLRPLDV*

>Sb01g034330|Sorbi1 identical to parts of estExt_fgenesh1_pg.C_chr_13496
MASVLLVASATALLALAAAWLWDYAVVRLLWRPRAVAGMFRAQGVRGPPCSFLRGNNHEMRRMKAAADALRLDVRDHNYL

PRPSLFGAVLLFFFFPLASLRSCNGSNQISHIVISQPRDGQGTALPP*AETERTPIKASNRVRPWRPCCSWPRRRRSWRW

RRPGSGTTPWCASCGGPAPWPACSGRRGSADRPAASSGATTTR*GG*RRRPTRFGWTSATTTTSPG*CPTSSPGSNSTEG

HFCTGSVHSPGSASSITSR*GRFFLTSRAISSRTMRTRLSWQCSAKAWFWWKALTGCAIEGWSTQLLLWTNSRRAISVLV

RSTAPDLPPRLRVGKAGSF*QVGPFLQERCAPDYPGNARQRLGFGGRH*LGAPSKGGQPSFCYGQTQDDDGDDGQLC*VI

DQGVGTACVQERKQRSGSGIQQTISGLDGRRHIPYWFWKQL*GGQRGLPYAEAAPGTSHGNSPQCATARIQMMTATMVSC

AESLIKEWEQLASRNESREVEVEFSKQFQDLTADVISHTGFGSSYKEGKEVFHTQKQLLALAMATLLNVQLPGFKYLPTK

NNRLKWMLEKKIKTMLMAIIQPRLASNGGGYGDDLLGLMLEACLTTEQGDKRDELTLTMDEIIDECKTFFFAGHETTSHL

LTWTMFLLSVYPEWQERLREEVLRECGKENPTADMLNKLKEVSSY*KQQTEVDAREED*DDAHGNHTAPVGIQWRWIRRR

SARSHA*GLPHNRTRRQTR*VDPDHG*DHRRVQDVLLCRP*DHIPFAYLDNVLA*CLSRMAGTAKRGGPERMWKGKSYCR

HA*QTERDDDGAP*DTETLRSCFAHAKKAYLRYKIGKPQHT*RQWNCHTYSISPPRQRGLG*QCQ*F*SIEV*EWHHKCS

KDPTSSFIILNRTKVMHRSELRNVRSKVSYGHDPEEILLHTFLKLCACTCGSYNASA*VRSSHSFEATGCMMLNGCICVG

CFFYVFKYA*DVSIQDLVSSAKQYA*RTKTC*KGVTFWDFMPILCI*YTMLHETLYSE

>Sb08g019465|Sorbi1 53% to CYP71X2, no partner
LSMQEADPRYYVDTIIKGVILVLLTAGTGTSALTTEWAMALLLTEC*

&

>Sb01g007395|Sorbi1 78% to CYP81A6, no partner
IAETLRLYPAAPLLTDHESSADCKVGGYDVPRGTALLVNVYAIHRDPAVWEEPAGSCRSDSRAGKPRGCSWRRWGWGGAS

VRRGARAADGWGGAGGP*

&

>Sb09g023340|Sorbi1 56% to CYP89F1, no partner
MTHDGGTEKGIEKGREKEHVIEGAMRNSIWTSPEEFIPDRFMPGGEGGGVRLTIGIASSRRQTRICPWMGYAMLHLDYFL

ANLITDFEWRRPTIEGEQKDGYMGADDVMCLGGGVQAKSPYMTMHLRLQ*

&

>Sb10g020495|Sorbi1 75% to CYP75B4, no partner
FLRDANFSCRPPNFGSELMAYNYQDVVFAPYEPRWRAMRKVCAVNLFSARSTTSATSRSARLRSW*

&

>Sb01g034703|Sorbi1 46% to CYP92A9, no partner
MSLRLGSFPVVVSSSVAAAARSILKTPRPGVHRPSEDGVGQVHRLQLHSDVLWAPYGAYWRQARRLCKTEIFSARRLRSQ

ERVRDEELQAMLHDLYVHGTSSATAAAAGRVVVVLDHLLMANVPQHDLTHGTVLGKKYVVDDDDDDET

&

>Sb05g027250|Sorbi1 44% to CYP75B4, no partner
MGSIAQWTSLGNLPQLDGGNKQPSTTRRCTRCRRLVYSPLLCLRFGCFNVVVAGSAAVAEQFRRAHMTCMVFAATGDDDG

AREFDRGGCAGGDAGGQNLNVGDIVPALRWLDLQGVVAKMKKLHCRPKAAGVRTASEERNLRTRDLLSVLLAMVLDDARH

FTGGEEDMITENCRQGTYILTR*

&

>Sb06g020243|Sorbi1 72% to CYP71S1, no partner
PFGMGRRTCPGLHFATSVVELLLANLLFCFDWRAPHGEVDLEEETGVTVRRKNPLVLVAER

&

>Sb03g028593|Sorbi1 85% to CYP72A18, no partner
ERSLQRFPAQPSCKARRRFLSVRWGSPDLHRPELRAAGGEDGALHYPPLQHFSFELSPSYTHAPYTVITLHPQHGAQIKL

TKL*

&

>Sb03g042665|Sorbi1 64% to CYP704A5, no partner
MIAGKDTSVEALAWFFYMACKHPQVQERVFREAREAIGEKASSVEGFARCLTDEALGKIHYLHAALTETLRLYPARFP

&

>Sb01g041085|Sorbi1 58% to CYP76H5, no partner
YERGHNRMGDGRAVTESLVADEGSRRTLTSDRLQTRDRGVRHQATQVYPGHREGDVPSPPSGAITAAPPSRDDDRDQRLH

GAKGRTRPGERVGDQARPRAVGGAGEVHGREIPREGDRFPRQDFELVLICLGLPPAARMVHLMLSTLLHRFEWRLPPDVE

RNGVDMSENFGVTLGMSMPLQAIAKPI*

&

>Sb03g043003|Sorbi1 90% to CYP86A11, no partner
ARHVPRSIDLQDLLLRLTLDNICGLAFGKDPETLARGLPENAFASAFDRATETTLNRFIFPECVWRCKKWLGLGMETTLA

CSVQHVDRYLSAVIIQGAQARAS*

&

>Sb01g038890|Sorbi1 44% to CYP729A1, no partner
MEMEDEQGKKLCDDEIVDNIVSLVVAGYESTANAIMWAAYHLAKSPHALHKLRNEELMDKPICYTIPKAWRVVVWLRSLH

TDANYYDDEMTHSASTETDGTYSFVSF*

&

>Sb01g016160|Sorbi1 69% to CYP79A7, identical to fgenesh1_pg.C_chr_1001727
MAREVLRSNDAVFADRPATFAAAAFSGVGYRSASIAPAGDQWWKMRRVLTADVLAPATERRLRAARLAEADHLVRALCGG

AVDVRHVARHFCGNVIRRLTLGQAAPLRVREQAAPAGCGPRRDETEHVDALNYLDAFRVSDYFPALVQLQHRQAGLPGAV

ARHAHHRDAAREAPAGAGVPLEQPARRGQDPAPGRPRRALCWPTRSSCRRRHGCRPGESV*

>fgenesh1_pg.C_chr_1001727|Sorbi1

MAREVLRSNDAVFADRPATFAAAAFSGVGYRSASIAPAGDQWWKMRRVLTADVLAPATERRLRAARLAEADHLVRALCGG

AVDVRHVARHFCGNVIRRLTLGQAAPLRVREQAAPAGCGPRRDETEHVDALNYLDAFRVSDYFPALVQLQHRQAGLPGAV

ARHAHHRDAAREAPAGAGVPLEQPARRGQDPAPGRPRRALCWPTRSSCRRRHGCRPGESV*

&

>Sb05g026065|Sorbi1 65% to CYP71C16, identical to gw1.5.16780.1

EFMPARFMDGASAAAVDFKGNDFQFIPFGAGQRMCSGINFVLVTVEIMLANLMYCFDWVLLAGMEKDDIDMTEVFGLTVH

RNEKLILVLKLYLVLLATHNLRMHCKRCA*

>gw1.5.16780.1|Sorbi1

EFMPARFMDGASAAAVDFKGNDFQFIPFGAGQRMCSGINFVLVTVEIMLANLMYCFDWVLLAGMEKDDIDMTEVFGLTVH

RNEKLILVLKLY

&

>fgenesh1_pg.C_chr_1004131|Sorbi1 88% to CYP88A5, no partner
MAINLPGFAFHKAFKARKKLVSVLQGVLVPEGGYLIPKGWKVQLWYRSVHMDPEVYPDSKKFNPSRWEGFSPRAGTFLPF

GLGTRFCPGNDLAKLEISVFLHHFLLGYKYAL*

&

>Sb02g024330|Sorbi1 83% to CYP735A4, no partner
MAFVTLMVLASPALILLLRAAWITLSCYLLTPLRIRRIMARQGVHGPPPRPLIGNLRDVSSLVAQATADDMPALSHDIVG

RLMPHYVLWSRTYGKLFVYWYGSEPRLCLTDAAQIKEFLSSKYAANATGKSWLQRQGTRHFIGRGLLMANGAHWSHQRHV

VAPAFMPDKLKGRVGHMVECTKQTIRALQEAASSPAPSPGGGRRREVEIGGYMTRLTGDIISRTEFDTSYDTGKLIFRLL

EDLQRLTASSSRHLWIPGSQYFPSKYRREITRLNGELEAVLTESIGRSREIADEGRTTSAYGRGLLAMLLAEMEKKKKQD

GAAAAEQQQFSYDLQLVIDECKTFFFAGHDTSALLLTWALMLLATHPEWQDRARAEVARVCGDDPPSYDDLSKLTVLQMI

IHETLRLYPPATLLPRMVFEDIRLTAAGGLHLPRGLSVWIPVLAIHHDESIWGPDAHEFRPERFAAGRRPAFLPFASGPR

NCVGQAYALVEAKVVLAMLLSHFRIAISDDYRHAPVNVLTLRPKHGVPVHLRPLRP*

&

>gw1.10.14663.1|Sorbi1

RRSALNLPPGPQTLPLVGNLHQIGPLPHRSLWALARQHGPVMLLSLGMVPTVVVSSPEAARKVMTTHQVHCCARP

>Sb10g022450|Sorbi1 55% to CYP71E4, identical to gw1.10.14663.1

MIAAALFPGALLQQCRLPLPATLVVAVALSLVSILLLSWSRTRSRRRSALNLPPGPQTLPLVGNLHQIGPLPHRSLWALA

RQHGPVMLLSLGMVPTVVVSSPEAARKVMTTHQVHCCARPAMSGPRQLMYEYKDVVAFASYVRRACP*

&

>Sb01g020810|Sorbi1 88% to CYP71Z9, no partner
MEEKVLLAVAVAVLLVVLSKLKSLLVTRAKLNLPPGPWTLPLIGSVHHLVTSPSIYRAMRDLAQEHGPLMMLRLGEVPTL

VVSSPEAAQAITKAHDITFADRHLNATIGVLTFNGTDLVFGTYGERWRQLRKITVLELLSVARVQSFQRIREEEVARFMR

SLAASAGAGGAAVNLSKMISRFINDTFVRESVGSRCKYQDDYLDAFDTAVRQTSVLTVADLFPSSRLMQILGTAPRNALK

SRNRITRILEQIIHEQVEAMDRGEKTAHESLIGVLLRLQKEASLPIELTNDTIVALMFDLFGAGSDTSSTTLNWCMTELI

RYPAAMARAQAEVREAFKGKTRITEDDLAGAELSYLKLVIKEALRMHCPLPLLLPRQCRETCQVMGYDIPKGTSVFINVW

AICRDAKYWEDAEEFRPERFENTNLDYKGTNYEFLPFGSGRRMCPGANLGLANIELALASLLYHYDWKLPDGVKPEDVQV

CEGPGLIAKKKTGLILHPVTCIAPADA*

&

>Sb04g000830|Sorbi1 69% to CYP74F1, identical to estExt_Genewise1Plus.C_chr_40138
MLPSFVSPTASASVTPPPRPIPGSHGPPVLGPLRDRLDYFWFQSQDEFFRKRAAAHRSTVFRTNIPPTFPFFVGIDPRVV

AIVDAAAFTALFDPDLVDKRDILIGPYNPGTGFTGGTRVGVYLDTQEAEHTRIKTFAMDLLHRSARSWPAEFRAGVGAML

DAVDADFAANKASSASYLVPLQQCIFRFLCKAFAGADPSADWLVDNFGFTILDIWLALQILPTQKVGVVQPLEELKHGAE

AVAYAETQHGISKKDAINNILFVLGFNAFGGFSVFLPFLVAKVGDAADAAGLRPRLRDEVRRAMDKAKDADAEFGFAAVR

ESMPLVRSTVYEMLRMQPPVPLQFGRARRDFVLQSHGGAAYQVSKGEVLCGYQPLAMRDPEVFDRPEEFVPERFLGDDGA

RLLQHLFWSNGPETEQPAPGNKQCAAKEVVVDTACMLLAELFRRYDDFVVEGTSFTKLVKRQPSPSLSPAAAAGAGAQQ*

>estExt_Genewise1Plus.C_chr_40138|Sorbi1

MLPSFVSPTASASVTPPPRPIPGSHGPPVLGPLRDRLDYFWFQSQDEFFRKRAAAHRSTVFRTNIPPTFPFFVGIDPRVV

AIVDAAAFTALFDPDLVDKRDILIGPYNPGTGFTGGTRVGVYLDTQEAEHTRIKTFAMDLLHRSARSWPAEFRAGVGAML

DAVDADFAANKASSASYLVPLQQCIFRFLCKAFAGADPSADWLVDNFGFTILDIWLALQILPTQKVGVVQPLEELKHGAE

AVAYAETQHGISKKDAINNILFVLGFNAFGGFSVFLPFLVAKVGDAADAAGLRPRLRDEVRRAMDKAKDADAEFGFAAVR

ESMPLVRSTVYEMLRMQPPVPLQFGRARRDFVLQSHGGAAYQVSKGEVLCGYQPLAMRDPEVFDRPEEFVPERFLGDDGA

RLLQHLFWSNGPETEQPAPGNKQCAAKEVVVDTACMLLAELFRRYDDFVVEGTSFTKLVKRQPSPSLSPAAAAGAGAQQ*

&

>Sb01g015290|Sorbi1 66% to CYP71W1, no partner
MSELVKNPQLEVRETFKGQDMINEGDLIKLRYLQLVIKETLQLHALGPLLLPRECRESCQVMGYDVPKGTKVFVNVWAIA

RDRKLWHDAEQFKPKRFEDSSINFKGNDIEFTPFAAGRRICPGITLRLANLELALASLLYHFDWALSNGVKLEELDMAKA

FRITLRKKSMLWIKDKPYNNDL*

&

>Sb03g028670|Sorbi1

MVLEASFAAAASVPWTFLLGGLTGLLLLWQAGRLLHQFWWQPRLLELALRAQGIRGTSYRFPAGDLKEYGRLAKEAWSKP

LPLRCHDIAQRVTPFVHQLVREHGKTSMSWFGPSPKVTIVDPELARDVLSNKFGHFEKLKFPALSKMLGAGVANHEGEKW

VKHRRILNSAFHLEKLKRMLPAFSSCCEELVSRWAESLGSDSACELDVWPELQNLTGDVISRTAFSSSYHEGRRIFQLQA

EQASLVMTNIRKIMMIPGYLSLPTANNRKMSRNNKEVESILRDIIGKRIQSMKQGESTKDDLLGLLLETNMRDTDGNNNS

QPTGTAMTIEDVIEECKVFYFAGMETTAVLLTWTMIVLSMHPEWQDRAREEVTGLFGKNKPEYEGLSRLKTVTMVLYEVL

RLYPPAISFVRRTYKEQEMGGIRYPAGVILELPVLLIHHDPDIWGSDAREFRPDRFAEGISKACKDSGAFLPFGWGPRIC

IGQNFALLEAKMALCMILQRFEFELAPSYTHAPHTVITMHPMHGAPLKLRAI*

>estExt_Genewise1.C_chr_37579|Sorbi1 72% to CYP72A21, identical to Sb03g028670
MVLEASFAAAASVPWTFLLGGLTGLLLLWQAGRLLHQFWWQPRLLELALRAQGIRGTSYRFPAGDLKEYGRLAKEAWSKP

LPLRCHDIAQRVTPFVHQLVREHGKTSMSWFGPSPKVTIVDPELARDVLSNKFGHFEKLKFPALSKMLGAGVANHEGEKW

VKHRRILNSAFHLEKLKRMLPAFSSCCEELVSRWAESLGSDSACELDVWPELQNLTGDVISRTAFSSSYHEGRRIFQLQA

EQASLVMTNIRKIMMIPGYLSLPTANNRKMSRNNKEVESILRDIIGKRIQSMKQGESTKDDLLGLLLETNMRDTDGNNNS

QPTGTAMTIEDVIEECKVFYFAGMETTAVLLTWTMIVLSMHPEWQDRAREEVTGLFGKNKPEYEGLSRLKTVTMVLYEVL

RLYPPAISFVRRTYKEQEMGGIRYPAGVILELPVLLIHHDPDIWGSDAREFRPDRFAEGISKACKDSGAFLPFGWGPRIC

IGQNFALLEAKMALCMILQRFEFELAPSYTHAPHTVITMHPMHGAPLKLRAI*

&

>Sb07g002610|Sorbi1 90% to CYP703A3, no partner
MDPFVLSILICSWIFVVVYWRRLNSMRLRLPPGPPTWPIFGNLLQLSPLPHKDFARFCTKYGPLVYLRLGTIDAITTDDP

EVIREILIRQDEVFASRPRTLAAVHLAYGCGDVALAPLGPNWKRMRRVCMEHLLTTKRLESFAAHRAQEAEHLCQFVWAK

SHSGKPVNLREVLGAFSMNNVTRMLLGKQYFGIQSAGPGEAMEFMHITHELFFLLGLIYLGDYLPAWRWVDPYGCEKKMR

DVEKKVDDFHQKIIDEHRRAREAKKTRRSSLDDDDGKEDMDFVDVLLSLPGENGKEHMDDMEIKALMQDMIAAATDTSSV

TNEWVMAEVIKNPRVLRRVQEELDAVIGRDRMVAESDLTHLPYLRCVVRESFRMHPAGPFLIPHESLKPTTIMGYHVPAR

TRVFINTHALGRNPRVWDDVDAFRPERHLPAEEGARVEISHLPDFKILPFSAGKRKCPGAPLGVALVLMALARLFHCFDW

SPPDGLRPEDVDTQEVYGMTMPKATPLVAVATPRLPPHLYGGGSAS*

&

>Sb10g006100|Sorbi1

MGTGGAALVAAALAVVVVTRLWTVLLHKVWRPYAVARAFARQGVRGPPYRVFVGNSKQIQAMRAATSGDTLDLTSHDYIP

RVMPQYSAWMPLYGKVFLTWFSSTPALFVGNYDMVRRVLFDKTGLYAKQDPDPTILSMVGMGLAFTDGEDWSRHRRVVHP

AFAMDKLKAMTGAMAACAAEVIRTWEARAAASREKAVTVEVGQQFMELTADVISHTAFGSSYRQGKEVFLAQRELQFIAF

ASVYTVRVPGMQYVPTKANVRRWQLERTVRGTLMAIIRERLSAAAKETRDYGSDLLGLMLEANNAGDDSKIRQQAMSMDE

IIDECKTFFFAGHDTTAHLLTWAMFLLGTHPGWQQRLREEVIRECGGAEVPLRGDALNKLKLVTMVLYETLRLYGAVPMI

ARQATADVDLCGVKVPKGTQLLIPVAMLHRDEEVWGADAGAFNPLRFRDGVGRAAAHPNALLSFSLGQRSCIGKDFAMLE

AKATLALILRRFAFEVAPEYVHAPVDLLTLQPSKGLPIVLKLLDL*

>fgenesh1_pg.C_chr_10000644|Sorbi1 69% to CYP709C11, identical to Sb10g006100
MGTGGAALVAAALAVVVVTRLWTVLLHKVWRPYAVARAFARQGVRGPPYRVFVGNSKQIQAMRAATSGDTLDLTSHDYIP

RVMPQYSAWMPLYGKVFLTWFSSTPALFVGNYDMVRRVLFDKTGLYAKQDPDPTILSMVGMGLAFTDGEDWSRHRRVVHP

AFAMDKLKAMTGAMAACAAEVIRTWEARAAASREKAVTVEVGQQFMELTADVISHTAFGSSYRQGKEVFLAQRELQFIAF

ASVYTVRVPGMQYVPTKANVRRWQLERTVRGTLMAIIRERLSAAAKETRDYGSDLLGLMLEANNAGDDSKIRQQAMSMDE

IIDECKTFFFAGHDTTAHLLTWAMFLLGTHPGWQQRLREEVIRECGGAEVPLRGDALNKLKLVTMVLYETLRLYGAVPMI

ARQATADVDLCGVKVPKGTQLLIPVAMLHRDEEVWGADAGAFNPLRFRDGVGRAAAHPNALLSFSLGQRSCIGKDFAMLE

AKATLALILRRFAFEVAPEYVHAPVDLLTLQPSKGLPIVLKLLDL*

&

>Sb04g037870|Sorbi1

MAMVAAAAVLLLCAFIYAAWLSPAAARRRLRGAGFDGPRPSFPFGNLPEITATLQASAAASASASASNKPPSSAVSSDIH

AAVFPYFSRWRESFGKVFVYWLGTEPFLYVADPEFLKAATAGALGKRWGKPDVFRRDRMPMFGRGLVMAEGDEWARHRHI

IAPAFSATNLNDMIGLMQETTSKMVAEWSAAVASGGGVVDVERGVVRNAAEIIAKASFGVADDEAGARVFLKLQAMQAML

FQSNRLVGVPLARLLHVRKTYEAWRLGREIDALLMEIIDARRRSRRAAGGKDLLSLLLAGTAATANNKRLLTTRELVDEC

KTFFFGGHETTALALSWTLLMLAAHPDWQDALREEVIRELGDGDHLDAAALGRLTKMGWVMSEVLRLYPPSPNVQRQALE

DVTAAEGRKKSAAAAAVIPRGTNMWVDVVAMHHDVELWGDDAHEFRPERFGRDPVQGGCRHRMGFLPFGFGGRICVGRNL

TAMEYRVVLAMLLRRFRLSVAPQYRHAPKIMLSLRPSNGIQLHLTPLDQVVAAAAAAATSSSA*

>gw1.4.17444.1|Sorbi1 73% to CYP715B1, identical to Sb04g037870
LLLCAFIYAAWLSPAAARRRLRGAGFDGPRPSFPFGNLPEITATLQASAAASASASASNKPPSSAVSSDIHAAVFPYFSR

WRESFGKVFVYWLGTEPFLYVADPEFLKAATAGALGKRWGKPDVFRRDRMPMFGRGLVMAEGDEWARHRHIIAPAFSATN

LNDMIGLMQETTSKMVAEWSAAVASGGGVVDVERGVVRNAAEIIAKASFGVADDEAGARVFLKLQAMQAMLFQSNRLVGV

PLARLLHVRKTYEAWRLGREIDALLMEIIDARRRSRRAAGGKDLLSLLLAGTAATANNKRLLTTRELVDECKTFFFGGHE

TTALALSWTLLMLAAHPDWQDALREEVIRELGDGDHLDAAALGRLTKMGWVMSEVLRLYPPSPNVQRQALEDVTAAEGRK

KSAAAAAVIPRGTNMWVDVVAMHHDVELWGDDAHEFRPERFGRDPVQGGCRHRMGFLPFGFGGRICVGRNLTAMEYRVVL

AMLLRRFRLSVAPQYRHAPKIMLSLRPSNGIQLHLTPL

&

>Sb0896s002010|Sorbi1 71% to CYP72A24, no partner
RMLPAFASCCADLVSRWEGLVAAADDGEPCEVDVWPEMQRLTGDVISRVAFGSSYLEGRRIFELQEEQVHLAMLVANKIH

IPGYMMLPTRVNRRMKRIAAEIEGILRGMIATRESSLRAGKETSDDLLGLLLEGSGGGGGGMSTDDIIGECKLFYFAGMG

TTAVLLTWTMVVLAMHQEWQDRAREEVLRVFGGACRSVPDYDGLSRLKIVTMVLYEVLRLYMPVSALHRRTYKPMELGGV

RYPAGVILTLPLLSIHHDKDVWGPDADEFRPDRFAEGIARAASSGGDAPPAFFPFGWGPRSCIGQTFALLEAKIGLAMIL

GKFAFELSPSYAHAPVHVALVQPEHGAQVKLRKLP*

&

>Sb10g022310|Sorbi1

MEMAGAAGTAETWLPYVTTAASCAVAVFFLLYFYAPQWAVRGVPGPPALPVVGHLPLLARHGPDIFGLLAKKYGPIFRFH

LGRQPLVIVADPELCREVGVRQFKLIPNRSLPAPIAGSPLHQKGLFFTSRDERWSAMRNTIISLYQPSHLAGLVPTMQRC

IERAADAILAPGVQQNGDGDVDVDVDFSDLSLKLATDIIGQAAFGVDFGLTASGDPGGEAAEFIREHVHSTTSLKMDLSA

PLSVALGLVAPALQGPVRRLLSRVPGTADWKVARTNARLRARVDEVVAARARARERRRHGEARTKDFLSAVLDARDRSAA

LRELLTPDHVSALTYEHLLAGSATTAFTLSSAVYLVAGHPEVEAKLLAEVDGFGPRGAVPTADDLHHRFPYLDQVIMEAM

RFYTVSPLIARVTSRRTELGGHELPKGTWLWMAPGVLSRDAASFFPDPGAFRPERFDPASEEQRGRHPCAHIPFGIGPRA

CVGQRFALQELKLSMVHLYQRFLFRRSPQMESPPELQFGIVLNFKNGVKLVAVERCAAMS*

>e_gw1.10.14237.1|Sorbi1 73% to CYP711A6, almost identical to Sb10g022310
MAGAAGTAETWLPYVTTAASCAVAVFFLLYFYAPQWAVRGVPGPPALPVVGHLPLLARHGPDIFGLLAKKYGPIFRFHLG

RQPLVIVADPELCREVGVRQFKLIPNRSLPAPIAGSPLHQKGLFFTSRDERWSAMRNTIISLYQPSHLAGLVPTMQRCIE

RAADAILAPGVQQNGDGDVDVDVDFSDLSLKLATDIIGQAAFGVDFGLTASGDPGGEAAEFIREHVHSTTSLKMDLSAPL

SVALGLVAPALQGPVRRLLSRVPGTADWKVARTNARLRARVDEVVAARARARERRRHGEARTKDFLSAVLDARDRSAALR

ELLTPDHVSALTYEHLLAGSATTAFTLSSAVYLVAGHPEVEAKLLAEVDGFGPRGAVPTADDLHHRFPYLDQARVIMEAM

RFYTVSPLIARVTSRRTELGGHELPKGTWLWMAPGVLSRDAASFFPDPGAFRPERFDPASEEQRGRHPCAHIPFGIGPRA

CVGQRFALQELKLSMVHLYQRFLFRRSPQMESPPELQFGIVLNFKNGVKLVAVERCAAMS*

&

>Sb02g040520|Sorbi1 67% to CYP709C9, identical to estExt_fgenesh1_pg.C_chr_23788
MEYGWLLSAALAAALASWAFDALVRLVWRPRALARSLRAQGVRGPPYRFFHGNLGDIRRLRAAGAGIRLDVADHDFTPIA

QPQFREWIPLYGRVFLYWFGSTPNICVADYAMAKQLLAERTGIFAKNRSNANLLRLLGEGLVLANGDDWHRHKKVVHPAF

NTDKLKMMTATMADCALSMVTSWEAQLANQQKERVTIELSDQFEELTADVISHTAFGSSYKEGKRVFQALKELQFIAFST

LFNVHIPGFRYLPTKKNMRVWKLDKEVRSTLTGIIENRLAAKDKAGYGNDLLGLMLEACAPEHGGDQLLSMDEIIDECKT

FFFAGQETTSHLLTWVMFLLSTHPEWQDKLRAEVLRECGGGRDRRRAPTHDMLSKLKLMNLFILETLRLYSPVPLIRRRT

RCPVELGGVVVPADALLTLPIATMHRDREVWGDDAGEFNPLRFDAGTTKAAPKNLSAMLAFSSGPRNCIGQNFAMVESRA

VVAAVLQRFKLTLSPEYVHAPTDVITLRPKYGLPMIVTSVDDA*

>estExt_fgenesh1_pg.C_chr_23788|Sorbi1

MEYGWLLSAALAAALASWAFDALVRLVWRPRALARSLRAQGVRGPPYRFFHGNLGDIRRLRAAGAGIRLDVADHDFTPIA

QPQFREWIPLYGRVFLYWFGSTPNICVADYAMAKQLLAERTGIFAKNRSNANLLRLLGEGLVLANGDDWHRHKKVVHPAF

NTDKLKMMTATMADCALSMVTSWEAQLANQQKERVTIELSDQFEELTADVISHTAFGSSYKEGKRVFQALKELQFIAFST

LFNVHIPGFRYLPTKKNMRVWKLDKEVRSTLTGIIENRLAAKDKAGYGNDLLGLMLEACAPEHGGDQLLSMDEIIDECKT

FFFAGQETTSHLLTWVMFLLSTHPEWQDKLRAEVLRECGGGRDRRRAPTHDMLSKLKLMNLFILETLRLYSPVPLIRRRT

RCPVELGGVVVPADALLTLPIATMHRDREVWGDDAGEFNPLRFDAGTTKAAPKNLSAMLAFSSGPRNCIGQNFAMVESRA

VVAAVLQRFKLTLSPEYVHAPTDVITLRPKYGLPMIVTSVDDA*

&

>Sb10g023380|Sorbi1 79% to CYP734A4, identical to fgenesh1_pm.C_chr_10000326
MEMEAELASGRWWTWNAAAGACLLLLLMHVAARVADALWWRPRRLEAHFARQGVRGPPYRFLLGCVTEMVALMAEAAAKP

MSPPDSHDALPRVLAFYHYWRKIYGPMFLIWFGPTPRLTVADPELVREVLLTHADAFDRYEAHPVVRKLEGHGLISLHDD

KWALHRRVLTPAFYPDNLNRLAPHVARSVAALAERWRAMASAAPGGEVELDVAEWYQAVAEETIARATFGRSYDSGRVVF

RMQARLMVFASEAFRKVFVPGYRFLPTKKNRMQWSLDREIRRGLVALIGNRSMEAARQDEDEDDAELNDKGSNGGFRDLV

GFMINANDKKTKKSAPAIPVEDMLEECKTFFFAGKQTTTNLLTWATVLLAMHPDWQERARQEVLAVCGGADELPSKEHLP

KLKTLGMILNETLRLYPPAVATIRRAMRDVTLGGVSIPQDTELLIPIMAMHHDAALWGPDAAQFNPARFAAGGAAKAASH

PLAFIPFGLGPRMCIGQNLALLEAKLTLAVVLQRFHLARSPSYVHAPTVLMLLYPQYGAPVIFRPVTTTETTGPPPS*

>fgenesh1_pm.C_chr_10000326|Sorbi1

MHVAARVADALWWRPRRLEAHFARQGVRGPPYRFLLGCVTEMVALMAEAAAKPMSPPDSHDALPRVLAFYHYWRKIYGPM

FLIWFGPTPRLTVADPELVREVLLTHADAFDRYEAHPVVRKLEGHGLISLHDDKWALHRRVLTPAFYPDNLNRLAPHVAR

SVAALAERWRAMASAAPGGEVELDVAEWYQAVAEETIARATFGRSYDSGRVVFRMQARLMVFASEAFRKVFVPGYRFLPT

KKNRMQWSLDREIRRGLVALIGNRSMEAARQDEDEDDAELNDKGSNGGFRDLVGFMINANDKKTKKSAPAIPVEDMLEEC

KTFFFAGKQTTTNLLTWATVLLAMHPDWQERARQEVLAVCGGADELPSKEHLPKLKTLGMILNETLRLYPPAVATIRRAM

RDVTLGGVSIPQDTELLIPIMAMHHDAALWGPDAAQFNPARFAAGGAAKAASHPLAFIPFGLGPRMCIGQNLALLEAKLT

LAVVLQRFHLARSPSYVHAPTVLMLLYPQYGAPVIFRPVTTTETTGPPPS*

&

>Sb02g026600|Sorbi1 72% to CYP707A6, no partner
MAFFFILACTLIFLAIAYYFQYARWQKGRGRSGGGHEKQASSSLKSLPPGSMGWPYLGETLQLYSQDPNIFFASKQKRYG

EIFKTHLLGYPCVMLASPEAARFVLVTQAHLFKPTYPRSKERMIGPSALFFHQGDYHLRIRKLVQGALGPDALRALVPEV

EAAVRSTLASWDGHVRSTFHAMKTLSFDVGIVMIFGGGRLDERRKAELRKNYSIVEKGYNSFPNSLPGTLYYKAMQARRR

LQGVLSDIMRERRERGEPGTDLLGCLMQSQGDDGAPLLSDEQVADNIIGVLFAAQDTTASVLTWIVKYLHDHPKLLEAVR

AEQAAVREATDGGRLPLTWAHTRSMALTHRVILESLRMASIISFTFREAVADVEYKGFLIPKGWKVMPLFRSIHHSPDYF

QDPHKFDPSRFQVAPRPNTFLPFGNGVHACPGNELAKLEMLVLIHHLVTAYRWEIVGSSDEVEYSPFPVPKHGLPVKLWR

ENSTVDRKGRQTDDDDVEDIIV*

&

&

>Sb08g002250|Sorbi1

MDLADIPQQQRLMAGLALVVATVIFLKLLLSFRSGGGKKRLPPTIPGAPVVGGLVKFMRGPIPMIREQYAALGSVFTVPI

ITRRITFLIGPEVSAHFFKGNEAEMSQQEVYRFNVPTFGPGVVFDVDYSVRQEQFRFFTEALRANKLRSYVDQMVAEAEE

YFSKWGESGTVDLKYELEHLIILTASRCLLGREVREKLFDDVSALFHDLDNGMQPISVLFPYLPIPAHKRRDKARARLAE

IFATIIKSRKASGQSEEDMLQCFIDSKYKNGRPTTEGEVTGLLIAALFAGQHTSSITSTWTGAYMLRFKQYFAEAVEEQK

DVMKRHGDKIDHDILAEMDVLYRCIKEALRLHPPLIMLLRQSHSDFTVTTKEGKEYDIPKGHIVATSPSFANRLPHIYKN

PDSYDPDRFGPGREEDKAAGAFSYISFGGGRHGCLGEPFAYLQIKAIWTHLLRNFEFELVSPFPENDWNAMVVGIKGEVM

VNYKRRKLVVDN*

>estExt_fgenesh1_pg.C_chr_80244|Sorbi1 89% to CYP51G1, identical to Sb08g002250
MDLADIPQQQRLMAGLALVVATVIFLKLLLSFRSGGGKKRLPPTIPGAPVVGGLVKFMRGPIPMIREQYAALGSVFTVPI

ITRRITFLIGPEVSAHFFKGNEAEMSQQEVYRFNVPTFGPGVVFDVDYSVRQEQFRFFTEALRANKLRSYVDQMVAEAEE

YFSKWGESGTVDLKYELEHLIILTASRCLLGREVREKLFDDVSALFHDLDNGMQPISVLFPYLPIPAHKRRDKARARLAE

IFATIIKSRKASGQSEEDMLQCFIDSKYKNGRPTTEGEVTGLLIAALFAGQHTSSITSTWTGAYMLRFKQYFAEAVEEQK

DVMKRHGDKIDHDILAEMDVLYRCIKEALRLHPPLIMLLRQSHSDFTVTTKEGKEYDIPKGHIVATSPSFANRLPHIYKN

PDSYDPDRFGPGREEDKAAGAFSYISFGGGRHGCLGEPFAYLQIKAIWTHLLRNFEFELVSPFPENDWNAMVVGIKGEVM

VNYKRRKLVVDN*

&

>Sb02g025830|Sorbi1

MELSAWASLSAVVLSTVLFLIGAIHARRRRRPSISNSLPGPKPWPVIGNFNLLGALPHRSLDALSKLHGPLMRVQFGSFP

VVIASSVDMARFFLKTHDSAFIDRPKMAAGKYTTYNYSNIAWSPYGAYWRQARKICADELFSARRLESLEHVRREEVHAL

LRDLHGTAPGQVVQLKERLSTMSLNIIARMVLGRKCVENEVVTSGGGSVTTWREFRWMLDELFLLNGVLNVGDWIPWVSW

LDLQGYVRRMKRVGRMFDRFMENVVEEHNERRLREGDEFVPQDMVDRLLQLADDPSLDVKLTRDSVKAFTQDLVAGGTES

AAVIVEWGISELMKNPDVFAKATEELDGVIGRDRWVTEKDMPRLPYMDAIVKETMRLHMVVPLLSPRLSREDTSVGGRYD

IPAGTRVLINAWTISRDPALWDAPEEFWPERFVGSKIDVKGQDFELLPFGSGRRMCPGYSLGLKVIQVTLVNLLHGFAWR

LPDGMTKEELSMEEVFGLSTPRKFPLQAVVEPKLPARLYTA*

>e_gw1.2.16640.1|Sorbi1 73% to CYP92A9, identical to Sb02g025830

MELSAWASLSAVVLSTVLFLIGAIHARRRRRPSISNSLPGPKPWPVIGNFNLLGALPHRSLDALSKLHGPLMRVQFGSFP

VVIASSVDMARFFLKTHDSAFIDRPKMAAGKYTTYNYSNIAWSPYGAYWRQARKICADELFSARRLESLEHVRREEVHAL

LRDLHGTAPGQVVQLKERLSTMSLNIIARMVLGRKCVENEVVTSGGGSVTTWREFRWMLDELFLLNGVLNVGDWIPWVSW

LDLQGYVRRMKRVGRMFDRFMENVVEEHNERRLREGDEFVPQDMVDRLLQLADDPSLDVKLTRDSVKAFTQDLVAGGTES

AAVIVEWGISELMKNPDVFAKATEELDGVIGRDRWVTEKDMPRLPYMDAIVKETMRLHMVVPLLSPRLSREDTSVGGRYD

IPAGTRVLINAWTISRDPALWDAPEEFWPERFVGSKIDVKGQDFELLPFGSGRRMCPGYSLGLKVIQVTLVNLLHGFAWR

LPDGMTKEELSMEEVFGLSTPRKFPLQAVVEPKLPARLYTA*

&

>Sb02g043130|Sorbi1 71% to CYP714B1, identical to estExt_fgenesh1_pg.C_chr_24057
MEMEAVVVAAAALCGALALYLYHALWVAPERVRAALRAQGVAGPRPSFPYGNRADMRRAAAAAAAVAPAAGTTQRGGIVH

DYRQALFPHYERWRKEYGPIFTYSIGSMVFLHASRADVVRDLGRCGTSLDLGKSSYMKVTHRPLFGDGILKSSGEAWAHQ

RSLIAPEFCPNKVKGMVDLMVGSATALVASWEDRISSGGGGGGAELELKIDDDIRAYSADVISRTCFGSSYVKGKRIFAA

IRELQKAVSKPNLLAEMTGLSFLPTRTNTEAWRLNRVVRDLVLDVVRESGGDDRNLLNAMLRSAAAESGGGGRVAAVEEF

VVDNCKNIYFAGYETTAVTAAWCTMLLALHPEWQDRVRDEARQACAAGAAPDFASLHKMKKLTMVIQETLRLYPAGSVVS

RQALRDVTLGGVRVPAGVNIYVPVSTVHLDPELWGADAGEFDPGRFADDAHHQRQPHAYLPFGAGARICLGQAFAMAELK

VLLALVLSRFHISLSPAYVHSPALRLIVEPEHGVRLVLRNVEPSPGAS*

>estExt_fgenesh1_pg.C_chr_24057|Sorbi1

MEMEAVVVAAAALCGALALYLYHALWVAPERVRAALRAQGVAGPRPSFPYGNRADMRRAAAAAAAVAPAAGTTQRGGIVH

DYRQALFPHYERWRKEYGPIFTYSIGSMVFLHASRADVVRDLGRCGTSLDLGKSSYMKVTHRPLFGDGILKSSGEAWAHQ

RSLIAPEFCPNKVKGMVDLMVGSATALVASWEDRISSGGGGGGAELELKIDDDIRAYSADVISRTCFGSSYVKGKRIFAA

IRELQKAVSKPNLLAEMTGLSFLPTRTNTEAWRLNRVVRDLVLDVVRESGGDDRNLLNAMLRSAAAESGGGGRVAAVEEF

VVDNCKNIYFAGYETTAVTAAWCTMLLALHPEWQDRVRDEARQACAAGAAPDFASLHKMKKLTMVIQETLRLYPAGSVVS

RQALRDVTLGGVRVPAGVNIYVPVSTVHLDPELWGADAGEFDPGRFADDAHHQRQPHAYLPFGAGARICLGQAFAMAELK

VLLALVLSRFHISLSPAYVHSPALRLIVEPEHGVRLVLRNVEPSPGAS*

&

>Sb02g025820|Sorbi1 67% to CYP92A11, no partner
MEQATLAAFFGIVLCAVFFLRTFLLRGHRRAYNPPPGPKPWPIIGNLNLIGELPHRSIHELSKRYGPLMQLRFGSLPVVV

GASAEIAKLFLKVNDAAFSDRPRFAVGKYTAYDCSDILWSPFGPYLRQARRICATELFSAKRLESFEHIRDEEVRVLLRQ

LRQASGRAVRLRDYLQMLTLGVISRIVLGKKYVQEAAAGDGEGDSSAPTVITADEFREMVGEYFELHGVFNVGDFIPWLD

CLDLQGYVARMKRMNARFDRFLEHVLDVHNERRRREGGSFVPKDMLDVLLQLADDTDLEVQLSRDNVKAITQDLIVGATD

TTANTVEWAISELLKNSKIIAKAMEELNNVVGPDRLVTESDLPRLPYLEALLKETMRVHPPAPLLAPHVAREDTSVDGYD

VLAGTVVFVNVWAIGHDPALWDAPGEFRPERFLESKIDMRGQDFQLVPFGSGRRMCPGFNLALKVVALGLANLLHGFQWR

LPDGETAAELSMEEVFVLAMPRKFPLKAVVEPRLPARLYMGD*

&

>Sb01g036520|Sorbi1 43% to CYP72A23

MPAVCCTGCGGVPGGWSARRGTPHRLLASDLREDEQGGVVDAPAAAVPRHRAPRLCRNVREHGKQACLLWFGPVPRVVVA

DPQVARDVLSNKSGHLEKPNFPALTKLLSPTASRASRERSGSSTGGSPTPHSMSSSKYGMLPAFSTCCDELVSRWVESVK

SSDGWYLPTKNNRSMHEINNEVSSLLRGLIEKRMQAMKEGAREPRQRRRLAGSASRVEHERDGRAWPVHPGDDNRRRHRG

VQALLLRRHGDHVCAANLGNGPAMHAPGVAGPCERGGLWPVREKQAGIRWLSRLKTLTMILHEVLRLYPPAITISRKTYK

EMETGGVRYPAGVVVELPVLLIHHDPDLWGSDAHEFRPDRFAEGVSKAPAAFFPFGWGPRTCIGQNFALLEAKMALSMIL

QWFEFELAPSYTHEPRTVITLHPMHGAQIKLKAL*

>fgenesh1_pm.C_chr_1000861|Sorbi1 44% to CYP72A23, almost identical to Sb01g036520
MPAVCCTGCGGVPGGWSARRGTPHRLLASDLREDEQGGVVDAPAAAVPRHRAPRLCRNVREHGKQACLLWFGPVPRVVVA

DPQVARDVLSNKSGHLEKPNFPALTKLLSPTASRASRERSGSSTGGSPTPHSMSSSKYGMLPAFSTCCDELVSRWVESVK

SSDGWCELDTRPMLTLWNEPTRYLPTKNNRSMHEINNEVSSLLRGLIEKRMQAMKEGAREPRQRRRLAGSASRVEHERDG

RAWPVHPGDDNRRRHRGVQALLLRRHGDHVCAANLGNGPAMHAPGVAGPCERGGLWPVREKQAGIRWLSRLKTLTMILHE

VLRLYPPAITISRKTYKEMETGGVRYPAGVVVELPVLLIHHDPDLWGSDAHEFRPDRFAEGVSKAPAAFFPFGWGPRTCI

GQNFALLEAKMALSMILQWFEFELAPSYTHEPRTVITLHPMHGAQIKLKAL*

&

>Sb01g036360|Sorbi1

MEVAMTVTVTKVVLSLCCVGACGLAVYLYHILWLVPQRVLAKFKDQRIGGPRPSFPYGNLADMRAAAAAAKAARASACRS

GGGGGGGIVHDYRPAVLPYYEKWRKEYGPIFTYSMGNVVFLHVSRPDVVRDINLCVSLDLGKSSYLKATHEPLFGGGILK

SNGEDWLHQRKIIAPEFFLDKVKGMVDLMVDSAQPLLKSWEERVDRNGGITDIKIDDDIRAYSADVISRTCFGSSYIKGK

EIFMKIRELQQAVSKPNVLAEMTGLRFFPSMRNKQAWELHKQVRKLILEIVKESGEDRNLLSAILHSASTSRVGIAEAEN

FIVDNCKSIYFAGHESTAVTAAWCLMLLGLHPEWQDRVRAEVHEVCGGQPVDSRSLQKMKNLTMVIQETLRLYPAGAFVS

RQALQELKLGGVHIPKGVNIYIPVSTMHLDPELWGPDVKEFNPERFSDVRPQLHSYLPFGAGARTCLGQGFAMAELKILI

SLIVSKFVLKLSPHYQHSPTLKLIVEPELGVDLTLTKVQSFYTKRGTAIQAR*

>estExt_Genewise1Plus.C_chr_19386|Sorbi1 66% to CYP714B1, identical to Sb01g036360
MEVAMTVTVTKVVLSLCCVGACGLAVYLYHILWLVPQRVLAKFKDQRIGGPRPSFPYGNLADMRAAAAAAKAARASACRS

GGGGGGGIVHDYRPAVLPYYEKWRKEYGPIFTYSMGNVVFLHVSRPDVVRDINLCVSLDLGKSSYLKATHEPLFGGGILK

SNGEDWLHQRKIIAPEFFLDKVKGMVDLMVDSAQPLLKSWEERVDRNGGITDIKIDDDIRAYSADVISRTCFGSSYIKGK

EIFMKIRELQQAVSKPNVLAEMTGLRFFPSMRNKQAWELHKQVRKLILEIVKESGEDRNLLSAILHSASTSRVGIAEAEN

FIVDNCKSIYFAGHESTAVTAAWCLMLLGLHPEWQDRVRAEVHEVCGGQPVDSRSLQKMKNLTMVIQETLRLYPAGAFVS

RQALQELKLGGVHIPKGVNIYIPVSTMHLDPELWGPDVKEFNPERFSDVRPQLHSYLPFGAGARTCLGQGFAMAELKILI

SLIVSKFVLKLSPHYQHSPTLKLIVEPELGVDLTLTKVQSFYTKRGTAIQAR*

&

>Sb02g042676|Sorbi1 79% to CYP78B4, no partner
RDGRRRGEPPLRAERREGDAAHAPARARCCRGRAWPSTTRTSAATLVPAGTTAMVNMWAIAHDPAIWAEPEEFRPERFQE

EEEDVSVLGGDLRLAPFGAGRRVCPDKMLALATTHLWVAQLLHRFEWAPAGAASSGGGGVDLSERLNMSLEMATPLVCKA

VPRSAPQLHAGLAS*

&

>e_gw1.5.6119.1|Sorbi1

MVITGITSAIRLLHTLLTKGFIAMLHEQYTKLGSVFTISFLGMKTTFLAGPEVSVHFYQGLESEISHGHLLEFTVPMFRK

DVAFGVDIVTRTEQHRFDIDALKPAKLRCHVAPMLQEVEKYFAKWGQYGTVDLKQELQQLLMLISARCLLGKEVRENMFD

EVFSGFQELTENSLQLISLLFPYAPTPMTRRRDRVCTMLSSIFTQIVRLRKSSNRVEEDVLQNLMDSKYKDGRPTTEPEV

TRLIIAILFAGKQTSTTSSTWTGARLLSHKECLEAALEEQQKIVKKYGDNIDYDILLEMSFLHCCIKEALRMHPTAPMFL

HKVHKNFTVQTREGFEYEIPSGHTIASPLVINHNIPYHYVHLQGPYVYDPHWFGHGREEDRVGGKFTYNAFSGGRHACPW

EAYAYMQVKVIWSHLLRNFELKLVSSFPETNWLKLSPQPRGKVEVSYKRRMLSRSILENL*

>Sb05g011430|Sorbi1 59% to CYP51H8, identical to e_gw1.5.6119.1
MLHEQYTKLGSVFTISFLGMKTTFLAGPEVSVHFYQGLESEISHGHLLEFTVPMFRKDVAFGVDIVTRTEQHRFDIDALK

PAKLRCHVAPMLQEVEKYFAKWGQYGTVDLKQELQQLLMLISARCLLGKEVRENMFDEVFSGFQELTENSLQLISLLFPY

APTPMTRRRDRVCTMLSSIFTQIVRLRKSSNRVEEDVLQNLMDSKYKDGRPTTEPEVTRLIIAILFAGKQTSTTSSTWTG

ARLLSHKECLEAALEEQQKIVKKYGDNIDYDILLEMSFLHCCIKEALRMHPTAPMFLHKVHKNFTVQTREGFEYEIPSGH

TIASPLVINHNIPYH*

&

>Sb05g022350|Sorbi1 57% to CYP51H8, no partner
MDMINTSAVLSSIALVFIAAVITKVAWGRITARPASRNTTPHPPAISGSSIIPLLHTLLTKGLRAMLQEQYTKFGSVFTI

SFFGMKTTFLVGPEVSAHFYQGPESEISHGNILEFTVPMFGKDVAYGVDIVIRTEQNRFYVDALKPAKLRCHVAPMLQEV

EKYFAKWGQQGLVDLKQELEQLFMLISARCLLGKEVREKMFDEILSAFHELTENSLQLTSLLFPYAPTPMTRRRDRARAR

LSSIFAEIVRSRKSSNRVEEDVLQNLMDSKYRDGRPTTEAEVTGLIMAILFAGKHTSTTTSTWTGARLLSHTECLEAALE

EQQQIIKKHGDNIDYDTLLEMSFLHCCIKEAMRMHPPAPIFLRKVHKNFTVQTREGYEYEVPRGHTIASPLVINHNIPHI

YKDPDVYNPHRFSHGREEDRVGGKFTYNAFGGGRHACPGEAYAYMQVKVIWSHLLRNFELKLVSSLPKTDWLKVAPEPRG

KVEVSYKRRMLPRSMLKN*

&

>Sb02g019410|Sorbi1 55% to CYP51H8, no partner
MDQTNSALWFSIALLFIISVITMIGRHRTAVNPTCNRPPPPVVSGCSLIGILHTFLAKGMRAMIHDHYTQLGSVFTINFF

GLKVTFLIGPEVLGHFYQGLESDISLGDVLKFAVPMFGKEVLYGVDIATRNEQTRFYVDALKPSKLRSHVGPMLHEVEDY

FSKWKQQGTVDLKGELAKLLMLISSRCLIGREVREKMAKEFYTLFCQLSDNGLCLTSILFPYAPTLANYRRDKARAKLSA

ILIKIVRSRKSSNQVEQDMLQNLIDSKYSDNRSTTEAEVIGLILNLIFAGTHTSSAASAWTGVCLLRNERFMRAIRDEQK

QIIQKYKGHINYDALMEMETLQRCIKEALRMHPPTAANFRKVHKNFVVQTKEGDEYEIPRGHIIASPIEFNSNIPHIYKD

PDIYDPDRFGPGREEDKVGGKYSYTAFSGGRHACVGEAYAYMQIKIIWSHLLRNFDLKLVSPYPKTDRSKLALEPKGKIM

VRGYIYEKQHMLFSIWVGMVVT*

&

>Sb02g025840|Sorbi1

MELPPWASFLGVVLATVMLLKAIIGRRRSRRVYNLPPGPKPWPIIGNLNLVGALPHRSIHELSRKYGPLMQLRFGSFPVV

VGSSVDMAKFFLKTHDVVFTDRPKTAAGKYTTYNYRDITWSPYGAYWRQARKMCLTELFSVKRLESYEYIRAAEVRALLR

DLNSASGSGRAVMLKDYLSTVSLNVITRMVLGKKYLDREEAAAGSVTTPEEFKWMLDELFLLNGVLNIGDSIPWLDWMDL

QGYIKRMKKLGKMFDRFLEHVVEEHNQRRLREGKGFVAKDMVDVLLQIADDPTLEVELDRESVKAFTQDLIAGGTESSAV

TVEWAISELLKKPEVIAKATEELDRVIGRGRWVTEKDMPSLPYVDAVVKETMRLHPVAPLLVPRLAREDTTVAGYDIPAG

TRVLVSVWSIGRDPALWDAPEEFMPERFLGSKLDVKGQDYELLPFGSGRRMCPGYSLGLKVIQVSLANLLHGFAWSLPDG

VTKEELSMEEIFGLSTPRKFPLEAVVEPKLPAHLYSEA*

>estExt_Genewise1Plus.C_chr_27499|Sorbi1 87% to CYP92A9, identical to Sb02g025840
MELPPWASFLGVVLATVMLLKAIIGRRRSRRVYNLPPGPKPWPIIGNLNLVGALPHRSIHELSRKYGPLMQLRFGSFPVV

VGSSVDMAKFFLKTHDVVFTDRPKTAAGKYTTYNYRDITWSPYGAYWRQARKMCLTELFSVKRLESYEYIRAAEVRALLR

DLNSASGSGRAVMLKDYLSTVSLNVITRMVLGKKYLDREEAAAGSVTTPEEFKWMLDELFLLNGVLNIGDSIPWLDWMDL

QGYIKRMKKLGKMFDRFLEHVVEEHNQRRLREGKGFVAKDMVDVLLQIADDPTLEVELDRESVKAFTQDLIAGGTESSAV

TVEWAISELLKKPEVIAKATEELDRVIGRGRWVTEKDMPSLPYVDAVVKETMRLHPVAPLLVPRLAREDTTVAGYDIPAG

TRVLVSVWSIGRDPALWDAPEEFMPERFLGSKLDVKGQDYELLPFGSGRRMCPGYSLGLKVIQVSLANLLHGFAWSLPDG

VTKEELSMEEIFGLSTPRKFPLEAVVEPKLPAHLYSEA*

&

>Sb01g034290|Sorbi1

MGADDDQWPWPPPPLLLAAALVVVVVLALWRRLVWQPRSVARSLARQGIRGPPYSFLAGSLPEVKRLARASRRRVSHLDV

GCHDIMPILLPPFHRWVVEYGRTFLYWIGPTPAIFSVDLELIKEVLTDRTGLFAKDFMIPVFKVLLGNGLILANGDDWKR

HRKVVLPAFNHERIKSMSAVTAEATEQMARRWFEQILHSGGARQAAEIQVDRAICDLTAEIIGRAAFGTGHQEAGDVLVL

MHEMQKMGAAAMLDAPILWHMPTRRNLTVRRLDKLLRTKITAMMAARVAAAANCGSGGYGDDLLGLLLEAWSPEPAERQA

GSDDEGTTTTTLTTREVIDECKTFFGAGQETTATLLVWTMFLLSTHPQWQDKVREEVLREFPGGGDVPNSDTLSRLKLLH

MVLLETLRLYPPIVYIQRTTASEVVLRGVEVPRGTVISIPIGLLQRDREVWGSDADEFNPLRFSNGVARAATDPHALLSF

SLGPRACTGKSFGIIEAQIVMAVILRKFTFSLSPTYVHKPKYVVSLTPKCGMPLIFKNLHG*

>e_gw1.1.15424.1|Sorbi1 45% to CYP709C5, almost identical to Sb01g034290
MGADDDQWPWPPPPLLLAAALVVVVVLALWRRLVWQPRSVARSLARQGIRGPPYSFLAGSLPEVKRLARASRRRVSHLDV

GCHDIMPILLPPFHRWVVEYGRTFLYWIGPTPAIFSVDLELIKEVLTDRTGLFAKDFMIPVFKVLLGNGLILANGDDWKR

HRKVVLPAFNHERIKSMSAVTAEATEQMARRWFEQILHSGGARQAAEIQVDRAICDLTAEIIGRAAFGTGHQEAGDVLVL

MHEMQKMGAAAINYIKIFPSFSRHMPTRRNLTVRRLDKLLRTKITAMMAARVAAAANCGSGGYGDDLLGLLLEAWSPEPA

ERQAGSDDEGTTTTTLTTREVIDECKTFFGAGQETTATLLVWTMFLLSTHPQWQDKVREEVLREFPGGGDVPNSDTLSRL

KLLHMVLLETLRLYPPIVYIQRTTASEVVLRGVEVPRGTVISIPIGLLQRDREVWGSDADEFNPLRFSNGVARAATDPHA

LLSFSLGPRACTGKSFGIIEAQIVMAVILRKFTFSLSPTYVHKPKYVVSLTPKCGMPLIFKNLHG*

&

>e_gw1.5.15316.1|Sorbi1 60% to CYP51H7, 100% to Sb05g022340, 1005 to e_gw1.5.15249.1
MFDPKCNRPHPPTVKGVSFLRVLHTLLSKGLQAMIHDQYTKLGTVFTISFFQFKVTFLIGPEVSAHFYQGLDSEISHGNM

IEFTVPMLGKEVGYGVDTATRNEQSRFSYDALKPSKLRSHAGPMIQEVGEYFAKWGQQGMVDLKQELDKLLMLISGRCLL

GKEVREKMFDEFFTLFHELSDNGMCLTSVLFPYAPTPSNRRRDKARAKLSEMLTEIVRSRKKYDNVESDVLQNLIDSKYA

DGRSTTEAEVIGLIITLLFLGKHTSTITSVWTGAHLLASTRSLASVLEEQKKIVRKYGDDLDYNAFLEMDTLHRCIKETL

RIHPPVPMFRRKVHKNFTVQTKDGNEYEIHRGHTLISPVQFNGNLPHIYKDPDVYDPDRFGPGREEDRVGGKFSYTSFSA

GRHACLGESYAYLQIKVIWSYLLRNFELKLESPFPKPDWTKLVPEPKGRVMVSYKKRVLPTI*

>e_gw1.5.15249.1|Sorbi1

MFDPKCNRPHPPTVKGVSFLRVLHTLLSKGLQAMIHDQYTKLGTVFTISFFQFKVTFLIGPEVSAHFYQGLDSEISHGNM

IEFTVPMLGKEVGYGVDTATRNEQSRFSYDALKPSKLRSHAGPMIQEVGEYFAKWGQQGMVDLKQELDKLLMLISGRCLL

GKEVREKMFDEFFTLFHELSDNGMCLTSVLFPYAPTPSNRRRDKARAKLSEMLTEIVRSRKKYDNVESDVLQNLIDSKYA

DGRSTTEAEVIGLIITLLFLGKHTSTITSVWTGAHLLASTRSLASVLEEQKKIVRKYGDDLDYNAFLEMDTLHRCIKETL

RIHPPVPMFRRKVHKNFTVQTKDGNEYEIHRGHTLISPVQFNGNLPHIYKDPDVYDPDRFGPGREEDRVGGKFSYTSFSA

GRHACLGESYAYLQIKVIWSYLLRNFELKLESPFPKPDWTKLVPEPKGRVMVSYKKRVLPTI*

>Sb05g022360|Sorbi1

MDMANGVVWFTIAVVFITVVISKATKRGI

MFDPKCNRPHPPTVKGVSFLRVLHTLLSKGLQAMIHDQYTKLGTVFTISFF

QFKVTFLIGPEVSAHFYQGLDSEISHGNMIEFTVPMLGKEVGYGVDTATRNEQSRFSYDALKPSKLRSHAGPMIQEVGEY

FAKWGQQGMVDLKQELDKLLMLISGRCLLGKEVREKMFDEFFTLFHELSDNGMCLTSVLFPYAPTPSNRRRDKARAKLSE

MLTEIVRSRKKYDNVESDVLQNLIDSKYADGRSTTEAEVIGLIITLLFLGKHTSTITSVWTGAHLLASTRSLASVLEEQK

KIVRKYGDDLDYNAFLEMDTLHRCIKETLRIHPPVPMFRRKVHKNFTVQTKDGNEYEIHRGHTLISPVQFNGNLPHIYKD

PDVYDPDRFGPGREEDRVGGKFSYTSFSAGRHACLGESYAYLQIKVIWSYLLRNFELKLESPFPKPDWTKLVPEPKGRVM

VSYKKRVLPTI*

>Sb05g022340|Sorbi1 58% to CYP51H7, identical to Sb05g022360
MDMANGVVWFTIAVVFITVVISKATKRGI

MFDPKCNRPHPPTVKGVSFLRVLHTLLSKGLQAMIHDQYTKLGTVFTISFF

QFKVTFLIGPEVSAHFYQGLDSEISHGNMIEFTVPMLGKEVGYGVDTATRNEQSRFSYDALKPSKLRSHAGPMIQEVGEY

FAKWGQQGMVDLKQELDKLLMLISGRCLLGKEVREKMFDEFFTLFHELSDNGMCLTSVLFPYAPTPSNRRRDKARAKLSE

MLTEIVRSRKKYDNVESDVLQNLIDSKYADGRSTTEAEVIGLIITLLFLGKHTSTITSVWTGAHLLASTRSLASVLEEQK

KIVRKYGDDLDYNAFLEMDTLHRCIKETLRIHPPVPMFRRKVHKNFTVQTKDGNEYEIHRGHTLISPVQFNGNLPHIYKD

PDVYDPDRFGPGREEDRVGGKFSYTSFSAGRHACLGESYAYLQIKVIWSYLLRNFELKLESPFPKPDWTKLVPEPKGRVM

VSYKKRVLPTI*

&

>Sb02g026160|Sorbi1 73% to CYP76L1, no partner
MDASTLLWFLYISLASCLLYKLFFASTKTSSGKARRRAPPGPAPLPLVGNILELRGEPHHALARLAATHGPVMSLRLGTT

DAIVVTSAAAARDVLQRYDHVLAARSVSDAGRALGNHEHSVIWLPPTSPLWKRLRAVCTNHLFSARALDATRAAREEGVR

QLVACLGRHAGETPVDVGRAVFSCVLNLVSRALFSEDVVADLSSDQAQELEMLVRDTVEEVTKPNLSDLFPVLARLDLQG

RRRRSAEFVARFYDFFDPIIARRIEARGGGGEKIDDDFLDVLLQLHSMGQLSLQTIKSFLLDLFAAGTDTNAITVEWTMA

ELLRHPAVMAKVRAELREALGSKPHPDESDVGRLPYLRAVVMESMRLHPPSPMLMPHLAMAGGAEVGGFEVPAGTKVIIN

LWAIMRDRATWAEPEAFVPERFVGASDAEFRGKDRLEFMPFGAGRRSCPGTPMATRVVTLLLASMLHAFEWRLPEGMQPG

DVDVRDRFGTSLNMVTPLKAVPVPSQR*

&

>Sb05g019590|Sorbi1 71% to CYP51G1, no partner
MTVDMNQETASYPVGSQQRVIAGAALLVVSFAFIKILLQSGGSRGKRRRLPPTVRAPPLVGGLIRFARDPIPMIQEEYAR

LGSVFTVGILSRKITFLIGPEVSSHFFNGVDSEMSQNEVYQFTVSSFGPGVLYDVDYATRQEQFRFFGDAMHVSKLRGYV

PLLVQEAEAYFSKWGESGTVDLKSEMERVVLVTASRCLLGREVREKLFDDVCALLRDVCVGIQPLSFLFPYLPTPAHRRR

DRARARLGEIFSAIIKSRKASGHHSEEDDMLQCLIDSKYKNGRPTTEGEVTGLLIAVLFGGHQTTCITATWTGAYLLRFK

HHFAAAVEEQTEVMKRRGDKIDYDAMAEMVLLHRCIKETLRLHPPLTMLLRQSHRDFTVTTKEGQEFDVPRSHMVVTSPA

IANRLPDVYKDHESYDPGRFAPGREEDKAGGAFSYLSFGGGRHGCLGQSFAYLDIKTIWAHLLRNFDLELVSPFPEKDRN

TAFVGIKGEVMVKYKRRKLTVDVDVDG*

&

>Sb08g007250|Sorbi1

MMILQRKDLNKRVPALPPVVSFVSLIASLPTLLTRGLPAVIHGLHAKLGTVFTISLFGVKKVTFLVGPEATAHFFEGSES

EIRQSNIYEFSVPVVGRGVLYDVDLTTRSRQLSFCTNAIKPMNVRSHVDAMVQEVEGYFAQWGQHGVVDLKHEIWHLILV

IANRCLLGKHIRENMFDQVATLLNELFDNTSYLISFFFPYLPIPPHHRRDKARSKLGEIIHDVVRSRRTSSGLADNNDND

DMLQRLVDSNCINGRPLTESEIAGLVVGMVFAGQHTTSSAGVWTGACLLNDDGGRDHLAAAVEEQREIVGRHGHRLDYDI

LQEMVTLHSCVKEALRLHPPAMMLFRHASKGFSVRSREGNVYEIPKGHTLVTCMAVANSLPYIYKDPHVYDPSRFGPGRE

EDKVEGGKFSYMSFGAGRHACLGKDYAYMQIKVIWSHLLRNFDLELVSPFPEEAWEKLIPEPKGKVLVSYRRRVCSA*

>fgenesh1_pm.C_chr_8000292|Sorbi1 65% to CYP51H5, almost identical to Sb08g007250
MDLKTIHVAACLTIALLFLITTK

MMILQRKDLNKRVPALPPVVSFVSLIASLPTLLTRGLPAVIHGLHAKLGTATAHFFE

GSESEIRQSNIYEFSVPVVGRGVLYDVDLTTRSRQLSFCTNAIKPMNVRSHVDAMVQEVEGYFAQWGQHGVVDLKHEIWH

LILVIANRCLLGKHIRENMFDQVATLLNELFDNTSYLISFFFPYLPIPPHHRRDKARSKLGEIIHDVVRSRRTSSGLADN

NDNDDMLQRLVDSNCINGRPLTESEIAGLVVGMVFAGQHTTSSAGVWTGACLLNDDGGRDHLAAAVEEQREIVGRHGHRL

DYDILQEMVTLHSCVKEALRLHPPAMMLFRHASKGFSVRSREGNVYEIPKGHTLVTCMAVANSLPYIYKDPHVYDPSRFG

PGREEDKVEGGKFSYMSFGAGRHACLGKDYAYMQIKVIWSHLLRNFDLELVSPFPEEAWEKLIPEPKGKVLVSYRRRVCS

A*

&

>Sb02g025850|Sorbi1 37% to CYP75B4, no partner
MELPTWASFLGVVLATVMLLKAILGRRSRRVYNLPPGPKPWPIIGNLNLMGALPHRSIHELSRKYGPLMQLQFGSFPVVV

GSSVDMAKFFLKTHDVVFTDRPKTAAGKYTTYNYRDITWSPYGAYWRQARKMCLTELFSAKRLESYEYIRAAEVRALLRD

LHSASGSGRAVMLKDYLSTVSLNVITRMVLGKKYLDKEEAAAGSVTTPEEFKWMLDELFLLNGVLNIGDSIPWLDWMDLQ

GYIKRMKKLGKMFDRFLEHVVEEHNQRRLREGKGFVAKDMVDVLLQIADDPTLEVELNRESVKAFTQDLIAGGTESSAVT

VEWAISELLKKPEVIAKATEELDRVIGRGRWVTEKDMPSLPYVDAVVKETMRLHPVAPLLVPRLSREDTTVAGYDIPAGT

RVLVSVWSIGRDPALWDAPEEFMPERFLGSKLDVKGQDYELLPFGSGRRMCPGYSLGLKVIQVSLANLLHGFAWSLPDGV

TKEELSMEEIFGLSTPRKFPLEAVVEPKLPAHLYAEP*

&

>Sb10g024130|Sorbi1

MEVTTARDQLVINPTALPILLLVAGLTVLY

MRSRRGSANGGLRLPPSPFALPVLGHLHLLAPLPHQALHRLAARHGPLLY

LRLGSVPAIAACSPDAAREVLKTHEAAFLDRPKPTAVHRLTYGGQDFSFSPYGPYWRFMKRACVHELLAGRTLDRLRHVR

REEVSRLVRSLSRSAADGGGAPVDLNAVLMGVTGDIISRMVMSRRWTGDDSATEEMRSVVAETAEITGVFNLQDYIGVFK

HWDVQGLGKRIDAVHRKFDAMIERILTARDAERQQRRRHKEAADGAAGEGDKKDLLDMLFDMHEDEAAEMQLTRDNIKAF

MLDIFAAGTDTTTITLEWALSELINNPAVLRRAQAEVDAVVGASRLADESDIPRLPYLQAIAKETLRLHPTGPLVVRRSM

EPCKVSGYDVPAGATVFVNVWGIGRDPVCWAPDPLAFRPERFLEGEGGGESAGLDVRGQHFHLLPFGSGRRICPGASLAM

LVVQAALAALVQCFEWAPVGGAPVDMEEGPGLTLPRKRPLVCTVKARLDPLPVPDNGGVEETAAE*

>e_gw1.10.14244.1|Sorbi1 83% to CYP93F1, identical to Sb10g024130
MRSRRGSANGGLRLPPSPFALPVLGHLHLLAPLPHQALHRLAARHGPLLYLRLGSVPAIAACSPDAAREVLKTHEAAFLD

RPKPTAVHRLTYGGQDFSFSPYGPYWRFMKRACVHELLAGRTLDRLRHVRREEVSRLVRSLSRSAADGGGAPVDLNAVLM

GVTGDIISRMVMSRRWTGDDSATEEMRSVVAETAEITGVFNLQDYIGVFKHWDVQGLGKRIDAVHRKFDAMIERILTARD

AERQQRRRHKEAADGAAGEGDKKDLLDMLFDMHEDEAAEMQLTRDNIKAFMLDIFAAGTDTTTITLEWALSELINNPAVL

RRAQAEVDAVVGASRLADESDIPRLPYLQAIAKETLRLHPTGPLVVRRSMEPCKVSGYDVPAGATVFVNVWGIGRDPVCW

APDPLAFRPERFLEGEGGGESAGLDVRGQHFHLLPFGSGRRICPGASLAMLVVQAALAALVQCFEWAPVGGAPVDMEEGP

GLTLPRKRPLVCTVKARLDPLPVPDNGGVEETAAE*

&

>Sb03g028560|Sorbi1 65% to CYP72A17, almost identical to estExt_Genewise1Plus.C_chr_37529
MVGGVALLREASPSPWSVLAGVAAALVLWWAAQVLEYAWWAPRRMERALRAQGLRGTRYRFLWGDLKEESRLTAAALARP

VRTDRPHDVFPRVSPLLHRVVQEHGKLSFTWFGTTPRITITDPQLAREVMSNKDGCFLKTKITTRVTKLLFGGVAILDAE

KWAKHRRILNPAFHTEKLKGMLPAFTAACSDLICRWENLVADSVGSKELDICLLPTENNRRMKAIDRETKTILRGIIEKR

HEAMKNGEPTTTRDDLLGMLLESNMNYTDSDGKSSRGITLEEVIEECKLFYFAGTETTAVLLTWTIVVLSMHPEWQDQAR

DEVLEVFGQNNPDLSGVSRLKVVTMVLYEVLRLYPPALFINRRTYKQTELGGVMYPPDVMVMVPIMFIHRDPDLWGDDAG

EFNPRRFADGVSKACSDPGAFIPFSWGPRICIGQNFALLEAKLAISMILQRFAFELSPAYVHAPYNVLTLHPQHGVLVRL

RQL*

>estExt_Genewise1Plus.C_chr_37529|Sorbi1

MVGGVALLREASPSPWSVLAGVAAALVLWWAAQVLEYAWWAPRRMERALRAQGLRGTRYRFLWGDLKEESRLTAAALARP

VRTDRPHDVFPRVSPLLHRVVQEHGKLSFTWFGTTPRITITDPQLAREVMSNKDGCFLKTKITTRVTKLLFGGVAILDAE

KWAKHRRILNPAFHTEKLKGMLPAFTAACSDLICRWENLVADSVGSKELDIWSEFQSLSGDVISRAVFGVSYQEGRRIFR

LQAEQVVRVTNAFKTNHIPGFSLLPTENNRRMKAIDRETKTILRGIIEKRHEAMKNGEPTTTRDDLLGMLLESNMNYTDS

DGKSSRGITLEEVIEECKLFYFAGTETTAVLLTWTIVVLSMHPEWQDQARDEVLEVFGQNNPDLSGVSRLKVVTMVLYEV

LRLYPPALFINRRTYKQTELGGVMYPPDVMVMVPIMFIHRDPDLWGDDAGEFNPRRFADGVSKACSDPGAFIPFSWGPRI

CIGQNFALLEAKLAISMILQRFAFELSPAYVHAPYNVLTLHPQHGVLVRLRQL*

&

>Sb04g024710|Sorbi1 79% to CYP75B3, identical to estExt_fgenesh1_kg.C_chr_40201
MDVPLPLLLGSLAVSVVVWCLLLRRGGDGKGKGKRPMPPGPRGWPVLGNLPQLGSHPHHTMCALAKKYGPLFRLRFGSAE

VVVAASARVAAQFLRTHDANFSNRPPNSGAEHVAYNYQDMAFAPYGSRWRALRKLCALHLFSAKALDDLRSIREGEVALL

VRELSRHQHQHAGVPLGQVANVCATNTLARATVGRRVFAVDGGEEAREFKDMVVELMQLAGVFNVGDFVPALARLDLQGV

VGKMKRLHRRYDDMMNGIIRERKAAEEGKDLLSVLLARTREQQSIADGEDSRITETEIKALLLNLFTAGTDTTSSTVEWA

LAELIRHPDVLKKAQEELDAVVGRNRLVSELDLPRLTYLTAVIKETFRMHPSTPLSLPRIAAEECEVDGFRIPAGTTLLV

NVWAIARDPEAWPEPLQFRPDRFLPGGSHAGVDVKGSDFELIPFGAGRRICAGLSWGLRMVTLMTATLVHALDWDLADGM

TADKLDMEEAYGLTLQRAVPLKVRPAPRLLPSAYAAE*

>estExt_fgenesh1_kg.C_chr_40201|Sorbi1

MDVPLPLLLGSLAVSVVVWCLLLRRGGDGKGKGKRPMPPGPRGWPVLGNLPQLGSHPHHTMCALAKKYGPLFRLRFGSAE

VVVAASARVAAQFLRTHDANFSNRPPNSGAEHVAYNYQDMAFAPYGSRWRALRKLCALHLFSAKALDDLRSIREGEVALL

VRELSRHQHQHAGVPLGQVANVCATNTLARATVGRRVFAVDGGEEAREFKDMVVELMQLAGVFNVGDFVPALARLDLQGV

VGKMKRLHRRYDDMMNGIIRERKAAEEGKDLLSVLLARTREQQSIADGEDSRITETEIKALLLNLFTAGTDTTSSTVEWA

LAELIRHPDVLKKAQEELDAVVGRNRLVSELDLPRLTYLTAVIKETFRMHPSTPLSLPRIAAEECEVDGFRIPAGTTLLV

NVWAIARDPEAWPEPLQFRPDRFLPGGSHAGVDVKGSDFELIPFGAGRRICAGLSWGLRMVTLMTATLVHALDWDLADGM

TADKLDMEEAYGLTLQRAVPLKVRPAPRLLPSAYAAE*

&

>fgenesh1_pm.C_chr_3000965|Sorbi1

MGWGEIISSQLLIESSSSSLPAVLFTAAALAAGAFAVYFYIPSWRVRRVPGPVALPLVGHLPLFAKHGPGLFRMLAKEYG

PIYRFHMGRQPLVMVADAELCKEVGIKKFKSIPNRSIPTPIRGSPIHNKGLFFTRDSRWQSMRNVILTIYQPSHVASLIP

AIQPYVERAGRLLHPGEEITFSDLSLKLFNDTIGQVAFGSVDDPATDFIRKHFRATTSLKMDLSGPLSIVLGQFVPFLQE

PVRQLMLRVPGSADRRLEEANSDMSGLLDEIVAERAAQADRGQQKNFLSVLLNARESTEAMKKLLTPDYVSALTYEHLLA

GSVTMSFTLSSLVYLVAMHPEVEEKLLREIDAFGPKDVVPSSDDLETKFPYVEQVVKETMRFYTASPLVARQASEDVEVG

GYLLPKGTWVWLAPGVLAKDPKDFPDPDVFRPERFDPESEECKRRHPYAFIPFGIGPRACIGQKFAMQQLKLVVIHLYRN

YIFRHSPRMEFPLQFQYSILVNFKYGVKVQVIERKN*

>Sb03g032210|Sorbi1 61% to CYP711A3, almost identical to fgenesh1_pm.C_chr_3000965
MGWGEIISSQLLIESSSSSLPAVLFTAAALAAGAFAVYFYIPSWRVRRVPGPVALPLVGHLPLFAKHGPGLFRMLAKEYG

PIYRFHMGRQPLVMVADAELCKEVGIKKFKSIPNRSIPTPIRGSPIHNKGLFFTRDSRWQSMRNVILTIYQPSHVASLIP

AIQPYVERAGRLLHPGEEITFSDLSLKLFNDTIGQVAFGVDFGLTKDDTTAATSPAAQQQPAHGGANANQSVDDPATDFI

RKHFRATTSLKMDLSGPLSIVLGQFVPFLQEPVRQLMLRVPGSADRRLEEANSDMSGLLDEIVAERAAQADRGQQKNFLS

VLLNARESTEAMKKLLTPDYVSALTYEHLLAGSVTMSFTLSSLVYLVAMHPEVEEKLLREIDAFGPKDVVPSSDDLETKF

PYVEQVVKETMRFYTASPLVARQASEDVEVGGYLLPKGTWVWLAPGVLAKDPKDFPDPDVFRPERFDPESEECKRRHPYA

FIPFGIGPRACIGQKFAMQQLKLVVIHLYRNYIFRHSPRMEFPLQFQYSILVNFKYGVKVQVIERKN*

&

>Sb01g034740|Sorbi1

METELVVSF

MGVVLATALLVVTVLRRKRCSSSSSSREYRLPPGPRPWPVIGNLNLLGSLPHRSIHALSARHGPFMSLRFG

SVPVVVGSSVDAARFFLKTNDASFIDRPKMASGKHTAYDYSDIVWSPYGAYWRQARKLWKANLFNDRQLRSLEHVRSEEL

RVLLRDLRALSLSSSSSASAGRGGGVVALKEHLLMLSLNVISRMALGGKYVGEGGTAGSPISPAEFRWMVDELFLLNGVF

CVGDFIPWLSWLDIHGYVGRMKKLGKMFDRFLEHMVEEHSQRRRREGDKFVAADMVDLLLELADDPKLEVPIKRDGVKGF

ALDLIAGGTDSSAVTIEWAMSELLRNPDVLSKATEELDGVVGRERLVTEQDIPNLPYLEAIVKEAFRLHPVTPLLAPRLC

REDASTGSYDIPRGTLVFVNVWTIGRDPAVWGDDAEFFRPERFVGSGVDVKGQDLELLPFGSGRRMCPGYVLGLKMVQVT

LANLLHAFAWRLPDGVAPEKLSMQEKFGLAVPRFVPLEAVAVPRLPAHLYA*

>e_gw1.1.15323.1|Sorbi1 64% to CYP92A15, identical to Sb01g034740
MGVVLATALLVVTVLRRKRCSSSSSSREYRLPPGPRPWPVIGNLNLLGSLPHRSIHALSARHGPFMSLRFGSVPVVVGSS

VDAARFFLKTNDASFIDRPKMASGKHTAYDYSDIVWSPYGAYWRQARKLWKANLFNDRQLRSLEHVRSEELRVLLRDLRA

LSLSSSSSASAGRGGGVVALKEHLLMLSLNVISRMALGGKYVGEGGTAGSPISPAEFRWMVDELFLLNGVFCVGDFIPWL

SWLDIHGYVGRMKKLGKMFDRFLEHMVEEHSQRRRREGDKFVAADMVDLLLELADDPKLEVPIKRDGVKGFALDLIAGGT

DSSAVTIEWAMSELLRNPDVLSKATEELDGVVGRERLVTEQDIPNLPYLEAIVKEAFRLHPVTPLLAPRLCREDASTGSY

DIPRGTLVFVNVWTIGRDPAVWGDDAEFFRPERFVGSGVDVKGQDLELLPFGSGRRMCPGYVLGLKMVQVTLANLLHAFA

WRLPDGVAPEKLSMQEKFGLAVPRFVPLEAVAVPRLPAHLYA*

&

>Sb10g006040|Sorbi1 59% to CYP709C10, no partner
MHQLLQEKSSAALRLDRECTTEVDGRATATEFGGKRATWTARATATELGEEGASWTARASARSWVGRARAELAGEWASWT

DLGGGGGRKDWDLGGVTMVLYETLRLYGPVNTIVRQTTTDVDLCGVKVPKGTHLAIPFAMLHRDEEVWGADAGEFDPLRF

RDTAWAGRRRRLAFSLGQRSCIGKDFAMLEAKVTLALIVQRFAFEVAPEYVHAPAALLTVQPSKGLPVVLRLLDAHTLAS

*

&

>Sb03g028640|Sorbi1 70% to CYP72A20, almost identical to estExt_Genewise1Plus.C_chr_37560
MDGDVVAAAAALPSPWSLLQGLLALLIAWGSYQAAETFWLRPRRLNRALRAQGLSGTEYLFPAGDLKENNRLNDEARSRC

MPLSHDIVPRVMPHLFNTVKEHGNISITWVGPIPKVIITEAELIRDVLLNKSGHFKKVITNKRLIKMLALGIASHDGEKW

AKHRRILKPAFHQEKLKRMLPAFSTCSTELIDRWEKKLAGSDGSYELDIWPEFQNLTGDVISRTAFGSSFMEGRRIFQLQ

GEQAERLFKAFQYMYIPGFIFFPTQNNRRMKEINREIEGTLRGMIEKRERAIENGETSGNDLLGLLLQSNMESGKGNLRM

STEDMIEECKLFYFAGMETTAVLLTWTLVILGMHPEWQDRAREEVLSVFGRDKQPNFDGLGRLKTASVSLQYHVTMILYE

VLRLYPSVVTLNRRVSKDMHIGGITYPAGVILELPIIVLHHNPDVWGKDAHEFKPERFAEGISKATKDQPAFFPFGWGPR

ICIGQNFALLEAKMALSMILQRFEFQLSPSYTHAPYTVATLHPQHGAPIIFKKI*

>estExt_Genewise1Plus.C_chr_37560|Sorbi1

MDGDVVAAAAALPSPWSLLQGLLALLIAWGSYQAAETFWLRPRRLNRALRAQGLSGTEYLFPAGDLKENNRLNDEARSRC

MPLSHDIVPRVMPHLFNTVKEHGNISITWVGPIPKVIITEAELIRDVLLNKSGHFKKVITNKRLIKMLALGIASHDGEKW

AKHRRILKPAFHQEKLKRMLPAFSTCSTELIDRWEKKLAGSDGSYELDIWPEFQNLTGDVISRTAFGSSFMEGRRIFQLQ

GEQAERLFKAFQYMYIPGFIFFPTQNNRRMKEINREIEGTLRGMIEKRERAIENGETSGNDLLGLLLQSNMESGKGNLRM

STEDMIEECKLFYFAGMETTAVLLTWTLVILGMHPEWQDRAREEVLSVFGRDKQPNFDGLGRLKTASVTMILYEVLRLYP

SVVTLNRRVSKDMHIGGITYPAGVILELPIIVLHHNPDVWGKDAHEFKPERFAEGISKATKDQPAFFPFGWGPRICIGQN

FALLEAKMALSMILQRFEFQLSPSYTHAPYTVATLHPQHGAPIIFKKI*

&

>Sb10g000920|Sorbi1 80% to CYP88A5, identical to estExt_Genewise1Plus.C_chr_100162
MLGEEAALLSWAAALLLGAAALVLVDAAARWAHGWYREAPLGAARRARLPPGEMGWPVVGGMWAFLRAFKSGKPDAFIAS

FVRRFGRTGVYRGFMFSSPTVLVTTPEACKQVLMDDDAFVTGWPKATVALIGPKSFVAMPYDEHRRLRKLTAAPINGFDA

LTAYLPFIDRTVTSSLRAWADESSSGAGAGTGVEFLTELRRMTFKIIVQIFLGGADEPTTRALERSYTDLNYGMRAMAIN

LPGFAYHRALRARRRLVAVLQGVLDERRAAKAKGVSGAGVDMMDRLIEAEDERGRRLDDDEIIDVLIMYLNAGHESSGHI

TMWATVFLQENPDIFAKAKAEQEAIMRSIPASQQGLTLRDFRKMEYLSQVIDETLRLVNISFVSFRQATKDVFVNGYLIP

KGWKVQLWYRSVHMDPQVYPDPTKFNPSRWEGHSPRAGTFLAFGLGARLCPGNDLAKLEISVFLHHFLLGYRLARTNPRC

RVRYLPHPRPVDNCLAKITRVSEEY*

>estExt_Genewise1Plus.C_chr_100162|Sorbi1

MLGEEAALLSWAAALLLGAAALVLVDAAARWAHGWYREAPLGAARRARLPPGEMGWPVVGGMWAFLRAFKSGKPDAFIAS

FVRRFGRTGVYRGFMFSSPTVLVTTPEACKQVLMDDDAFVTGWPKATVALIGPKSFVAMPYDEHRRLRKLTAAPINGFDA

LTAYLPFIDRTVTSSLRAWADESSSGAGAGTGVEFLTELRRMTFKIIVQIFLGGADEPTTRALERSYTDLNYGMRAMAIN

LPGFAYHRALRARRRLVAVLQGVLDERRAAKAKGVSGAGVDMMDRLIEAEDERGRRLDDDEIIDVLIMYLNAGHESSGHI

TMWATVFLQENPDIFAKAKAEQEAIMRSIPASQQGLTLRDFRKMEYLSQVIDETLRLVNISFVSFRQATKDVFVNGYLIP

KGWKVQLWYRSVHMDPQVYPDPTKFNPSRWEGHSPRAGTFLAFGLGARLCPGNDLAKLEISVFLHHFLLGYRLARTNPRC

RVRYLPHPRPVDNCLAKITRVSEEY*

&

>Sb07g003000|Sorbi1 57% to CYP71C14, no partner
MSHLEVAFQLTSSSLVLAQWLLLLLVPLLLLLHYYSSRRSRSDRRRHGSSSCSDDKQQQQQLPPSPPGLPIIGHLHLIGG

DLPHITLRDLSAKHGRDGLMLLHLGAATTLIVSSPQAAETTMRTHDHVFASRLVSTVSDDLMYGSSDIAFSPYGEHWRQA

RKLVTTHLLAVKKVHSYRSARKEEVHLVLANVQAAAAASTAMDMGMVMNMFANDVVSHAVTGKFFRSEGRSKLFRELVEA

NSALVGGFNLEYYFPWLARSLGFLSRRFLRKRAQETHKRWDELLETILSDHERKDSAVHRHDDGRGDFTDVLLSVQKEYG

MTRDHVKAILLDMFAAGTDTSSLVLEFAMAELMCNPQQMAKLQGEVRKHTPSGQETVEEENLSNMPYLRAVVKETLRMHP

PAPLLVPRLSMADCVVDGYCVPSGTRVILNAWALGRDPESWEKPDEFMPERFMDGGSAAAIDFKGNHFQFLPFGAGRRIC

PGINFGMAAVEIMLANLMYCFDWQLPVGMEEKGLDMTEVFGVTVHLKEKLMLVPVIPKLRATSGHSSASC*

&

>Sb07g000520|Sorbi1

MADAQGHYDQIEELVPANSKSPPQVALVVSILLVCPLLVLLLRRLFGTTTTTPSTAREQLLSKLPSPPSRLPIVGHLHLV

GPLPHISLRDLSTKHGRDGLMLLHLGAVPTLIVSSPSAAQAVLRTQDHIFASRAYSPVTDILFYGSTDVAFSPYGEHWRQ

VKKIVTTHLLTNKKVRSYRHAREHEVRLVVAKIREAATAGTAIDLSELLNAFANDIVCHAVSGKFFREEGRNKLFRELVE

ANSSLIGGFNVEDYFPVLVKLDIIKRMVCAKAQKVNKMWDDLLNTLIDDHASRPASERDGEESDFIDVLLSLQQEYNLTR

DHIKAQLVVMFEAGTDTSFIVLEYAMAQLMRNPRLMNKLQAEVRSTIAKGKEIVTEDELNSLAYLKAVIKETLRLHMPAP

LMVPHLSMADCNIEGYTIPSGTRAIVNSWALARDPSYWEKADEFMPERFMEGGSAAAMDNKGNDFQYLPFGAGRRICPGI

NFASSSIEVMLANLIYHFNWELPMELAETGIDMTESFGVTVHRTEKLLLVPIAAQD*

>estExt_Genewise1Plus.C_chr_70078|Sorbi1 64% to CYP71C14, identical to Sb07g000520
MADAQGHYDQIEELVPANSKSPPQVALVVSILLVCPLLVLLLRRLFGTTTTTPSTAREQLLSKLPSPPSRLPIVGHLHLV

GPLPHISLRDLSTKHGRDGLMLLHLGAVPTLIVSSPSAAQAVLRTQDHIFASRAYSPVTDILFYGSTDVAFSPYGEHWRQ

VKKIVTTHLLTNKKVRSYRHAREHEVRLVVAKIREAATAGTAIDLSELLNAFANDIVCHAVSGKFFREEGRNKLFRELVE

ANSSLIGGFNVEDYFPVLVKLDIIKRMVCAKAQKVNKMWDDLLNTLIDDHASRPASERDGEESDFIDVLLSLQQEYNLTR

DHIKAQLVVMFEAGTDTSFIVLEYAMAQLMRNPRLMNKLQAEVRSTIAKGKEIVTEDELNSLAYLKAVIKETLRLHMPAP

LMVPHLSMADCNIEGYTIPSGTRAIVNSWALARDPSYWEKADEFMPERFMEGGSAAAMDNKGNDFQYLPFGAGRRICPGI

NFASSSIEVMLANLIYHFNWELPMELAETGIDMTESFGVTVHRTEKLLLVPIAAQD*

&

>Sb02g000220|Sorbi1

MEAAEAVTVGVGGSIGAPSAPGGVLLLFLLALSTLIIIIRWRWNNNRNSRLPPSPMALPLVGHLHLIRSPPHRSLDRIVK

RYGPLVYLRLGPSTHCVVAGTADAARDLLKHEASIPERPITVVAHHLAYGDAGFAFAPYGAHWRFMKRLCMSELLGPRTV

DQLRPVREAELAAVLGAARQASASGERIDVSRYLISMSNNAIMRMVASALPGHMTEAARDCAKHVAELVGAFNIEDYVGI

CRGWDLQGITRRTREVRDKFDALMEIMITAKEEKRRSQGDDGAETPTKDLLDILMDAAADENAEVRLTRENIKAFVIDIF

TAGSDTTATSVEWMLAYLINHPACMDKLRAELDAVVGTSRLVGENDVPRLPYLQAVFKETLRLQPPAVFSQRETIEPVHV

RGYVIPRKTTVFFNIFSIGRDPAWWEDPLEFRPERFMPGGAGAAVDPKGQHMHFLPFGSGRRACPGMGLAMQAVPAFLAA

LVQCFHWAVPIPQGQSTAPPLDMEEEAGLVTARKHHLVLIPTPRLNPLPVPVPVPATGKAT*

>estExt_Genewise1.C_chr_20006|Sorbi1 70% to CYP93G2, identical to Sb02g000220
MEAAEAVTVGVGGSIGAPSAPGGVLLLFLLALSTLIIIIRWRWNNNRNSRLPPSPMALPLVGHLHLIRSPPHRSLDRIVK

RYGPLVYLRLGPSTHCVVAGTADAARDLLKHEASIPERPITVVAHHLAYGDAGFAFAPYGAHWRFMKRLCMSELLGPRTV

DQLRPVREAELAAVLGAARQASASGERIDVSRYLISMSNNAIMRMVASALPGHMTEAARDCAKHVAELVGAFNIEDYVGI

CRGWDLQGITRRTREVRDKFDALMEIMITAKEEKRRSQGDDGAETPTKDLLDILMDAAADENAEVRLTRENIKAFVIDIF

TAGSDTTATSVEWMLAYLINHPACMDKLRAELDAVVGTSRLVGENDVPRLPYLQAVFKETLRLQPPAVFSQRETIEPVHV

RGYVIPRKTTVFFNIFSIGRDPAWWEDPLEFRPERFMPGGAGAAVDPKGQHMHFLPFGSGRRACPGMGLAMQAVPAFLAA

LVQCFHWAVPIPQGQSTAPPLDMEEEAGLVTARKHHLVLIPTPRLNPLPVPVPVPATGKAT*

&

>fgenesh1_pg.C_chr_10000183|Sorbi1

MHYLHAAISETLRLYSAVPVDGKLENEDNVIPNGYRVIKGDRMNYMIYAMGRMTYLWGQDTEEFRPERWLVNGVFQLESP

YKFVYFNAAPRICLGKEFAYRQMKIMAATLVHFFRFKLADRR*

>Sb10g001920|Sorbi1 79% to CYP704A4, identical to fgenesh1_pg.C_chr_10000183
MHYLHAAISETLRLYSAVPVDGKLENEDNVIPNGYRVIKGDRMNYMIYAMGRMTYLWGQDTEEFRPERWLVNGVFQLESP

YKFVYFNAAPRICLGKEFAYRQMKIMAATLVHFFRFKLADRR*

&

>Sb05g022330|Sorbi1 50% to CYP51H6, identical to fgenesh1_pg.C_chr_5001804
MDMVNSSAVPFSIALVFIAAVITKVAWGRKTTDLVSSCTNTLTRPPAVITGITSAVLLLHTLCTKGFRAMLQEQYTKFGS

VFTISFFGMKTTFLVGPEVSAHFYQGPESEISHGNFLDFTVPMCGKDVGYGVDIATRIEQSRFYLDTLKPAKLRCHFAPM

LQEVEKYFAQWGQQGTVDLKQELDQLLMLISARCLLGKEIREKMVDEVFSTFHDLTENSLQLTSLLFPYAPTPTTQRRDK

ARARLSSIFAEIVRSPKHNTTSTSTWIGARLLSHTECLEAALEEQQHIVNKHGDNIDYDTLLEMSFLHCCIKEALRMHPP

STIFLRKVHKNFTVQTTEGYKYEIPRGHTIASPLVINHNIPHIYKDPDVYDPHRFSHGREEDRVGGKFTYNAFGGGRHAC

AGEAYAYMQVKVIWSHLLRNFELKLVSPFPKTNWLKLIPEPRGEVEVSYKRRILPRNMLEK*

>fgenesh1_pg.C_chr_5001804|Sorbi1

MDMVNSSAVPFSIALVFIAAVITKVAWGRKTTDLVSSCTNTLTRPPAVITGITSAVLLLHTLCTKGFRAMLQEQYTKFGS

VFTISFFGMKTTFLVGPEVSAHFYQGPESEISHGNFLDFTVPMCGKDVGYGVDIATRIEQSRFYLDTLKPAKLRCHFAPM

LQEVEKYFAQWGQQGTVDLKQELDQLLMLISARCLLGKEIREKMVDEVFSTFHDLTENSLQLTSLLFPYAPTPTTQRRDK

ARARLSSIFAEIVRSPKHNTTSTSTWIGARLLSHTECLEAALEEQQHIVNKHGDNIDYDTLLEMSFLHCCIKEALRMHPP

STIFLRKVHKNFTVQTTEGYKYEIPRGHTIASPLVINHNIPHIYKDPDVYDPHRFSHGREEDRVGGKFTYNAFGGGRHAC

AGEAYAYMQVKVIWSHLLRNFELKLVSPFPKTNWLKLIPEPRGEVEVSYKRRILPRNMLEK*

&

>Sb07g000510|Sorbi1

MCHLLDLAHQLSHPTSSSPLVVVLAKWLLLLVVPLLLLLHYYTSRRSSRRHGSDDDKQLLPPSPPGLPIIGHLHLVGELP

HVSLRDLATKHAGGGLMLLRLGSVPTLVVTSPPAAEAIMRTHDHVFASRPTSTVSDDLLYGSSDIAFSPYGEHWRQARKL

VTTHLLTVKKVNSYCRSRKEEVSLVMDKIREAATAGTAVDMSTMMNTFANDIVSRAVSGKFFRAEGRNKLFRELVEANTS

LFGGFNLEDYFPVLARSLGFLSRRFLLNRAQETHKRWDELLETILSDHERRNSSLRRHDGGDFTDLLLSVQKEYGMTRNH

VKAILMDMFAAGTDTSSLVLEFAMAELMRNPQQMAKLQGEVRKHTPEGQKMVEEEDLASMPYLRAVVKETLRLRAPVPLL

VPHLSMADCIVNGYHVPSGTRVIVNAWALGRDPESWEKPEEFMPERFVDGGSAAAGVDFKGNHFQFLPFGAGRRICPGLN

FGIATVEIMLANLMYCFDWQLPMGMEEKDVDMTEVFGITVHLKERLMLVPSLPCADAPGTGRQSSLLHASSSRTNDLE*

>estExt_Genewise1Plus.C_chr_70076|Sorbi1 58% to CYP71C17, identical to Sb07g000510
MCHLLDLAHQLSHPTSSSPLVVVLAKWLLLLVVPLLLLLHYYTSRRSSRRHGSDDDKQLLPPSPPGLPIIGHLHLVGELP

HVSLRDLATKHAGGGLMLLRLGSVPTLVVTSPPAAEAIMRTHDHVFASRPTSTVSDDLLYGSSDIAFSPYGEHWRQARKL

VTTHLLTVKKVNSYCRSRKEEVSLVMDKIREAATAGTAVDMSTMMNTFANDIVSRAVSGKFFRAEGRNKLFRELVEANTS

LFGGFNLEDYFPVLARSLGFLSRRFLLNRAQETHKRWDELLETILSDHERRNSSLRRHDGGDFTDLLLSVQKEYGMTRNH

VKAILMDMFAAGTDTSSLVLEFAMAELMRNPQQMAKLQGEVRKHTPEGQKMVEEEDLASMPYLRAVVKETLRLRAPVPLL

VPHLSMADCIVNGYHVPSGTRVIVNAWALGRDPESWEKPEEFMPERFVDGGSAAAGVDFKGNHFQFLPFGAGRRICPGLN

FGIATVEIMLANLMYCFDWQLPMGMEEKDVDMTEVFGITVHLKERLMLVPSLPCADAPGTGRQSSLLHASSSRTNDLE*

&

>Sb03g028680|Sorbi1 77% to CYP72A23, identical to estExt_Genewise1Plus.C_chr_37583
MFLGALFAAVQASAPRSLLFYGVPGLVLLLWQGGRLLNKLWWEPRRLERALRSQGLRGTSYRFLTGDLTEFGRLNKEAWA

ARPLPLGCHDVVPRVTPFLHNNVREHGKTCFSWFGPIPNVTITDPALVRDVLSNKFGHLEKPQFPALTKLISDGLTSHEG

EKWVKHRRILNPAFHLEKLKLMLPAFSACCEELVSRWAQQSFGSDGWCELDVWPELQALTGDVISRTAFGSSYLEGRRIF

ELQSEQAERFVGAVQKIAIPGYMFLPTKNNRRMRQINKEVNSILRGLIGKRMQAMKDEEGESRTSDDDLLGLLLESNTRH

ADENGQSTLGMTIEDVIEECKLFYFAGMETTSVLLTWTMVLLSMHPEWQDRAREEVIGLFGRNKPDYEGLSRLKTVNMII

YEILRLYPPAVVFSRKTYKEMKVGDVTLPAGAFIELPVLFMHHDPDTWGNDVHDFKPERFAEGISKASKEPGAFLPFGWG

PRICIGQNFALLEAKMALCMILQRFEFELAPSYTHAPHTVITMHPMHGAQIKLRAI*

>estExt_Genewise1Plus.C_chr_37583|Sorbi1

MFLGALFAAVQASAPRSLLFYGVPGLVLLLWQGGRLLNKLWWEPRRLERALRSQGLRGTSYRFLTGDLTEFGRLNKEAWA

ARPLPLGCHDVVPRVTPFLHNNVREHGKTCFSWFGPIPNVTITDPALVRDVLSNKFGHLEKPQFPALTKLISDGLTSHEG

EKWVKHRRILNPAFHLEKLKLMLPAFSACCEELVSRWAQQSFGSDGWCELDVWPELQALTGDVISRTAFGSSYLEGRRIF

ELQSEQAERFVGAVQKIAIPGYMFLPTKNNRRMRQINKEVNSILRGLIGKRMQAMKDEEGESRTSDDDLLGLLLESNTRH

ADENGQSTLGMTIEDVIEECKLFYFAGMETTSVLLTWTMVLLSMHPEWQDRAREEVIGLFGRNKPDYEGLSRLKTVNMII

YEILRLYPPAVVFSRKTYKEMKVGDVTLPAGAFIELPVLFMHHDPDTWGNDVHDFKPERFAEGISKASKEPGAFLPFGWG

PRICIGQNFALLEAKMALCMILQRFEFELAPSYTHAPHTVITMHPMHGAQIKLRAI*

&

>estExt_Genewise1.C_chr_106847|Sorbi1

MEVATSRELINPTAFPILVLVAGLTTVFYVLRRRCSGNGGLRLPPSPLALPVLGHFHLLAPLPHQALHRLASRHGPLLYL

RLGSMPAIAACSPDAAREVLKTHEAAFLDRAMPTAVHRLMYGGQDFIFSAYGPYWRFMKRACVHELLDGRTLERLRHVRR

EEVSRLVRSLSRSAGDDGAAVDVDAVLMGVTGDIVSRMVMSRRWTGDDSATDTEEMRSVIAETAVLTGTFNLQDYIGVFK

YWDMQGLGKRIDAVHRKFDAMMERILTARDAQRRRRRKEPADGAGEGAKKDLLDMLFDMHEDEAAEMRLTRDNIKAFMLD

IFGAGTDTTAITLEWALSELINNPDILRRAQAELDAIVGASRLADESDIPRLPYLQAIAKETLRLHPAFPLVVRRSTEPC

KVSGYDVPAGSTVFVNVWAIGRDPACWAPDPLAFRPERFLEGGEGRGDSAGLDVRGQHFHLLPFGSGRRICPGASLAMLV

VQAALAAMLQCFEWAPVGGATVDMEEGPGLTLPRKRPLVCTVKARLHPVPVPTAAAADNGVDGTLHCA*

>Sb10g024120|Sorbi1 79% to CYP93F1, identical to estExt_Genewise1.C_chr_106847
MEVATSRELINPTAFPILVLVAGLTTVFYVLRRRCSGNGGLRLPPSPLALPVLGHFHLLAPLPHQALHRLASRHGPLLYL

RLGSMPAIAACSPDAAREVLKTHEAAFLDRAMPTAVHRLMYGGQDFIFSAYGPYWRFMKRACVHELLDGRTLERLRHVRR

EEVSRLVRSLSRSAGDDGAAVDVDAVLMGVTGDIVSRMVMSRRWTGDDSATDTEEMRSVIAETAVLTGTFNLQDYIGVFK

YWDMQGLGKRIDAVHRKFDAMMERILTARDAQRRRRRKEPADGAGEGAKKDLLDMLFDMHEDEAAEMRLTRDNIKAFMLD

IFGAGTDTTAITLEWALSELINNPDILRRAQAELDAIVGASRLADESDIPRLPYLQAIAKETLRLHPAFPLVVRRSTEPC

KVSGYDVPAGSTVFVNVWAIGRDPACWAPDPLAFRPERFLEGGEGRGDSAGLDVRGQHFHLLPFGSGRRICPGASLAMLV

VQAALAAMLQCFEWAPVGGATVDMEEGPGLTLPRKRPLVCTVKARLHPVPVPTAAAADNGVDGTLHCA*

&

>Sb03g028720|Sorbi1

MAIVALLQPWSLLGFLAALMALWWACRVLESTLIVPRRLGRALQSQGLRGNAYRFPFGDLKELARLAMAARAKPMPLSHD

ITPRVNRLYYNLIREHGKISVTWLGPTPRVIVNDPKLVREIMANKLGHFQKRKHTGIVRQFANGLVNHEGQKWAAHRKII

NPAFHLEKLKKMLPAFAACSNELITRWVGYVESDGAKEIDVWPEFQNLTGDVISRTAFGSSFSEGRRIFEIQCEQVQNLV

KLMNSLYLPGFRFLPTQLNRRIKANARELQTLLRGIVSKREKAMKEGRANNDDLLGLMMDSNIAETKQAGNSKPIMTMDD

IIGELKLFYFAGMDTTAVLLTWTMVVLSIHPEWQHRAREEVQRAFGDNQPDLDGIQQLKIVTMILYEVLRLYPPVVQLDR

QTYTEVELGGVTYPPGVLLSLPIVFIHHDKDVWGEDADEFRPERFKDGISKASKDSPAFFPFGWGPRICVGQSFALVEAK

MALTSILQHFSFGLSQSYTHAPFPVSTLQPEHGAHIMLKKLSSV*

>estExt_Genewise1.C_chr_37601|Sorbi1 67% to CYP72A25, almost identical to Sb03g028720
MAIVALLQPWSLLGFLAALMALWWACRVLESTLIVPRRLGRALQSQGLRGNAYRFPFGDLKELARLAMAARAKPMPLSHD

ITPRVNRLYYNLIREHGKHGKISVTWLGPTPRVIVNDPKLVREIMANKLGHFQKRKHTGIVRQFANGLVNHEGQKWAAHR

KIINPAFHLEKLKKMLPAFAACSNELITRWVGYVESDGAKEIDVWPEFQNLTGDVISRTAFGSSFSEGRRIFEIQCEQVQ

NLVKLMNSLYLPGFRFLPTQLNRRIKANARELQTLLRGIVSKREKAMKEGRANNDDLLGLMMDSNIAETKQAGNSKPIMT

MDDIIGELKLFYFAGMDTTAVLLTWTMVVLSIHPEWQHRAREEVQRAFGDNQPDLDGIQQLKIVTMILYEVLRLYPPVVQ

LDRQTYTEVELGGVTYPPGVLLSLPIVFIHHDKDVWGEDADEFRPERFKDGISKASKDSPAFFPFGWGPRICVGQSFALV

EAKMALTSILQHFSFGLSQSYTHAPFPVSTLQPEHGAHIMLKKLSSV*

&

>Sb2967s002010|Sorbi1

MDFTDVLLSLNGDDKLSDADMIAVLWEMIFRGTDTVAVLIEWVLARLVLHQDVQRKVHDELDRVVGPGEAVTESDTASLV

YLQAVIKEVLRLHPPGPLLSWARLATSDVNVGGHLVPAGTTAMVNMWAITHDASVWPEPTEFRPERFVAAAGGEDVVPIM

GSDLRLAPFGSGRRSCPGKSLAVATVGFWVATLLHEFEWLPCGGGGGVDLSEVLRLSCEMAAPLEARVVPRRHAV*

>e_gw1.2967.1.1|Sorbi1 78% to CYP78C5, identical to Sb2967s002010
RARCSALVPRVNRFVGAIIDEHRARLGGDTAAV

MDFTDVLLSLNGDDKLSDADMIAVLWEMIFRGTDTVAVLIEWVLARL

VLHQDVQRKVHDELDRVVGPGEAVTESDTASLVYLQAVIKEVLRLHPPGPLLSWARLATSDVNVGGHLVPAGTTAMVNMW

AITHDASVWPEPTEFRPERFVAAAGGEDVVPIMGSDLRLAPFGSGRRSCPGKSLAVATVGFWVATLLHEFEWLPCGGGGG

VDLSEVLRLSCEMAAPLEARVVPRRHAV*

&

>Sb01g015310|Sorbi1 54% to CYP71W1, no partner
MSELVRNPRVLLLHKAQSEEALRLHAPVPFLLPRQCREACQVVMGYDVPKGTKVFVNVWTIERDDKFWGDGEGNYFEFIP

FGAGRRICPGIMHGLANMELVLMSLLYHFDWEEPNNSGDLDMTEAFATAEEGYQITSPKTVG*

&

>Sb03g028910|Sorbi1 65% to CYP51H4, identical to e_gw1.3.17096.1
MAIAVLPIVSVLILTATKIGRTIVGVAPPKRKGPPVAEGAPLLGVLPAILTRSLQDVICDQHSKLGSVFTLSSLGVKVTF

LVGPEVSAHFFHAAESDISVGDVYKVTVPIFGKGVGYDVDHDTRNEQHRFFADTLRPAKLRSHASLMVREVEEYFARWGQ

SGTVDLKQEVENVLLLIASRCLLGKEVRDHMHDEVSSLLRELIGGLHLVSLFFPYLPTPAHRRRDRARARLEEIFSGIAR

LRRSSSSAGRGAGDDDHDMLQGLLDSRYRDGRGTTEAEVTGLLVALLFAGHHTSATVTTWTAARLLRHAEWLHAATEEQR

RLLQRNDQNEATAVIDYDVLLRMDVLHRCVKEALRLHPVTPMILRRARRPFTVRAQDGAEYEVPEGRMLASPLVVNNLLQ

GIYREPDVFDPDRFAAGREEDRVGGDLAYTSFGAGKHACMGEGYAYLQIKVILSHLLRNFELQLVSPFPETENMISMRPK

GEVMVSYRRRPLLQPAVVH*

>e_gw1.3.17096.1|Sorbi1

MAIAVLPIVSVLILTATKIGRTIVGVAPPKRKGPPVAEGAPLLGVLPAILTRSLQDVICDQHSKLGSVFTLSSLGVKVTF

LVGPEVSAHFFHAAESDISVGDVYKVTVPIFGKGVGYDVDHDTRNEQHRFFADTLRPAKLRSHASLMVREVEEYFARWGQ

SGTVDLKQEVENVLLLIASRCLLGKEVRDHMHDEVSSLLRELIGGLHLVSLFFPYLPTPAHRRRDRARARLEEIFSGIAR

LRRSSSSAGRGAGDDDHDMLQGLLDSRYRDGRGTTEAEVTGLLVALLFAGHHTSATVTTWTAARLLRHAEWLHAATEEQR

RLLQRNDQNEATAVIDYDVLLRMDVLHRCVKEALRLHPVTPMILRRARRPFTVRAQDGAEYEVPEGRMLASPLVVNNLLQ

GIYREPDVFDPDRFAAGREEDRVGGDLAYTSFGAGKHACMGEGYAYLQIKVILSHLLRNFELQLVSPFPETENMISMRPK

GEVMVSYRRRPLLQPAVVH*

&

>Sb05g022720|Sorbi1

MDATNGSVWLALAIVLIIGVITKALIRRNVPAPVCNRLPPPVANNGSIVMLLHAFLTKGFHAMIQDQYTKLGSVFTVSIF

GLKATFLVGPEVLGQFFEGMPSEIAVSPAIQFFEPILGKETYGIDTTTHYWLTGFMKDALKSGKLRSMVSPMIQEVEAYF

AKWEQHGITDLKQEMKHVLMAITARCLVGKEFREQMMGETWTLFYQLFDNGTRLSSVLFPYAPLPSNRRRDKARAKLSKI

LTQIVQSRRGSNHVEDDVLQILTNSKYKDGRPTTEEEVVGLIIFVVLTGLHSSNTTSTWTGALLLNNPRWSMAAVEEQQQ

IMQKHGCHLDYNVFLEMEILHNCIKEVVRLHPVPPLSIRKAHKPFTVRTRDGTEYEIPGGHTIVSPTLLNGSIPHIYKNP

NVFDPDRFGPGREEDKVGGKFSYTSFGGGRHACLGQAYAYLQIKAIWSHLLRNFEMKLESPFPVVDRSTFMMEAKGKIMV

SYRRRQLPASI*

>e_gw1.5.15322.1|Sorbi1 52% to CYP51H8, identical to Sb05g022720
MDATNGSVWLALAIVLIIGVITKALIRRNVPAPVCNRLPPPVANNGSIVMLLHAFLTKGFHAMIQDQYTKLGSVFTVSIF

GLKATFLVGPEVLGQFFEGMPSEIAVSPAIQFFEPILGKETYGIDTTTHYWLTGFMKDALKSGKLRSMVSPMIQEVEAYF

AKWEQHGITDLKQEMKHVLMAITARCLVGKEFREQMMGETWTLFYQLFDNGTRLSSVLFPYAPLPSNRRRDKARAKLSKI

LTQIVQSRRGSNHVEDDVLQILTNSKYKDGRPTTEEEVVGLIIFVVLTGLHSSNTTSTWTGALLLNNPRWSMAAVEEQQQ

IMQKHGCHLDYNVFLEMEILHNCIKEVVRLHPVPPLSIRKAHKPFTVRTRDGTEYEIPGGHTIVSPTLLNGSIPHIYKNP

NVFDPDRFGPGREEDKVGGKFSYTSFGGGRHACLGQAYAYLQIKAIWSHLLRNFEMKLESPFPVVDRSTFMMEAKGKIMV

SYRRRQLPASI*

&

>e_gw1.10.1270.1|Sorbi1

MGTGGVALVAAALAVVVVTRLWTVLLHLVWRPYAVASAFARQGIRGPPYRVLVGNSKEVQAMRAATSGDTLDLTSHDYIP

RVMPQYRAWMSLYGKVFLTWSSSTPALFVGSYDMVRRVLFDKSGLYGKTDPGPTILSLIGMGLVFTDGDDWSRHRRIVHP

AFAMDKLKSMTGAMAACAAEVIRTWEARAAASGEQGVTVEVGQQFTELTADVISHTAFGSSYRQGKEVFLAQRELQFIAF

ASINSVRVPGMQYVPTKANVRRWQLERTVRGTLMAIIGERHAAAKEARGYGSDLLGLMLEANAAGDGGGKRHQQAMSIDE

IIDECKTFFFAGHDTTAHLLTWAMFLLGTHPEWQQQLRDEVIRECGGADVPLRGDALNKLKLVTMVLYETLRLYGAVPMI

ARQATADADLCGVKVPKGTLLLIPIAMLHRDEEVWGADAGAFNPLRFRDGMGRAAAHPNALLSFSLGPRSCIGQDFAMLE

AKATLALILRRFAFAVAPEYVHAPADFLTLQPSKGLPVVLKLLDPHTSAI*

>Sb10g006050|Sorbi1 70% to CYP709C11, identical to e_gw1.10.1270.1
MGTGGVALVAAALAVVVVTRLWTVLLHLVWRPYAVASAFARQGIRGPPYRVLVGNSKEVQAMRAATSGDTLDLTSHDYIP

RVMPQYRAWMSLYGKVFLTWSSSTPALFVGSYDMVRRVLFDKSGLYGKTDPGPTILSLIGMGLVFTDGDDWSRHRRIVHP

AFAMDKLKSMTGAMAACAAEVIRTWEARAAASGEQGVTVEVGQQFTELTADVISHTAFGSSYRQGKEVFLAQRELQFIAF

ASINSVRVPGMQYVPTKANVRRWQLERTVRGTLMAIIGERHAAAKEARGYGSDLLGLMLEANAAGDGGGKRHQQAMSIDE

IIDECKTFFFAGHDTTAHLLTWAMFLLGTHPEWQQQLRDEVIRECGGADVPLRGDALNKLKLVTMVLYETLRLYGAVPMI

ARQATADADLCGVKVPKGTLLLIPIAMLHRDEEVWGADAGAFNPLRFRDGMGRAAAHPNALLSFSLGPRSCIGQDFAMLE

AKATLALILRRFAFAVAPEYVHAPADFLTLQPSKGLPVVLKLLDPHTSAI*

&

>Sb10g001876|Sorbi1 63% to CYP704A4, no partner
GGGLSPRRVVFRGKKGFFRGGPCFFGKFFKALFQKIHKGAYNIEIMKDLFGDGIFAIDGDKWRHQRKLASHEFSTKVLRE

FSSVVFRVNATRLTDKISSAAANRTILNMQDLLMKTTMDSIFKVGFGFELNTLSGTDESSV

&

>Sb05g011296|Sorbi1

MFGKDVAFGVDIVTRTEQHRFYIDALKPAKLRCHVAPMLQEVEKYFAKWGQYGTVDLKQELEQLLMLISARCLLGKEVRE

NMFDEVFSGFHELTENSLQLISLLFPYAPTPMTRRRDRACTMLSSNFTQIIRLRKSSNRVEEDVLQNLMDSKYKDGRPTT

EAEVTGLIIAILFAGKHTSTTSSTWTGARLLSHKECLEAALEEQQKILKKYGDNIDYDILLEMSFLHCCIKEALRMHPTA

PMFLRKVHKNFTVRTREGYEYEIPSGHTIASPLVINHNIPYIYKDPNVYDPHRFGHGREEDRVGGKFTYNAFSGGRHACP

GEAYAYMQVKVIWSHLLRNFELKLVSSFPETNWLKLSPEPRGKV

>e_gw1.5.6340.1|Sorbi1 62% to CYP51H8, identical to Sb05g011296
MFGKDVAFGVDIVTRTEQHRFYIDALKPAKLRCHVAPMLQEVEKYFAKWGQYGTVDLKQELEQLLMLISARCLLGKEVRE

NMFDEVFSGFHELTENSLQLISLLFPYAPTPMTRRRDRACTMLSSNFTQIIRLRKSSNRVEEDVLQNLMDSKYKDGRPTT

EAEVTGLIIAILFAGKHTSTTSSTWTGARLLSHKECLEAALEEQQKILKKYGDNIDYDILLEMSFLHCCIKEALRMHPTA

PMFLRKVHKNFTVRTREGYEYEIPSGHTIASPLVINHNIPYIYKDPNVYDPHRFGHGREEDRVGGKFTYNAFSGGRHACP

GEAYAYMQVKVIWSHLLRNFELKLVSSFPETNWLKLSPEPRGKVEVSYKRRMLSRSILENL*

&

>Sb02g036650|Sorbi1

MDLPTTIWTLLVFAAFSVAIVAATKIITRRRRRRQQSAAGPTTTKRPPPPVSPGIPLLGDLPALLTKGPLALIRDHYTML

GSVFTVRLFRLKLTFVVGPDVSSHFYRGLDSEISQDEVSQFTIPTFGPGIAFDVDYATRHEQFRFFGDALKPVKLRTYAS

LMVHEVESHFARWGQSGTVDLKQELEHLVTLITSRCLFGAAVRERMFTEVGSLLRELNDGMRLVTILFPHLPIPAHRRRD

AARARLGEIFTEIVRSRKSRTDDDDDDDMLQCLLDARYKDGRGTTETEVVGMLVSALFAGQHNSSSAGTWTGARLLTHTK

HLRAAVEEQRRVVARHGDRVDYDVLQEMETLHRCVKETLRLHPPALMLLRHARRSFTVRTRDGREYEVPKGHAVASPLVL

HNRLPHIYDEPDKYDPDRFAPRRAEDKPGGALAYLSFGAGRHICVGEAFAYMQLKLIWSHLLRNFDMELVSPFPRTDWNV

VMPGPQGKVIISYKRRPLPTTD*

>fgenesh1_pm.C_chr_2000555|Sorbi1 69% to CYP51G3, almost identical to Sb02g036650
MDTTGLCCLFRRHTAGPTTTKRPPPPVSPGIPLLGDLPALLTKGPLALIRDHYTMLGSVFTVRLFRLKLTFVVGPDVSSH

FYRGLDSEISQDEVSQFTIPTFGPGIAFDVDYATRHEQFRFFGDALKPVKLRTYASLMVHEVESHFARWGQSGTVDLKQE

LEHLVTLITSRCLFGAAVRERMFTEVGSLLRELNDGMRLVTILFPHLPIPAHRRRDAARARLGEIFTEIVRSRKSRTDDD

DDDDMLQCLLDARYKDGRGTTETEVVGMLVSALFAGQHNSSSAGTWTGARLLTHTKHLRAAVEEQRRVVARHGDRVDYDV

LQEMETLHRCVKETLRLHPPALMLLRHARRSFTVRTRDGREYEVPKGHAVASPLVLHNRLPHIYDEPDKYDPDRFAPRRA

EDKPGGALAYLSFGAGRHICVGEAFAYMQLKLIWSHLLRNFDMELVSPFPRTDWNVVMPGPQGKVIISYKRRPLPTTD*

&

>estExt_Genewise1Plus.C_chr_18897|Sorbi1

MTMVLFETLRLYSPALFMQRKTLADMTVGSTKLPKGIAIVIPIPIMHRDKEAWGDDADEFNPMRFENGITRAAKVPHGLL

AFSMGPRNCIGQNFSMLEAKSTLALMLQKFSFALSPDYVHAPVDLFTLKPKFGLPVILRPLKI*

>Sb01g034310|Sorbi1 75% to CYP709E2, identical to estExt_Genewise1Plus.C_chr_18897
MTMVLFETLRLYSPALFMQRKTLADMTVGSTKLPKGIAIVIPIPIMHRDKEAWGDDADEFNPMRFENGITRAAKVPHGLL

AFSMGPRNCIGQNFSMLEAKSTLALMLQKFSFALSPDYVHAPVDLFTLKPKFGLPVILRPLKI*

&

>Sb03g028690|Sorbi1 80% to CYP72A24, identical to estExt_Genewise1Plus.C_chr_37585
MSASGGETTTTTTLLGSVVVGDAQQAPFPWKLVLLCAALAWCAVRALEWAWWRPRRLARVLRSQGLRGTAYRSLAGDAPL

TEQLNREATSRTLPLGCHDVAPRAMPLFHQTMKEHGKTSITWFGPVPRVTITKPELVREVLSNKFGHYEKLKFGKLQRML

HNGLGSHEGEKWAKHRRIINQAFHLEKLKRMLPAFAACCTDLVRRWEGLVADGQPCEVDVWPEMQNLTGDVISRAAFGSS

YLEGRRIFQLQGEQVQLVVQAMHKLHIPGYLYLPTKTNRRMKQIASEIEALLKGIIAKRENALRTGSAASDDLLGLLLES

NMEHCRGDGNGNNSKAGITTDDVIGECKLFYFAGMETTSVLLTWTMIVLSMHPEWQDRAREEVLHVFGDKTPDYDGLSRL

RIVTMVLYEVLRLYTPLTSVQRQTYKPMELGGVRYPAGVMLMLPLLCIHHDKDVWGPDASEFRPQRFAEGISKASRDAPA

FFPFGWGPRTCIGQSFALLEAKMGLSMVLQRFAFQLSPAYTHAPFPHGMLQPEHGAQIMLRALH*

>estExt_Genewise1Plus.C_chr_37585|Sorbi1

MSASGGETTTTTTLLGSVVVGDAQQAPFPWKLVLLCAALAWCAVRALEWAWWRPRRLARVLRSQGLRGTAYRSLAGDAPL

TEQLNREATSRTLPLGCHDVAPRAMPLFHQTMKEHGKTSITWFGPVPRVTITKPELVREVLSNKFGHYEKLKFGKLQRML

HNGLGSHEGEKWAKHRRIINQAFHLEKLKRMLPAFAACCTDLVRRWEGLVADGQPCEVDVWPEMQNLTGDVISRAAFGSS

YLEGRRIFQLQGEQVQLVVQAMHKLHIPGYLYLPTKTNRRMKQIASEIEALLKGIIAKRENALRTGSAASDDLLGLLLES

NMEHCRGDGNGNNSKAGITTDDVIGECKLFYFAGMETTSVLLTWTMIVLSMHPEWQDRAREEVLHVFGDKTPDYDGLSRL

RIVTMVLYEVLRLYTPLTSVQRQTYKPMELGGVRYPAGVMLMLPLLCIHHDKDVWGPDASEFRPQRFAEGISKASRDAPA

FFPFGWGPRTCIGQSFALLEAKMGLSMVLQRFAFQLSPAYTHAPFPHGMLQPEHGAQIMLRALH*

&

>Sb09g022480|Sorbi1 78% to CYP75B4, identical to estExt_Genewise1Plus.C_chr_96468
MVMELVLATPDLPTPLLLSALTVAVSVAVCYVLFWKQQQAAARRAPLPPGPRGWPVLGNLPQLGGKTHQTLHELTKVYGP

LLRLRFGSSDVVVAGSAAVAEQFLRVHDANFSCRPPNSGGELMAYNYQDVVFAPYGPRWRAMRKVCAVNLFSARALDDIC

DVREREAALMVRSLAEQAARDRNTPVALGKAVNVCTTNALSRAAVGRRVFAAAGAGDEGAREFKEIVLEVMEVGGVLNVG

DFVPALRWLDPQGVVGRMKKLHRRFDDMMNGIIADSRKARATPADGEESKDLLGLLLSMVEDEGSDDEVRITETDVKALI

LNLFIAGTDTTSTIAEWSLAELIRHPDILKQAQEELDTVVGRGRLVTESDLRHLTFFNAVIKETFRLHPSTPLSLPRMAA

EECEIAGYSIPKGCELLVNVWGIARDPALWPDPLEFRPARFLPGGSHSDVDVKGGNFGLIPFGAGRRICAGLSWGLRMVT

LTSATLVHAFDWELPVGQTPDKLNMEEAFTLLLQRAVPLMAHPIPRLLPSAYEIA*

>estExt_Genewise1Plus.C_chr_96468|Sorbi1

MELVLATPDLPTPLLLSALTVAVSVAVCYVLFWKQQQAAARRAPLPPGPRGWPVLGNLPQLGGKTHQTLHELTKVYGPLL

RLRFGSSDVVVAGSAAVAEQFLRVHDANFSCRPPNSGGELMAYNYQDVVFAPYGPRWRAMRKVCAVNLFSARALDDICDV

REREAALMVRSLAEQAARDRNTPVALGKAVNVCTTNALSRAAVGRRVFAAAGAGDEGAREFKEIVLEVMEVGGVLNVGDF

VPALRWLDPQGVVGRMKKLHRRFDDMMNGIIADSRKARATPADGEESKDLLGLLLSMVEDEGSDDEVRITETDVKALILN

LFIAGTDTTSTIAEWSLAELIRHPDILKQAQEELDTVVGRGRLVTESDLRHLTFFNAVIKETFRLHPSTPLSLPRMAAEE

CEIAGYSIPKGCELLVNVWGIARDPALWPDPLEFRPARFLPGGSHSDVDVKGGNFGLIPFGAGRRICAGLSWGLRMVTLT

SATLVHAFDWELPVGQTPDKLNMEEAFTLLLQRAVPLMAHPIPRLLPSAYEIA*

&

>Sb05g022370|Sorbi1 56% to CYP51H6, identical to e_gw1.5.15311.1

MDMINTSAVLSSIALVFIAAVITKVAWGRITARPASRNTTPHPPAISGSSIIPLLHTLLTKGLRAMLQEQYTKFGSVFTI

SFFGMKTTFLVGPEVSAHFYQGPESEISHGNILEFTVPMFGKDVAYGVDIVIRTEQNRFYVDALKPAKLRCHVAPMLQEV

EKYFAKWGQQGLVDLKQELEQLFMLISARCLLGKEVREKMFDEVCSAFHELTENSLQLTSLLFPYAPTPMTRRRDRARAR

LSSIFAEIVRSRKSSNRVEEDVLQNLMDSKYRDGRSTTEAEVTGLIMAILFAGKHTSTTTSTWTGARLLSHTECLEAALE

EQQQIIKKHGDNIDYDTLLEMSFLHCCIKEVMRMHPPASIFLRKVHKNFTVQTREGYEYEVPRGHTIASPLVINHNIPHI

YKDPDVYNPHRFSHGREEDRVGGKFTYNAFSGGRHACPGEAYAYMQVKVIWSHLLRNFELKLVSSFPETDWLKVAPEPRG

KVEVSYKRRMLPRSMLKN*

>e_gw1.5.15311.1|Sorbi1

MLQEQYTKFGSVFTISFFGMKTTFLVGPEVSAHFYQGPESEISHGNILEFTVPMFGKDVAYGVDIVIRTEQNRFYVDALK

PAKLRCHVAPMLQEVEKYFAKWGQQGLVDLKQELEQLFMLISARCLLGKEVREKMFDEVCSAFHELTENSLQLTSLLFPY

APTPMTRRRDRARARLSSIFAEIVRSRKSSNRVEEDVLQNLMDSKYRDGRSTTEAEVTGLIMAILFAGKHTSTTTSTWTG

ARLLSHTECLEAALEEQQQIIKKHGDNIDYDTLLEMSFLHCCIKEVMRMHPPASIFLRKVHKNFTVQTREGYEYEVPRGH

TIASPLVINHNIPHIYKDPDVYNPHRFSHGREEDRVGGKFTYNAFSGGRHACPGEAYAYMQVKVIWSHLLRNFELKLVSS

FPETDWLKVAPEPRGKVEVSYKRRMLPRSMLKN*

&

>Sb03g028570|Sorbi1

MVSCVVLLHETSPWSVLGGAAAMLALWWAMQALEWAWWTPRRIERTLRAQGLRGTRYRFLWGDLKEESRLTATALAKPVH

TDRPHDIFPRVSPLLHRAVEEHGKLSFTWFGTTPRIAIADPQLAREVMSNKDGYFVKTKITTRVTKLLFAGVAILDAEKW

AKHRKILNPAFHAEKLKGMLPAFSAACSDLICRWDNLVADSVGTKELDVWPEFQNLSGDVISRAVFGVSYQEGRRIFRLQ

AEQVVRVTNAFKTNHIPGFSYITLLLHNAYSVLSTNVLFLNLKISHLPFSSDSLLPTENNRRMKAIDWEIKTILRGIIEK

RHEAMKNGEPNKDDLLGMLLESNMNYTDSDGKSSRGITLEEVIEECKLFYFGGTESTAVLLTWTVVVLSMHPEWQDQARD

EVLEVFGQNNPDFSGVSRLKVVTMVLYEVLRLYPPALFINRRTHKQTELGGVTYPPDVMVLVPIMFIHRDPALWGTDAGE

FNPRRFAEGVSKACSDPGAFIPFSWGPRICIAQNFALLEAKLAISMILQRFAFELSPAYVHAPCNVLTLHPQHDVLIRLH

RL*

>estExt_Genewise1.C_chr_37531|Sorbi1 71% to CYP72A17, almost identical to Sb03g028570
MLALWWAMQALEWAWWTPRRIERTLRAQGLRGTRYRFLWGDLKEESRLTATALAKPVHTDRPHDIFPRVSPLLHRAVEEH

GKLSFTWFGTTPRIAIADPQLAREVMSNKDGYFVKTKITTRVTKLLFAGVAILDAEKWAKHRKILNPAFHAEKLKGMLPA

FSAACSDLICRWDNLVADSVGTKELDVWPEFQNLSGDVISRAVFGVSYQEGRRIFRLQAEQVVRVTNAFKTNHIPGFSLL

PTENNRRMKAIDWEIKTILRGIIEKRHEAMKNGEPNKDDLLGMLLESNMNYTDSDGKSSRGITLEEVIEECKLFYFGGTE

STAVLLTWTVVVLSMHPEWQDQARDEVLEVFGQNNPDFSGVSRLKVVTMVLYEVLRLYPPALFINRRTHKQTELGGVTYP

PDVMVLVPIMFIHRDPALWGTDAGEFNPRRFAEGVSKACSDPGAFIPFSWGPRICIAQNFALLEAKLAISMILQRFAFEL

SPAYVHAPCNVLTLHPQHDVLIRLHRL*

&

>Sb05g022310|Sorbi1

MDMVNSDAVAFSIALVFIAAVITKVAWGRKTGDLAPSCNNALPRSPAVITGITSAILLLR

MLRSKGLRATLEEQYTKFGS

VFTISFFGMKITFLVGPEVSAHFYQGLQSEISHGKILEFTVPMFGKGVTNAVDSATRTEQIRFYVDALRPSKEYFAKWGQ

QGTVDLKQELVQLLILISARCLLGKEVREKMFDEVFSAFDELTDNGLQLTSLLFPYAPTPTAQRRDRAHARIASIFTEIV

RSRKSSNRVEEDVLQNLMDAKYKDGRPTTETEVTGLIISILFAAKHTSTTASTWIGARLLRHTECLDAALEEQQDIVKKH

GDNIHYNTLLEMSFLHNCIKEALRMHPPIPISLRKVHKNFTVQTREGYEYEIPRGHTIASPLLINHNIPHIYKDPDVYDP

HRFSHGREEDRVGGKFTYNSFGGGRHACPGEAYAYMQVKVIWSYLLRNFELKLVSSFPETDWLMIAPEPRGKVELLYH*

>e_gw1.5.15323.1|Sorbi1 52% to CYP51G1, almost identical to Sb05g022310
MLRSKGLRATLEEQYTKFGSVFTISFFGMKITFLVGPEVSAHFYQGLQSEISHGKILEFTVPMFGKGVTNAVDSATRTEQ

IRFYVDALRPSKVRCHVAPMLQEVEEYFAKWGQQGTVDLKQELVQLLILISARCLLGKEVREKMFDEVFSAFDELTDNGL

QLTSLLFPYAPTPTAQRRDRAHARIASIFTEIVRSRKSSNRVEEDVLQNLMDAKYKDGRPTTETEVTGLIISILFAAKHT

STTASTWIGARLLRHTECLDAALEEQQDIVKKHGDNIHYNTLLEMSFLHNCIKEALRMHPPIPISLRKVHKNFTVQTREG

YEYEIPRGHTIASPLLINHNIPHIYKDPDVYDPHRFSHGREEDRVGGKFTYNSFGGGRHACPGEAYAYMQVKVIWSYLLR

NFELKLVSSFPETDWLMIAPEPRGKVEVSYKRRMVPRNVLEN*

&

>Sb07g001370|Sorbi1

MQVLVLLSLVLPVVILIVRRATPTKVANLVKLVLASKPPAMFVTDYAAAHRLLVGGGSFSNRPPSMSPSAVLSGRLYHNI

ISAPYGQLWRALRHNLTSGVLHPKHLRGYAATRRRTLRRLVEDLREQQQLAGGGGVVLATESIRSAVFGLVSTMCFGDGV

DAAVVRAMADVQMELILSLPAARTFVSAPFLALWRLIYRKRWNKLVAIRQKQEQLYLPLIDGCRIHRRSSDETTTTYVHT

LLDLHVPGIAGGKQRRLEDGELVGLCSEFLGSGTESLSAALQWIMANLMKRPDMQEAIRREIDAVVGANEEEVGEEVLGK

LDHLNTVILEALRLHPTTMWVFRQVMEEDQVVHDGQHIPVGTKMVFSLEALGRDKTMWTDPDEFKPERFQAYRGAESITK

NLLSMAGEMKMMPFGAGKRMCPAISMSLLHIGYFMANLVREFEWSEAEGEHAVQLHTDANVLLFNFMKRPLRAHVVPRRP

EVKSIR*

>estExt_Genewise1Plus.C_chr_70275|Sorbi1 40% to CYP89C1, identical to Sb07g001370
MQVLVLLSLVLPVVILIVRRATPTKVANLVKLVLASKPPAMFVTDYAAAHRLLVGGGSFSNRPPSMSPSAVLSGRLYHNI

ISAPYGQLWRALRHNLTSGVLHPKHLRGYAATRRRTLRRLVEDLREQQQLAGGGGVVLATESIRSAVFGLVSTMCFGDGV

DAAVVRAMADVQMELILSLPAARTFVSAPFLALWRLIYRKRWNKLVAIRQKQEQLYLPLIDGCRIHRRSSDETTTTYVHT

LLDLHVPGIAGGKQRRLEDGELVGLCSEFLGSGTESLSAALQWIMANLMKRPDMQEAIRREIDAVVGANEEEVGEEVLGK

LDHLNTVILEALRLHPTTMWVFRQVMEEDQVVHDGQHIPVGTKMVFSLEALGRDKTMWTDPDEFKPERFQAYRGAESITK

NLLSMAGEMKMMPFGAGKRMCPAISMSLLHIGYFMANLVREFEWSEAEGEHAVQLHTDANVLLFNFMKRPLRAHVVPRRP

EVKSIR*

&

>estExt_Genewise1Plus.C_chr_37533|Sorbi1

MDGDGAAVLREVSLSPWSVLLGGAAAVLLLWLAAQVLEWAWWAPRRMNRALRAQGLRGTQYRLLWGDLMEDQRLIAAAKT

RPVSVDRPHDILPRVAPLLHHAIQEHGKVSFTWFGPTPRVVITDPELAREVLTNKCGDFTKSMLSPLSKLLVAGLVILDG

EKWAKHRRILNPAFHAEKLKGMLPAFLACCNELVDRWEKHISSSVEPTELDVWPEFQNLSGDVISRAAFGVGYEEGRRIF

LLQAEQAERLVQSFRINYIPGFSLLPTENNRRMNAIDREVKTILRRIIEKRHKAVTDGEATKDDLLGLLLESNMNYSDSD

GKSSKGITVEEVIGECKVFYFAGMETTGVLLTWTMVLLSMHPEWQDRAREEVLQVFGENKPDFNGVARLKVVTMVLYEVL

RLYPPVVAMNRRTHRATKLGGVTYPAGVMLTTPVMFLHRDPALWGSDAGEFNPGRFAEGVSKACSDPGGFVPFSWGPRVC

IGQNFALVEAKLALSMILQRFAFELSPAYVHAPYTVLTLHPQHGVPLRLRRRL*

>Sb03g028590|Sorbi1 76% to CYP72A17, identical to estExt_Genewise1Plus.C_chr_37533
MDGDGAAVLREVSLSPWSVLLGGAAAVLLLWLAAQVLEWAWWAPRRMNRALRAQGLRGTQYRLLWGDLMEDQRLIAAAKT

RPVSVDRPHDILPRVAPLLHHAIQEHGKVSFTWFGPTPRVVITDPELAREVLTNKCGDFTKSMLSPLSKLLVAGLVILDG

EKWAKHRRILNPAFHAEKLKGMLPAFLACCNELVDRWEKHISSSVEPTELDVWPEFQNLSGDVISRAAFGVGYEEGRRIF

LLQAEQAERLVQSFRINYIPGFSLLPTENNRRMNAIDREVKTILRRIIEKRHKAVTDGEATKDDLLGLLLESNMNYSDSD

GKSSKGITVEEVIGECKVFYFAGMETTGVLLTWTMVLLSMHPEWQDRAREEVLQVFGENKPDFNGVARLKVVTMVLYEVL

RLYPPVVAMNRRTHRATKLGGVTYPAGVMLTTPVMFLHRDPALWGSDAGEFNPGRFAEGVSKACSDPGGFVPFSWGPRVC

IGQNFALVEAKLALSMILQRFAFELSPAYVHAPYTVLTLHPQHGVPLRLRRRL*

&

>Sb03g032220|Sorbi1 72% to CYP711A4, identical to fgenesh1_pg.C_chr_3002652
MEMGTVLGAMEEYTFTFLAMAVGFLVLVYLYEPYWKVRHVPGPVPLPLIGHLHLLAKHGPDVFPVLAKKHGPIFRFHVGR

QPLIIVADAELCKEVGIKKFKSMPNRSLPSPIANSPIHRKGLFATRDSRWSAMRNVIVSIYQPSHLAGLMPTMESCIERA

ATTNLGDGEEVVFSKLALSLATDIIGQAAFGTDFGLSGKPVVPDDDMKGVDVVVGDAAKAKASSSEFINMHIHSTTSLKM

DLSGSLSTIVGALVPFLQNPLRQVLLRVPGSADREINRVNGELRRMVDGIVAARAAERERAPAATAAQQHKDFLSVVLAA

RESDASTRELLSPDYLSALTYEHLIAGPATAAFTLSSVVYLVAKHPEVEEKLLREMDAFGPRGSVPTADDLQTKFPYLDQ

VVKESMRLFMVSPLVARETSERVEIGGYVLPKGAWVWMAPGVLAKDAHNFPDPELFRPERFDPAGDEQKKRHPYAFIPFG

IGPRVCIGQKFAIQEIKLAIIHLYQHYVFRHSPSMESPLEFQFGIVVNFKHGVKLHVIKRHVENN*

>fgenesh1_pg.C_chr_3002652|Sorbi1

MEMGTVLGAMEEYTFTFLAMAVGFLVLVYLYEPYWKVRHVPGPVPLPLIGHLHLLAKHGPDVFPVLAKKHGPIFRFHVGR

QPLIIVADAELCKEVGIKKFKSMPNRSLPSPIANSPIHRKGLFATRDSRWSAMRNVIVSIYQPSHLAGLMPTMESCIERA

ATTNLGDGEEVVFSKLALSLATDIIGQAAFGTDFGLSGKPVVPDDDMKGVDVVVGDAAKAKASSSEFINMHIHSTTSLKM

DLSGSLSTIVGALVPFLQNPLRQVLLRVPGSADREINRVNGELRRMVDGIVAARAAERERAPAATAAQQHKDFLSVVLAA

RESDASTRELLSPDYLSALTYEHLIAGPATAAFTLSSVVYLVAKHPEVEEKLLREMDAFGPRGSVPTADDLQTKFPYLDQ

VVKESMRLFMVSPLVARETSERVEIGGYVLPKGAWVWMAPGVLAKDAHNFPDPELFRPERFDPAGDEQKKRHPYAFIPFG

IGPRVCIGQKFAIQEIKLAIIHLYQHYVFRHSPSMESPLEFQFGIVVNFKHGVKLHVIKRHVENN*

&

>estExt_Genewise1.C_chr_37587|Sorbi1

MAIILCASPAAPLWSLLFCALGALAVAALWGAWRALDRFWLRPRRLGRALRSQGLPGTAYRFPSGDMTEFLRLAAAAYSE

PMPLASSPHAVAPRALPFDHSITRQHGNLAVTWYGPEPRVIVNDAKLMREILGNKHAGVFGKQKSVLWVERLLANGLTTH

QGEKWATHRRIINHAFHLEKLKRMLPDFAACCSELIGRWENSVGSEGVQEIDVWPEFQNLTGDVISRAAFGSSLSEGRRI

FQLQSEQAQNAVNMANRMHIPGYRFLPTKLNKRMKANAREVETLLKGIISKKERAMKNGLGNDDLLGLLLETNTKESQES

GSTKAMMSTEDIIGELKLFYFAGMETTAVLLTWTMVLLSMHPEWQDRAREEVLRIFGKNQPDSEGMNQLKTVTMILHEVL

RLYPPILLLGRETYQETELGGVRYPPGVVFSLPIVCIHHNPGVWGEDADEFRPERFAEGVSKASKDAPAFFPFGWGSRIC

VGQNFALLEAKMGLAMILQHFLFELSPSYTHAPCAVSTLQPQYGAQIKLKKL*

>Sb03g028700|Sorbi1 75% to CYP72A25, identical to estExt_Genewise1.C_chr_37587
MAIILCASPAAPLWSLLFCALGALAVAALWGAWRALDRFWLRPRRLGRALRSQGLPGTAYRFPSGDMTEFLRLAAAAYSE

PMPLASSPHAVAPRALPFDHSITRQHGNLAVTWYGPEPRVIVNDAKLMREILGNKHAGVFGKQKSVLWVERLLANGLTTH

QGEKWATHRRIINHAFHLEKLKRMLPDFAACCSELIGRWENSVGSEGVQEIDVWPEFQNLTGDVISRAAFGSSLSEGRRI

FQLQSEQAQNAVNMANRMHIPGYRFLPTKLNKRMKANAREVETLLKGIISKKERAMKNGLGNDDLLGLLLETNTKESQES

GSTKAMMSTEDIIGELKLFYFAGMETTAVLLTWTMVLLSMHPEWQDRAREEVLRIFGKNQPDSEGMNQLKTVTMILHEVL

RLYPPILLLGRETYQETELGGVRYPPGVVFSLPIVCIHHNPGVWGEDADEFRPERFAEGVSKASKDAPAFFPFGWGSRIC

VGQNFALLEAKMGLAMILQHFLFELSPSYTHAPCAVSTLQPQYGAQIKLKKL*

&

>Sb01g014330|Sorbi1 50% to CYP87C2, no partner
MSMRYLVAVSVTCLALGVGAILVLRRRNGGRTCEGARLPPGSRGLPFIGETLHYLPASSTLGLLPPFFEKRLERYTISLL

E*

&

>Sb03g028596|Sorbi1 80% to CYP72A35, no partner 

ALLLMLREASPWGVATTVAAAALLWLAAWTLEWAWWTPRRLERALRAQGLVGTTAPGTASSPATSRRTPS*

&

>Sb01g039833|Sorbi1 46% to CYP88A5, no partner
MQPCRFGRIGVYKTFMLSKPTILVTTSDACKLQTAGWPKATVALIGRKSFLTLPYEEHPAAEEAHGRAHQRLRRAHRVPG

LHRPHCRVHTLRGCSDDEAGGEIEFLTELRRMTFKIIVQIFLTAADDAPGGLAIL

&

>Sb10g021038|Sorbi1 61% to CYP89B3, no pattern
ADRWMQRDSSPPCSSSQPHSSSRFAREVGAASPWACRHCRCLAAWCGSPTRLPRSSPCCGASLCGTAQCWHSTSGGRSVF

VADCHVAHEELIDRSAALAHRPALVSVMFLGENNNTITRASYGSVRRLLRCNLVAVTLLPSRVKLFRAGARLGASRARRE

AW*

&

>Sb01g039836|Sorbi1 64% to CYP709E3, no partner
AGEELHRLTDLNYGMRAMAINLPGFAFHKAFKARKKLVSVLQGVL>Sb01g034320|Sorbi1

MAFPVPFLLLLLLVALLVVAATRLWDHVFVRLVWRPYAITKGFREQGIHGPSYSFFKGCNEDIRSMKEKTDGLVLDVGDH

KYLPRIAPHYLKWRAQYGM*

&

>Sb08g018776|Sorbi1 50% to CYP92C1, no partner
RHPRAQFRCLAAQPSEATLNLPPGPRGWPVFGSLGLLAGELPPHHAACASQARGAPWPAHASPAWLHRHRGGLLDGDGAA

GPQLKTHDLAFADRPPTAAGAILAYSYKGILMTLYSRMPHGTQAPRHRALPPRRVDSFEHMRAQEIRALEKRT

&

>Sb07g005753|Sorbi1 73% to CYP75B3, no partner
MCVLAKKDVPLFRLRFSSAEVVVAASARVAAQFLRTHDANFSNRPPNSGAEH>Sb07g000493|Sorbi1

QQDQTRSTTEDLIHVLLTAEEEYGLTRYNIKALLKNISSAGIESSYVVLDYAMAELMLNRHVGLDYKQR*

&

>Sb02g042673|Sorbi1 57% to CYP78B4, no partner
PPHAVGPDGRGHRALTSPAFGDRPVKDAARHLLFHRAMGFAPSGDAGAGAGSAASPPRTTSDRAASLAPRTTASPSARPC

SPTSPPPRRGLPEARAARRVAQPHHGHRLRQALRPGQP

&

>estExt_Genewise1Plus.C_chr_41712|Sorbi1 75% to CYP74E2, identical to Sb04g007640
MASKRANAAGDEQPKLSPSGLPVREIPGSYGVPFFSPLRDRLDYFYFQGAEEYFRSRIAKHGGATVLRVNMPPGPFLSGD

SRVVAVLDARSFRVLLDDSRVDKDGTLDGTFMPSLALFGGHRPLAFLDGADPRHAALKRVMIRLAAARMHHVAPAFGVAF

AATFDAVEAELASCAGAASEFNKHNMRHMLDFTCAALFGGKPPSKAIGDGAAAKAYKWLAFQLHPLASKAIRPWLLEELL

LHTFRLPPFLVRRDYAELTAYFADVAAGVLDDAEKQAEADDPGAAAVPVPRDELLHNLVFLAIFNAYGGYKIFLPHVVKW

LARSGPELHARLAAEVRAVVPRPGTTITLSDVEKMPLVKSFVWETLRMNPPVEFQYGRARRDTVVESHDAAYEVKKGELL

FGYQPLATRDERVFGHRGREFVPDRFAACSDDDERRRLLEHVVWSNGPETGAATEGNKQCPGKDAVVAVGRLMVAELFRR

YDTFVATVEESPVEPVVTFTSLTRAAAASSAAAAGDHDSVVVVKP*

>Sb04g007640|Sorbi1

MASKRANAAGDEQPKLSPSGLPVREIPGSYGVPFFSPLRDRLDYFYFQGAEEYFRSRIAKHGGATVLRVNMPPGPFLSGD

SRVVAVLDARSFRVLLDDSRVDKDGTLDGTFMPSLALFGGHRPLAFLDGADPRHAALKRVMIRLAAARMHHVAPAFGVAF

AATFDAVEAELASCAGAASEFNKHNMRHMLDFTCAALFGGKPPSKAIGDGAAAKAYKWLAFQLHPLASKAIRPWLLEELL

LHTFRLPPFLVRRDYAELTAYFADVAAGVLDDAEKQAEADDPGAAAVPVPRDELLHNLVFLAIFNAYGGYKIFLPHVVKW

LARSGPELHARLAAEVRAVVPRPGTTITLSDVEKMPLVKSFVWETLRMNPPVEFQYGRARRDTVVESHDAAYEVKKGELL

FGYQPLATRDERVFGHRGREFVPDRFAACSDDDERRRLLEHVVWSNGPETGAATEGNKQCPGKDAVVAVGRLMVAELFRR

YDTFVATVEESPVEPVVTFTSLTRAAAASSAAAAGDHDSVVVVKP*

&

>Sb06g000260|Sorbi1 74% to CYP93G1, no partner
MAAMEEQPLSSSSTSMAIVLSLLKNNPADAVLLALVAVVALRHYLISSWRQQEQARRLPPGPRRLPVIGHLHLLRPPVHR

TFQELASRMGPLMHIQLGSTHCVVASSPEVASELIRGHEGSISERPLTAVARQFAYDSAGFAFAPYNTHWRFMKRLCMSE

LLGPRTVEQLRPIRRAGTVSLLGDLLLAAASSETETETVVDLTRHLIRLSNTSIIRMVASTVPGSVTDEAQELVKAVAEL

VGAFNADDYIAVIRGWDLQGLRRRAADVHRRFDALLEDILKHKEEARAARRRLDDDDGHRVSKKQATAPHSKDLLDILMD

KAEDPAAEVKLTRENIKAFIIDVVTAGSDTSAAMVEWMLAELLNHPETLRKVVEEIDAVVGGDRIASEADLPQLPYLMAA

YKETLRLHPAAPIAHRQSTDEMVVRGFTVPPQTAVFINVWAIGRDPAYWEEPLAFRPERFMPGGAADSLEPRGQHFQYMP

FGSGRRGCPGMGLALQSVPAVLAALVQCFHWATVDGDGDGDSKIDMSESDGLVCARKKPLLLRPTPRLSPFPAVV*

&

>Sb07g022990|Sorbi1 69% to CYP707A6, no partner 

MAFLLAVACIYIVFSLLTLLVLLVVSRRRTTAVTAGKTGGATTEQDHNKLPPGSLGLPIIGETLQLYTQNPKDFFASRLK

RYGEVFKTHVLGCPCVILASPEAARMVLVSQAHLFKPTYPPSKERMIGAQALFFHQGDYHRRLRRLVQSWVGPDALRALV

PDVEAAVASTLRRWEGNVTSTFHTMKTLTFDVGVVTIFGRRLADHVKEELRKHYLIVEKGYNSFPIPVPFTSYCQAIKAR

RRLGEILSGILAERRRARSGDLGGGGDDDDLLNTLMRYRDDTGAALSDDQVADNVIGVLFAAQDTTASVLTWILKFLHDN

PKLLEAVKAEQMAIYEENDGGKLPLTWAQTRRMPITHLVILESLRMASIISFTFREAVEDVHYQGFLIPKGWKVMPLFRN

MHYSPDYFQDPHKFDPSRFKVTPRPGTFLPFGSGVHACPGNDLAKLEMLVLIHRLVTTYRWEVEGSSDDVTYSPFPVPKR

GLQARLTRAATA*

&

>Sb03g002060|Sorbi1 88% to CYP710A8, no partner
MAAVAESLSVSVSGSSFLDLRAAAPFLVAAVAFYFLVEQLSYHRKKGPLPGPSLVVPFLGSVAHMIRDPTGFWDAQAARA

KRSGVGLAADFLVGRFVVFIRDTELSHRVFANVRPDAFHLIGHPFGKKLFGDHNLIYMFGEDHKDLRRRIAPNFTPRALS

TYAALQQRVILAHLRRWLDRSEGEGSRARAFPIRVPCRDMNLETSQTVFAGPYLTGEARRRFERDYNLFNVGLMALPVDL

PGFAFRRARQGVARLVRTLGECARQSKARMRAGGEPECLVDFWMQDTLREMDEAAAAGRPPPAHTDDEEIGGFMFDFLFA

AQDASTSSLCWAVSALDSHPEVLARVRAEVSAAWSPDSGEPMTAEVIQGMRYTQAVAREVIRYRPPATLVPHIAGEAFQL

TEWYTVPKGTIVFPSVYESSFQGFPEAEAFDPERFFSESRREDVAYKRNFLAFGAGPHQCVGQRYALNHLVLFMALFVSV

VEFRRERTPGCDDPVYMPTIVPKDGCTVYLKQRCAKFPSF*

&

>Sb06g025820|Sorbi1

MQPYLELASPTITIPLSAGKLYRAAPANLLVTSESEAMASSMAYIAACAAALATLVVALLRWAYRWSHPKCRGRLPPGSM

GVPLLGETMQFFAPNPSCDVSPFVKERVRRYGSIFKTSVVGRQVVVSADPDMNYFVFQQEGKLFESWYPDTFTEIFGRDN

VGSLHGFMYKYLKTLVLRLYGQENLKAVLLAETDAACRRSLASWAAQPSVELKEGLSTMIFDLTAKKLIGYEPSKSSESL

RKNFVAFIRGLISFPVNIPGTAYHECMEGRKKAMKVLRGMMKERMADPERRCDDFFDHVIQELRREKPLLTETIALDLMF

VLLFASFETTALALTLGVKLLTENPKVVDALREEHDAIAKNRKDPDAPVTWAEYRSMTFTNQVIMEMVRLANIVPGIFRK

ALQDVEIKGYTIPAGWGVMVCPPAVHLNPDIYEDPLAFNPWRWQGKPEITGGTKHFMAFGGGLRFCVGTDLSRVLMATFI

HTLVTKYSWRTVKGGNIVRTPGLSFPDGFHIQLFPRN*

>e_gw1.6.15396.1|Sorbi1 87% to CYP87A6, almost identical to Sb06g025820
MAYIAACAAALATLVVALLRWAYRWSHPKCRGRLPPGSMGVPLLGETMQFFAPNPSCDVSPFVKERVRRYGSIFKTSVVG

RQVVVSADPDMNYFVFQQEGKLFESWYPDTFTEIFGRDNVGSLHGFMYKYLKTLVLRLYGQENLKAVLLAETDAACRRSL

ASWAAQPSVELKEGLSTMIFDLTAKKLIGYEPSKSSESLRKNFVAFIRGLISFPVNIPGTAYHECMEGRKKAMKVLRGMM

KERMADPERRCDDFFDHVIQELRREKPLLTETIALDLMFVLLFASFETTALALTLGVKLLTENPKVVDALRQEEHDAIAK

NRKDPDAPVTWAEYRSMTFTNQVIMEMVRLANIVPGIFRKALQDVEIKGYTIPAGWGVMVCPPAVHLNPDIYEDPLAFNP

WRWQGKPEITGGTKHFMAFGGGLRFCVGTDLSRVLMATFIHTLVTKYSWRTVKGGNIVRTPGLSFPDGFHIQLFPRN*

&

>Sb10g001880|Sorbi1 75% to CYP704A4, no partner
MASHSQLSSNAATAGLCLLSALAMALLAVTIYIIGVLVSFAVFCIKEFAWSRRAHDRPPLVGTMFRMLKNFDRLFDEQVE

YALAHRTSRLLFPNPGHSELWTSDPQVIEHILKTSFSKYSKGDFNTQIMNDLFGNGIFATDGEKWRHQRKLASHELSTRV

LRDFSSGVFRTNAAKLTEVVSSAATNRTSIDMQDLLMKTTMDSIFKVGFGFELNTLSGSDEPSIQFSKAFDDANFLVFHR

YVDIFWKLKRFLSIGSEAKLKRNIEIIDNFVIQLIHQKREQMKNGRDHKAREDILTRFILASEEDPEMMNDRYLRDIVLN

FLIAGKDTTANTLTWFFYMLCKNPVVQDKVALEINESLEWAKEDNSTENFTARLNESTIENMHYLHGAITETLRLYPAVA

VDGKMADEDDTLPNGYRVVKGDGVNYMIYAMGRMTYLWGKDAEEFKPERWLVNGVFQQESPYKFAAFNAGPRICLGKEFA

YRQMKIMAATLLHFFRFKLEDESKEPTYKVMFTLHIDESLHLYAYPCSA*

&

>Sb05g007210|Sorbi1 65% to CYP84A5, no partner
MEWPNDLLSCVLLASLAVVLLQLRQRSKLPLPPGPKPLPIIGNLMMMGQLTHRGLAALAERYGGLLHLRLGRRHVFVVST

AEYAREVLQAQDVAFANRPATAAIAYLSYGHADMAFAHYGPFWRQARKLSVTKLFSRRRAETWLALRDESAALVRAVARR

SGDGEVVNLGELVFTLSTNVIFRAAFGTGGCEALQGEYIGVLQEFSKNISTFSIGDFMPAWLAWIDLNRRRLRQTRDGLD

RFIDKIIDDHIQRGRSSSDAQADIVDEMLACIPRDDAVDDRHGGSLRLTRRNIKAFILDIMFGGTETVASSIEWTMKELL

RNADELRRLQQELADVVGMDQNVSESDLGSLPFLRCVVKETLRMHPPIPMLYHATAKDCVVGGYSVPGGSQVTVNVWAIG

RDRRTWKDPDVFRPSRFAAEDVDGDAAAGLDLNGSCFEFLPFGSGRRSCPGMALGLHALELAVAQLAHGFRWALPGGMKP

SDIDVADVFGLSAPCATRLYAVPTPRLTCPLY*

&

>Sb07g003720|Sorbi1 68% to CYP92A15, identical to estExt_fgenesh1_pg.C_chr_70423
MEVPLPVPPWASSSFATTILLATALFLVTTTTVLRHGQLQARKRNLLPPPPGPRPWPVIGNLNLLGTLPHRSIHALSARY

GPLMSLRFGAFPAVVASSVEVAEVLLKTQDLAYLDRPRMACGKYTVYNYSGMLWSHYGPYWRQLRKLWVTELLSARQLRL

TEHVRADELEHEHVLMVTLNVISRMVLGKKYVGEDDDASSAAAATPEEFRWMIEEIFFLNGALHVGDMVPWLSWLDPHGY

IGRMKRVAKMFDRFIEHVLREHGERRRREGDAFVPKDMVDLLLQLADDPGGLDVPLDRDGVKASVLELITGGTDTTSVTV

EWAMSELLRKPDVLGKVTDEVDRVVGRDRLVVGEGDIPGLPYLAAVVKEATRLHPVVPLLVPRVSRERTTVAGYDVPAGT

RVLVNVWAIGRDAAVWGDDAGEFRPERFLAGSKMSKVDVKGQDMELLPFGAGRRMCPANGLGLRMVQLVLANMVHGYAWR

LPGGMAPEELGMEEKFGISVSRMHQLKAIPEPRLPDHVYFGP*

>estExt_fgenesh1_pg.C_chr_70423|Sorbi1

MEVPLPVPPWASSSFATTILLATALFLVTTTTVLRHGQLQARKRNLLPPPPGPRPWPVIGNLNLLGTLPHRSIHALSARY

GPLMSLRFGAFPAVVASSVEVAEVLLKTQDLAYLDRPRMACGKYTVYNYSGMLWSHYGPYWRQLRKLWVTELLSARQLRL

TEHVRADELEHEHVLMVTLNVISRMVLGKKYVGEDDDASSAAAATPEEFRWMIEEIFFLNGALHVGDMVPWLSWLDPHGY

IGRMKRVAKMFDRFIEHVLREHGERRRREGDAFVPKDMVDLLLQLADDPGGLDVPLDRDGVKASVLELITGGTDTTSVTV

EWAMSELLRKPDVLGKVTDEVDRVVGRDRLVVGEGDIPGLPYLAAVVKEATRLHPVVPLLVPRVSRERTTVAGYDVPAGT

RVLVNVWAIGRDAAVWGDDAGEFRPERFLAGSKMSKVDVKGQDMELLPFGAGRRMCPANGLGLRMVQLVLANMVHGYAWR

LPGGMAPEELGMEEKFGISVSRMHQLKAIPEPRLPDHVYFGP*

&

>Sb05g027160|Sorbi1 60% to CYP71C14, identical to Sb03g007550
MAQVLQEVHQYGLHEQLHESPPQAALIYSLLLAACPVIILLLLIRRYATTSPSAGATAARARQEELLGKLPAPPRKLPVV

GHLHLVGPLPHVSLRDLAAEHGRDGLMLLRLGAVPTLVVSSPRAAQAVLRTHDQVFASRAYSPVADILFYGSTDVAFAPY

GDHWRQVKKISTTHLLTNKKVRAYRHAREREL*

>Sb03g007550|Sorbi1 63% to CYP71C14
MAQVLQEVHQYGLHEQLHESPPQAALIYSLLLAACPVIILLLLIRRYATTSPSAGATAARARQEELLGKLPAPPRKLPVV

GHLHLVGPLPHVSLRDLAAEHGRDGLMLLRLGAVPTLVVSSPRAAQAVLRTHDQVFASRAYSPVADILFYGSTDVAFAPY

GDHWRQVKKISTTHLLTNKKVRAYRHAREREVRLVIAKIRKAAISGTTVELSDLLSSFANDIVCHAVSDEYFREKGRNKL

FRELAEANSSLIGGFNLEDYFPVLVKLDMVKRMVCAKAQKVHKRWDELLDKLIDGHANATRSESQHVDEESDFIDLLLSI

QQEYNLTRDHIKAQLVIMFQAGTDTSFIVLEYAMIKLMQNPNLMTKLQDELRTIPKEKEIVTEDDLNGLSYLKAVIKETL

RLHGPAPLLVPHLSMAECDIEGYTIPSRTCVIVNAWALARDPIYWESAERFMPERFLEGGSAMTMDYRGNDFHYLPFGVG

RRICPGISFAISSIEIMLANLVYHFNWELPPELKKSGIDMTESFGVTVHRTKKLLLVPVLPQD*

&

>Sb01g034300|Sorbi1 46% to CYP709C8, no partner
MVVAVALQLAALLALLLALWRLAWRPHAVARSFARQGVGGPPYTFLAGSLPEAKRLLMAGRRGVPPLDAACHDIMPVLLP

QFHRWVADYGRTFLFWIGPIPALLSTDLQLIKQVLTDRTGLYQKDFMIPVLKFLFGNGVILINGDDWKRHRKVVLPAFNH

ETIKSMSAVTAEVTKQMMRQWREQIIIQGSGDKESAEIDMIHAFNDLTAKVNGRVAFGTSHRDVEEVIVLMREMQKLATA

ATLDAPILWYLPTRRNLQVRRLNKQLRSKIISIMQARLAADGAKKCGGRGGAGGGDLLGLLLEAWTPQQQQQHGNNGETL

TTDEVIDECKTFFAAGQETTATLLTWAMFLLAVHPEWQHKVREEVVREFSCTSDGDGDEVPHADVLAKLKLLYMVLLETS

RLYPPIVYIQRRAASDAVLGGIKVPQGTVISIPIAMLHRDKQVWGLDADEFNPMRFEHGLTKAAKDPKALLAFSLGPRVC

TGQSFGIVEVQVVMAMILRRFSFSLSPEYVHKPKYLLSLTPKLGMPLIVRIVDG*

&

>Sb07g020970|Sorbi1 41% to CYP71AD1, no partner
MTPSAPLPYSTRTQARFILVFVFIVSYVSLLHRGGKKSVPNAANCPPPPSPQGLPLIGNLHQLGSLPHRSLRSLAAAHGP

VMLIRLGQVPAVVVSSASAAREVLRRTTLEETNVLLAAFHVGDYIPWLSWVSYVDGTDARVTRAFQRIDRILDEIVDAAA

ATRETPLSGEEGSDDDAFIHVLLSLQQKKEQSPAGTTAEWRLSRDNVKALLEDLFGAGTEATIIVLEWAMAELLRNKGAM

QKLQREVRQARSTSSDDGHGVGEQDLAGTGMEYLRAVIKETMRLHTPGPCCFRTSPCRPLDSATATTDTMVIVNAWAIGR

DPEAWESPEEFRSERFVGSGVDFRGHHFQLIPFGAGRRMCPGVNLAMSVVELALANLVARFDWALPEGEAELELDMEETT

GCTARKKAPLVLCAVAAQRCFC*

&

>e_gw1.3.1273.1|Sorbi1

MRQPRFDIGPLLRELHARHGSVISLRLLTTTVFVADRRLAHRVLVRDGAAFAYRPPLVEPNPLFNAGNINSAPYGPYWRL

VRRNLAAETLHRAHLGLFAPARRWACDALVASLLRDTSECVVVTVRPFLRRAMSDLLAYMCFGERLPPDVLDEIDTLERH

ALRTATSFPIFAIFPSITKRIFRKRWAAHVAVRRRQEEVYAQLIHATSAAVADEDQPPCYARSLLALRVADDGDRPLTDA

EMVSLCSEFLNAGTDTTVTLLEWIMAELVNHPDVQAKVYEEVIRAKRELDDAVNNLQAIPYLKAVVLEGLRLHPPGHYLV

PHAVRSDAEIIGGYTVPKGAEVNFMVAEIGRDESVWTAAREFRPERFLDGGEGSGVDITGSREIKMMPFGAGRRMCPGYA

LGMHHAEFFVGSLVRELEWLPAAEGETVNMEETVDFTTVMKYPLRARIVPRNKSYLT*

>Sb03g006460|Sorbi1 63% to CYP89E1, almost identical to e_gw1.3.1273.1

MVELGLTLRILPIPLLSVSLAASVLYLLQRSHGRKNPKKSSGKASRPPLPPGPPPPLFLAKLLSLMRQPRFDIGPLLREL

HARHGSVISLRLLTTTVFVADRRLAHRVLVRDGAAFAYRPPLVEPNPLFNAGNINSAPYGPYWRLVRRNLAAETLHRAHL

GLFAPARRWACDALVASLLRDTSECVVVTVRPFLRRAMSDLLAYMCFGERLPPDVLDEIDTLERHALRTATSFPIFAIFP

SITKRIFRKRWAAHVAVRRRQEEVYAQLIHATSAAVADEDQPPCYARSLLALRVADDGDRPLTDAEMVSLCSEFLNAGTD

TTVTLLEWIMAELVNHPDVQAKVYEEVIRAKRELDDAVNNLQAIPYLKAVVLEGLRLHPPGHYLVPHAVRSDAEIIGGYT

VPKGAEVNFMVAEIGRDESVWTAAREFRPERFLDGGEGSGVDITGSREIKMMPFGAGRRMCPGYALGMHHAEFFVGSLVR

ELEWLPAAEGETVNMEETVDFTTVMKYPLRARIVPRNKSYLT*

&

>Sb01g031610|Sorbi1

MEVFQPLLVVSAIAVALVHLLRHLMVRPTSSRHPPGPWKLPVIGSMHHLVNVLPHRALRDLAGVHGPLMMLQLGETPLVV

ASSREMARQVLKTHDANFATRPKLLSGEIVLYRWADILFSLSGEYWRKLRQLCAAEVLSPKRVLTFRHIREQEMASHVER

IRAAGPSTAVDLSETFYNLAISIVSRASFGNKQRNAGGFLTAMKAGVALSSGFKLPDLFPTWRPVLAAVTGMRRTLEDIH

RTVDSTLEEVIEERTRARDEKLQATIRSSLSGRSPTDTAAAADDDDENLVDLLIGLQERASSSSGSSSFHLNRNSIKAII

FDMFTAGTGTLASSLDWGMSELMRNQRVMGKLQREVREAFRGQAAVSEADIQAADLPYLKLVIKETLRLHPPVPLLVPRE

SIDECEIEGYTIPARSRVIVNAWAVGRDPKYWEDADEFKPERFDGDVAADFMGGSYEYIPFGAGRRMCPGISYGLPVLEM

AIVQLLYHFDWSLQEGVDEVDMTEAPGLGVRRKSPLMLCATPVVSRETSRVPS*

>e_gw1.1.14365.1|Sorbi1 68% to CYP71V5, identical to Sb01g031610
MEVFQPLLVVSAIAVALVHLLRHLMVRPTSSRHPPGPWKLPVIGSMHHLVNVLPHRALRDLAGVHGPLMMLQLGETPLVV

ASSREMARQVLKTHDANFATRPKLLSGEIVLYRWADILFSLSGEYWRKLRQLCAAEVLSPKRVLTFRHIREQEMASHVER

IRAAGPSTAVDLSETFYNLAISIVSRASFGNKQRNAGGFLTAMKAGVALSSGFKLPDLFPTWRPVLAAVTGMRRTLEDIH

RTVDSTLEEVIEERTRARDEKLQATIRSSLSGRSPTDTAAAADDDDENLVDLLIGLQERASSSSGSSSFHLNRNSIKAII

FDMFTAGTGTLASSLDWGMSELMRNQRVMGKLQREVREAFRGQAAVSEADIQAADLPYLKLVIKETLRLHPPVPLLVPRE

SIDECEIEGYTIPARSRVIVNAWAVGRDPKYWEDADEFKPERFDGDVAADFMGGSYEYIPFGAGRRMCPGISYGLPVLEM

AIVQLLYHFDWSLQEGVDEVDMTEAPGLGVRRKSPLMLCATPVVSRETSRVPS*

&

>Sb09g023680|Sorbi1

MGYNGLLPLMLLAAGWCAVAAALVLAISAWLQRPRRVAEAFRRQGIDGPPPSSFLSGNLSEMQARAAAAAVAEAAGGRDF

QKEGFDDYCKKIFPYFEKWRKAYGETYLYWLRRRPALYVSDPELIREIGRCVSLDMGKPTYLQKGQEPLFGRGVLKANGA

EWHRQRKLIAPEFYMAKVKGMVELMVDAAQPLLASWEDKVAAAPGGVAEIDVDEDIRSFSFDVISRACFGGDYSRGREIF

LRLRALSGLMSETSVIFTIPSLRHLPTKKNRRIWKLTHEIRSLILQLASERKAAAAPTPGRDFLGSIIDSSRDQPRADDF

VVDNCKNIYFAGHETSAVTATWCLMLLAAHPEWQDRARAEALDVCGGDAAAPDFDAVARMRTLHAVVLETLRLFPPSSFV

VREMFRDMQLGTRLRAPKGTYLFVPVSTMHHDAAVWGATARRFDPGRFRDGVAAACKHPQAFMPFGLGARTCLGQNLALV

EVKALVALVLARFSLALSPDYRHAPAFRFIIEPEFGLRLRVHRLGH*

>e_gw1.9.15297.1|Sorbi1 76% to CYP714D1, identical to Sb09g023680
MLLAAGWCAVAAALVLAISAWLQRPRRVAEAFRRQGIDGPPPSSFLSGNLSEMQARAAAAAVAEAAGGRDFQKEGFDDYC

KKIFPYFEKWRKAYGETYLYWLRRRPALYVSDPELIREIGRCVSLDMGKPTYLQKGQEPLFGRGVLKANGAEWHRQRKLI

APEFYMAKVKGMVELMVDAAQPLLASWEDKVAAAPGGVAEIDVDEDIRSFSFDVISRACFGGDYSRGREIFLRLRALSGL

MSETSVIFTIPSLRHLPTKKNRRIWKLTHEIRSLILQLASERKAAAAPTPGRDFLGSIIDSSRDQPRADDFVVDNCKNIY

FAGHETSAVTATWCLMLLAAHPEWQDRARAEALDVCGGDAAAPDFDAVARMRTLHAVVLETLRLFPPSSFVVREMFRDMQ

LGTRLRAPKGTYLFVPVSTMHHDAAVWGATARRFDPGRFRDGVAAACKHPQAFMPFGLGARTCLGQNLALVEVKALVALV

LARFSLALSPDYRHAPAFRFIIEPEFGLRLRVHRLGH*

&

>Sb01g017190|Sorbi1

MATAQLLILAALLLLPLVAVLLGKLHGPRKGKNGARLPPCPPGLPFVGNLLLLRRYSSDVEALLRRLVARYGPVVSLRVG

PSLSIFIADRRIAHAALVESGAALADRHAVTRALLGESGNTISRSSYGPVWRLLRRNLVAETLHPSRVKLFAPARAWGRR

VLAEKLRREAEEAQAREQAPPPVMETFRYAMFCLLVLMCFGERLDEPAVRAIESAQYGWLMFVAKNTSVLAFWPALTRIL

FRDRLQEGLAARQRQKELFVPLIDARRVRKQQLVKNQGGAAVAPEEETTTTTTFEHSYVDTLLDIRLPEEGDRALTDDEI

SNLCSEFLTAGTDTTSTALQWIMAELVKNPDAQEKLYSEVKATCGDEQGEDAEEDTQKMPYLKAVVLEGLRRHPPAHFVL

SHKAAEDMEVGGYLIPKGASVNFTVAEMGWDEREWDRPMEFVPERFLAGGDGEGVDVTGSREIKMMPFGAGRRICAGLGI

AMLHLEYFVANLVREFEWKEVPGDEVDFAETREFTTVMKKPLRAHLVRRTTCLNGD*

>e_gw1.1.5103.1|Sorbi1 70% to CYP89B9, identical to Sb01g017190
MATAQLLILAALLLLPLVAVLLGKLHGPRKGKNGARLPPCPPGLPFVGNLLLLRRYSSDVEALLRRLVARYGPVVSLRVG

PSLSIFIADRRIAHAALVESGAALADRHAVTRALLGESGNTISRSSYGPVWRLLRRNLVAETLHPSRVKLFAPARAWGRR

VLAEKLRREAEEAQAREQAPPPVMETFRYAMFCLLVLMCFGERLDEPAVRAIESAQYGWLMFVAKNTSVLAFWPALTRIL

FRDRLQEGLAARQRQKELFVPLIDARRVRKQQLVKNQGGAAVAPEEETTTTTTFEHSYVDTLLDIRLPEEGDRALTDDEI

SNLCSEFLTAGTDTTSTALQWIMAELVKNPDAQEKLYSEVKATCGDEQGEDAEEDTQKMPYLKAVVLEGLRRHPPAHFVL

SHKAAEDMEVGGYLIPKGASVNFTVAEMGWDEREWDRPMEFVPERFLAGGDGEGVDVTGSREIKMMPFGAGRRICAGLGI

AMLHLEYFVANLVREFEWKEVPGDEVDFAETREFTTVMKKPLRAHLVRRTTCLNGD*

&

>Sb03g004210|Sorbi1 79% to CYP734A6, no partner
MGWGWTALAAAGAVAYVVVKLMEVLWWRPRRVERHFARQGIRGPRYRFFVGCVREMVALMVAASAKPMPRPYRSHNVLPR

VLAFYHHWKKIYGSTFLIWFGPTPRLAVADPDLIREILLSRADHFDRYESHPMVRQLEGEGLVSLRGDKWAHRRKVLTPA

FHMENLKLLLPFVGQTVVDMVDKWHDMAAAASGEVEIDVSEWFQVVTEDAITRTAFGRSYEDGKAVFKLQTQLMAFASEA

FRKVFIPGYRFLPTKKNTSSWKLDKEIRKNLVTLIGRRQEAADDEKLSGCAKDLLGLMISASSNGGKVSPITVNDIVEEC

KTFFFAGKQTTSNLLTWTTVLLAMHPEWQELARQEVLQVCGARDIPSREQLAKLKTLGMILNETLRLYPPAVATVRRAKT

DVELGGCLIPRDTELLIPIMAVHHDARLWGADATQFNPARFAKGVAQAAAHPTAFIPFGLGARMCIGQNLALLESKLTVA

IILQRFDFRLSPSYLHAPTVLMLLHPQYGAPVIFRPRSCEPSDRDNRDM*

&

>Sb04g024930|Sorbi1 71% to CYP86E1, no partner
MARELVAMALRFLHEYVRASDLAVAAAVLFVCSAVRSRLSSRPGEPMLWPVVGIIPTLSAHIALGDVYDWGAATLSRCRG

TFPYRGTWGGGSSGVITSVPANVEHVLKANFDNYPKGPYYRERFAELLGGGIFNADGDSWRAQRKAASAEMHSARFLQFS

SATIQRLVRGRLVPLLETLSEQERHAVDLQDVLLRFAFDNICAAAFGVEAGCLADGLPDVPFARAFERATELSLTRFYTP

PLVWKPKRLLGVGTERALVDATRAVREFADRTVADRRAELRKVGDLAGRCDLLSRLMSSSPPPHPPADAAAGYSDEFLRD

FCISFILAGRDTSSVALTWFFWLLASRPDVEARVLDDIARAGGDVGAMDYLHAALTESMRLYPPVPVDFKEALEDDVLPD

GTPVRARQRVIYFTYAMGRDKATWGPDCLEFRPERWLNDKSGAFAGGAESPYKYVVFNAGPRLCVGKRFAYTQMKTVAAA

VLARFRVEVVPGQEVKPKLNTTLYVKNGLMVRFVAREQRHELRHPVPAAAHLAGED*

&

>Sb02g009230|Sorbi1 71% to CYP76P3, no partner
MAFFLVCMSMLLFISISSYVFQLLADRHRRLPPGPRPLPLIGNLLDVGSEELPHRSLARLAGRHGPLITVRLGTLLTIVA

SSPSTAREILQTHNGSLTGRTPPDAWRALGHAANSVFVLPPGRRWRALRRIGTEHLLSARQLDGARVRPLLRDGVLDLVR

RVSELSAAEAEAPVEVVHAVFAALMELQWRAMFSAGLDDAAARALHDAAREAVALSLKPNVSDFFPALAAADLQGVRRGF

GRRMAIVYRLVDEEIERRTRHRREAAGAAGGVSSCESTKDLLDVMLDMSSERGKDDGVMISVNRDVMRTFLADIFLATVD

IISSTIEWAMAELLQHPDTLRKIQQELRSVLGSKPYVEHSDVGRLPYLRAVIRETLRLHPVVPMVPNEAEQTVKIHGHTV

PKGSTVLVNIWAVHRDAGAWPEPDRFLPERFLQPRHRETGFVGTTEFEFIPFSAGRRACLGLPLATRMLHAMLGSLLLRF

DWALQREAMENGVDMSESLGLTMTMATPLKAIAKPRSV*

&

>estExt_fgenesh1_pm.C_chr_80460|Sorbi1

MELTATAVPLAVAFASVVTFVLIVLGSVVRLRGRRKPRNLPPGPKGWPVVGSLGLLAGALPPHRALAKLAARHGALMHLR

LGSFDTVVASSAETARLVLKTHDLAFADRPPTSFGAILAYGRKGILQTPYGPYWRMARKLCATELFSPRRVDSFEHMRAQ

EMRALARGLFELAGAAVEVKEHLVNFTMRNILRMAVGKKWMGIYGSEEGEAFRRTLDEAFAVTGAVNNVGEWVPWLGPLD

VQGFTRRMKRVHEQLDRFTEQILDEHEKDRRRRARDGGGEVAATTTTTDLVDVLLQLVEEGGGQEEEEPEARLTRDGAKA

FILDIIAGGTDTAAITMEWALAELLRRPDAMAATTAELDRVVGRGRWATESDLPALPYLHAVLKETMRLHHIAPLLVPRR

AREDTVVGGYDIPAGARVLVNMWAVARDPASWPDAPEGFRPERFLAGGGAEDVDVRGTHFELLPFGAGRRMCPAYNLAMK

EMAAALANLVHGFTWRLPDGVAPEDVSMEEFFGLTTSMKVPLVAIAEPRLPEHLYTDVD*

>Sb08g018780|Sorbi1 68% to CYP92C1, identical to estExt_fgenesh1_pm.C_chr_80460
MELTATAVPLAVAFASVVTFVLIVLGSVVRLRGRRKPRNLPPGPKGWPVVGSLGLLAGALPPHRALAKLAARHGALMHLR

LGSFDTVVASSAETARLVLKTHDLAFADRPPTSFGAILAYGRKGILQTPYGPYWRMARKLCATELFSPRRVDSFEHMRAQ

EMRALARGLFELAGAAVEVKEHLVNFTMRNILRMAVGKKWMGIYGSEEGEAFRRTLDEAFAVTGAVNNVGEWVPWLGPLD

VQGFTRRMKRVHEQLDRFTEQILDEHEKDRRRRARDGGGEVAATTTTTDLVDVLLQLVEEGGGQEEEEPEARLTRDGAKA

FILDIIAGGTDTAAITMEWALAELLRRPDAMAATTAELDRVVGRGRWATESDLPALPYLHAVLKETMRLHHIAPLLVPRR

AREDTVVGGYDIPAGARVLVNMWAVARDPASWPDAPEGFRPERFLAGGGAEDVDVRGTHFELLPFGAGRRMCPAYNLAMK

EMAAALANLVHGFTWRLPDGVAPEDVSMEEFFGLTTSMKVPLVAIAEPRLPEHLYTDVD*

&

>Sb02g030720|Sorbi1 66% to CYP71AK2, no partner
MFHYVVAAAGVLIVFLYAVKKRQSSKLPPSPPSLPVIGHLHLIGRLAHRSLRELQLRYGGSCGLLYLQLGRRRTLVVSTA

AAAADLFRNHDLAFASRPHSVSGDKMMYGCNNVSFAPYGGNWRRGKKIAVVHLLSLRRVESFAPVRAAEVAALVAHTRRA

AEAGEAVELRELLYGYTNAVVTRAATGAAGATAERLKQLLGNSAALMVGFQPEDVLPDVPARFVRWATGLDKKLDDMAKA

WDKFLSEIVAAHKEKGAGGGGAGEQDGDFLDVLLRLREEDTDGVELTDDRIKGTVEDMIGGGTETTIQTLEWTMAELIAN

PRVTAKLKNEITRVVTADQPTISESDLNRMEYLKAVFKEVLRLHAPLPLLVPHESTAPAVVQGYEIPAKTGLYINVWAIG

RDPAAWDAPEEFRPERFVGSSSPVDFRGNDYQFIPFGAGRRICPGINFALPVLELAVASLMRHFDWELPAGMQLTDLDMS

ETPGLMTPRRVPLVVVPRTVPQPALP*

&

>estExt_Genewise1.C_chr_30180|Sorbi1 63% to CYP71T2
MAASYGPVMLVRFGRVPTVVASSAAAAQEVMKTRDLAYASRPRMRMVERLAYGRDLAFAPYGEHWRQARRVCVLHLLSQR

RVSSFRHDREQEAAALVDRVRRAGARDGAVNLTALLISYTNGIICRAAFGDDGSSWNYGGEKLSKLFADFEELIGAVTVG

EFVPWLAWIDTLMGLDAKVTRTYQEMGALLDRVIDDHRQRRRAGGCRKDGDHRDFVDVLLDVNEAAEEENDTDAARGVMF

DNGSIKAIIRNMFAAGTDTTYTTLVWAMAELINHPDEMRKVQDEIRAAVAVAGGDLVVTEDHLEKLRYLKCVIKETLRLH

TPVPLLLPHETIEDTELLGYHVPARTRVAVNAWAIARDPATWERAEEFVPERFAGDDLSTDYLPGQDLRFVPFGAGRRGC

PGVGFAVPTLDLALASLLYHFDWELPTAAGSKLEMDEVSGLSVRLKATLYLVAKPWAPR*

>Sb03g001060|Sorbi1 63% to CYP71T1, almost identical to estExt_Genewise1.C_chr_30180

MRKVQDEIRAAVAVAGGDLVVTEDHLEKLRYLKCVIKETLRLHTPVPLLLPHETIEDTELLGYHVPARTRVAVNAWAIAR

DPATWERAEEFVPERFAGDDLSTDYLPGQDLRFVPFGAGRRGCPGVGFAVPTLDLALASLLYHFDWELPTAAGSKLEMDE

VSGLSVRLKATLYLVAKPWAPR*

&

>Sb03g028630|Sorbi1 76% to CYP72A20, no partner
MDDDVAAAAPPSPWSLLQGLLALLIVWGAYRAAQTFWLRPRRLDRALRAQGLTGTEYCFPAGDLKENARLNDEARSRPMP

PCHDVVPRVMPHLFSTIKEHGNICVTWFGPIPRVVITEAELVRDILSNKFGHFEKFTNKRLGKLLALGLASYDGEKWAKH

RRILNPAFHLEKLKRMLPEFSTCCTELIDRWENKIAGSDGSYELDIWPEFQNLTGDVISRTAFGSSFMEGRRIFQLQGEQ

AERLIKAFQYMYIPGFIFFPTQNNRRMKEINREIEGTLRGMIEKRERAIENGETSGNDLLGLLLQSNMDSGKGSLRMSTE

DVIEECKLFYFAGMETTSVLLTWTLVILGMHPEWQDRAREEVLSVFGRDKQPNFDGLGRLKTVTMILYEVLRLYPPAVTL

NRRTFKDMQIGGITYPAGVILELPIIAVHHNPHIWGKDAHEFKPERFAEGISKATKDQPAFFPFGWGPRICIGQNFALLE

AKIALSMILQRFEFQLSPSYTHAPYTVITLHPQHGAPIIFKKI*

&

>Sb02g007540|Sorbi1 59% to CYP99A2, no partner
MEQISGTSALTVLLFLVPLLLILLSSLTLRSNSSSKKRRPPGPWSFPLVGSIHHMATSQPQAALRDLAARHGPVMLLRLG

QVDTVVVSSPAAAQEVLQRNDLSFASRPSLVSSEIFCYGNLDLAFAPYGDYWRELRKLCVVELLSARKVRQLAPVRDGET

MSLVAQIRAAANAGDKEAAGNLGGMLVSCTNSITGLATFGDGCSAERKEQFLSAVAVALSHSLGFCVSDLFPSLGFVDVL

TGTRRRLWRAHRQLDELFDKIIDECEARWKRKDESAAAGDNLLSIMLRVRDNHELAFPFGNANIKAIIVDLFIAGTETIS

SAAEWVMSELIRHPEAMAKAQAEVQTAFNNIIPQHHESHMDGLHYTRLVIKETLRLHPSVPLLLPRICRNTCDIGGFEVA

QGCRVVINAWAMARSPEYWGDDAEEFRPTRFETSSVAAAAADYKGTEEFQYLPFGSGRRMCPGSAFGMATLELVVARLLY

YFDWSLPGGKTMMPPEELDMETVFGATAKRRNQLHLVATPRDVVVPV*

&

>Sb10g006120|Sorbi1 69% to CYP709C10, no partner
MSGSGMGVVLAALAAALVPLLWAALVRQVWRPYAVARAFARQGVRGPPYRFYVGNNREARAMMAAAAASGEALEWSSNDI

VHRVMPHVRAWASLYGKVFVSWTGSTPRLWVGDLDMAKRILSDKAGLYVNPSLGAALMALLGQGLVFTEGDDWARHRRVV

HPAFAMDRLKSMTGAMAACAAEVVRDWEARAGAAASASGEVTVEVGQRFTELTADVISHTAFGSSYRQGKEVFLAQRELQ

LMVFASMNNVVVRVPGMDHVPTKANLRRWQLERTVRGTLMAIIDERLASAKESKGYGNDLLGLMLEANAAGDDGKTQEAM

SMDEIIDECKTFFFAGHDTTAHLLTWAMFLLGTHHEWQQRLREEVLRECGGAEVPLDGDALNKLKLVTMVLYETLRLYGP

VNIINRQATADVDLCGIKVPKGTHLAIPFPMLHRDEEVWGSDAGEFDPLRFRDGVGRAAAHPNALLAFSLGQRSCIGKDF

AMLEAKVTLALILRRFAFEVAPEYVHAPAAFLTVQPSKGLPVVLRLLDPHTLAS*

&

>Sb04g016970|Sorbi1

MDEYFVDLPYPNLCLYGSCLVLAVVVARAIILSGSGKKPGGLPPGPWQLPVIGSLHHLLRGLPHHAIRDLSLRHGPLMLL

RICERTAIVVSSAEAVAEMLKRHDAAFSERPSSPGIEELSRHGQGVIFAPYGDHWRLLRRILMTELLSPRRVEAFRHIRE

DEAARLVSSLSSLPQPVDMDERLEVFVADSSVRAILGDRLPDRAAFLKMVKAGQDPSSLFDLRDLFPSSWLVRMLPRSRK

AERHLQEMFRLMDDILVSHSQRRVDDDSPDGGGGGAVDEEHDMVDVLLRIQKQGDMRVSLNHGVIRAALIDAVGAALDTT

STTLRWAMAELIANPRVMHKAQLEIRRVMAAGQQRRVHEATLRDLHYLKAVIKETLRLHPPAPFVPRVCLDDGIKIQGYH

VPRGTIVVANVWAISRDPKYWEDPDMFIPERFHQGDPDHHRCFDFKGFDFEFTPFGAGRRMCPGMNFAHMNVEIALASLL

YHFDWKLPDGATPEEIDMTELWGVTVARKAKLLLHPIPCIPAAASIDA*

>estExt_Genewise1.C_chr_44822|Sorbi1 47% to CYP71X11, identical to Sb04g016970
MDEYFVDLPYPNLCLYGSCLVLAVVVARAIILSGSGKKPGGLPPGPWQLPVIGSLHHLLRGLPHHAIRDLSLRHGPLMLL

RICERTAIVVSSAEAVAEMLKRHDAAFSERPSSPGIEELSRHGQGVIFAPYGDHWRLLRRILMTELLSPRRVEAFRHIRE

DEAARLVSSLSSLPQPVDMDERLEVFVADSSVRAILGDRLPDRAAFLKMVKAGQDPSSLFDLRDLFPSSWLVRMLPRSRK

AERHLQEMFRLMDDILVSHSQRRVDDDSPDGGGGGAVDEEHDMVDVLLRIQKQGDMRVSLNHGVIRAALIDAVGAALDTT

STTLRWAMAELIANPRVMHKAQLEIRRVMAAGQQRRVHEATLRDLHYLKAVIKETLRLHPPAPFVPRVCLDDGIKIQGYH

VPRGTIVVANVWAISRDPKYWEDPDMFIPERFHQGDPDHHRCFDFKGFDFEFTPFGAGRRMCPGMNFAHMNVEIALASLL

YHFDWKLPDGATPEEIDMTELWGVTVARKAKLLLHPIPCIPAAASIDA*

&

>Sb01g012045|Sorbi1 54% to CYP723A3, no partner
MDTLVQVLTLGTAFIIFLAVFRRSIWHGRGPARPTLVEISDSAVARTALIDHADAFSNRPLTLFPVALVTGQRRRRSDSI

SSAQYGPLWRALRCNLTSEALHPSRFDQLGPLRREFVAALVASLSARVAGDGGDVVVIRDSVHAAVFALVARLCFGDLVG

DAAHLLAMRRVMQQFVRAIGEANAFAGSWLTKLLHWRQWRRFVAYRGQQAAFFLPLVSERDRRRRSGCCNDGGIRPYVDT

LIDLRVPDDDEDDDDNDTARRALTDDEMVSLLSEFLGASTESVVSCIEWALAHLAAQPEVQEKLRREIAGDGGGEGGAVP

EERLRTLPYLHAVVLEALRLHPPVPFLMREAHADVGGGGRTRVHFLIRDMARDRKDWTDPDEFWPERFLANGEAEGVGAV

PGPKEIRMMPFGAGRRYCPGAGMGMVHIKCFLAGLVREFEWAPAADGHGCGIDFTELDGFFKVMKTPLRA

&

>Sb04g005760|Sorbi1

MDSLTYYLCLFLAALLPLLLLKLKNRDNNS

LRLPPGPWRLPVIGSLHHLLGSPFPHHAMADIARRLEAPLIYLKLGEVPV

VVASSQDAASEIMKTHDVNFATRPLSPTIKVFMADGVGLVFAPYGALWRQLRKISILELLSARRVQSFRGVREEEVGRLV

AAIAAASLTGEAVNVSQRIAELTNDTAVRSMIGDRFERRQEFLDNMAEGVKITTGFSLGDLFPSSRLASVIGGMARRAAV

NHRKMFELMDYAIKKHEEQRAAMAKSAEGEGIVKEDLVDVLLRIQKEGGLEVPLTMGMIKAIILDLFGAGSETSASTLQW

AMSELVRNPKLMERAQVEVREKLQGKPTVTEDDLVELRYIKLIIKETLRMHPVVPLLLPRECRESCKVMGYDVPKGTTVF

VNVWAISRDPKYWEDAATFKPERFEAGTIDFKGTDFEYTPFGAGRRMCPGLAFAQASMEIVLAALLYHFDWKLPDGMLPS

ELDMTEEMSITARRKHDLYLQPV

VSVPPHV*

>estExt_fgenesh1_pm.C_chr_40211|Sorbi1 71% to CYP71X11, identical to Sb04g005760
MDEGPGGGGSWI

LRLPPGPWRLPVIGSLHHLLGSPFPHHAMADIARRLEAPLIYLKLGEVPVVVASSQDAASEIMKTHDV

NFATRPLSPTIKVFMADGVGLVFAPYGALWRQLRKISILELLSARRVQSFRGVREEEVGRLVAAIAAASLTGEAVNVSQR

IAELTNDTAVRSMIGDRFERRQEFLDNMAEGVKITTGFSLGDLFPSSRLASVIGGMARRAAVNHRKMFELMDYAIKKHEE

QRAAMAKSAEGEGIVKEDLVDVLLRIQKEGGLEVPLTMGMIKAIILDLFGAGSETSASTLQWAMSELVRNPKLMERAQVE

VREKLQGKPTVTEDDLVELRYIKLIIKETLRMHPVVPLLLPRECRESCKVMGYDVPKGTTVFVNVWAISRDPKYWEDAAT

FKPERFEAGTIDFKGTDFEYTPFGAGRRMCPGLAFAQASMEIVLAALLYHFDWKLPDGMLPSELDMTEEMSITARRKHDL

YLQPV

LLYLLFYPRYMLYTSSCKCAVV*

&

>fgenesh1_pm.C_chr_5000258|Sorbi1 63% to CYP87B5
MVKTTTLMCRAKVFYSRRNQFYQQENGDFTSIHWAYKWMNPPCSGTLPPGSMGLPIIGETMQFFKMSASLDIPNFYKQRM

QRYGPIFKTNLVGQPMVVCADPEVNRFIFQQEGKLFRSWYPETANIIIGEKTIDEFNGTSQKFVRNCMSRLFGLEYLKQD

LIPELEKDIRDTFAEWATKPSIDVPDSTPDSRELRKNYSSFLEGLISFPIYFPGTTFYQCMQGKNNMLNLMSNLLRKRIS

TPKEKHGDVLNMMVEEIQSEKPTIDEKFATDALSALLFTSFVTLSPNLTLAFKFLSDNPTVLDALKEEHDTILRNRKESS

SGFTWEEYKSLTFTNMVINELTRMSNVTPGIFRKTLTDVQVNGYTIPAGWMVMMSPMAVHLNPEFFDDPLDFNPWRWLDE

SKRNAQKNFVPFGLGMRACPAAEFSKLFMALFLHVLVTKYRWTKIKGGEVSRKAVIMFPQGYHIQLLPRA*

>Sb05g022935|Sorbi1 66% to CYP87B5, identical to fgenesh1_pm.C_chr_5000258
MGWLVHWAYKWMNPPCSGTLPPGSMGLPIIGETMQFFKMSASLDIPNFYKQRMQF

>Sb05g022930|Sorbi1 62% to CYP87B5, identical to fgenesh1_pm.C_chr_5000258

MVVCADPEVNRFIFQQEGKLFRSWYPETANIIIGEKTIDEFNGTSQKFVRNCMSRLFGLEYLKQDLIPELEKDIRDTFAE

WATKPSIDVPDSTPDVDN*

&

>Sb04g008860|Sorbi1

MAMDQPAMPMLMSTDSAAAV

MVLLSVATLLLALNHHLLSSWRRRSSRRLPPSPPRLPVIGHLHLLRPPVHRTFHELATRL

GAPLMHIRLGSTHCVVAGTADVARELIRDHDAAISGRPVSVLSRLFSYGSAGFAFTPNSRHWRFLRRLCVSEVLGTRTVE

QLRHVRRGSLAELLRAVRASSARGDAVDVTRELIRFSNTAIIRMVASDAAVTDEAQELVKAVTELLGAFNLEDYVPLCRG

WDLQGLRRKATVVHRRFDAVLEQMIRHKEAARDMERRRRGGSGTLEDKRVEGPPATTCKQRNKDLLDILLDKAEDETAEV

KLTRENMKAFIIDVVTAGSDSSAVTVEWMLAELMNHPEALGKVRDEIDAVVGGGDGRIVGEADLARLPYLQATFKETLRL

HPGAPIAHRQSTTEMVVRGFTVPPETAVYINLWAIGRDPSFWEDPLAFRPERFMPGGAAEGLEPRGGGGGGQQFQFMPFG

SGRRGCPGMGLAQQSVPAVLAALVQCFDWAAADDGETAAIGMDESDVGLVCARKHPLVLRPTARLNPFPAVV*

>fgenesh1_pm.C_chr_4000355|Sorbi1 66% to CYP93G1, almost identical to Sb04g008860
MVLLSVATLLLALNHHLLSSWRRRSSRRLPPSPPRLPVIGHLHLLRPPVHRTFHELATRLGAPLMHIRLGSTHCVVAGTA

DVARELIRDHDAAISGRPVSVLSRLFSYGSAGFAFTPNSRHWRFLRRLCVSEVLGTRTVEQLRHVRRGSLAELLRAVRAS

SARGDAVDVTRELIRFSNTAIIRMVASDAAVTDEAQELVKAVTELLGAFNLEDYVPLCRGWDLQGLRRKATVVHRRFDAV

LEQMIRHKEAARDMERRRRGGSGTLEDKRRNKDLLDILLDKAEDETAEVKLTRENMKAFIIDVVTAGSDSSAVTVEWMLA

ELMNHPEALGKVRDEIDAVVGGGDGRIVGEADLARLPYLQATFKETLRLHPGAPIAHRQSTTEMVVRGFTVPPETAVYIN

LWAIGRDPSFWEDPLAFRPERFMPGGAAEGLEPRGGGGGGQQFQFMPFGSGRRGCPGMGLAQQSVPAVLAALVQCFDWAA

ADDGETAAIGMDESDVGLVCARKHPLVLRPTARLNPFPAVV*

&

>Sb09g004090|Sorbi1

MDVVDAATATASSIILAGNADSTSNAVVAMLITLVAVVVVVLLFITTMSSSVVGTRGSKQGDNNKLPPSPPGLPLLGHLH

HLIRPPPHHAFHRLVRRYGPLVYLRLGPSNHAVVVGSAEAARDLLRLEASIPQRGHSAVTSLLAYGTAGFAFAPYGDQWR

FMKRLCMSELLGARTLDLLRPVRDGELAAVLREAAAAAGRGGGSIDLSAQLIAMANNAIMRMTASALPDHLTETARHCAK

EVTELVGTFNIADYISLFRPFDLQGLDRRAHEVHAKFDALLEILIKKKEEARRRPQPTTTPTTTEAKDLLDILMDAAEDE

NAEVKLTRENVKAFVLDIFTAGSDTTATTVEWMLAELMNHPACMEKLRAELDAMIGNSRLVGEEDVAKLPYLQAVLKETL

RLHPPAVFALRETIDTVHVRGYTIPPNTTVIFSVYSVGRDPAHWEKPLEFNPERFMPGGAGEGVEVNAQSMQLMPFGGGR

RACPGMGYAVQVVPAFLAALVQCFDWSVPHQQQPQGGRNDMAAAAPPPALNMDEKKGLVSARLHPLVLNPTPRLHPIPMP

ASLCRPLI*

>e_gw1.9.1321.1|Sorbi1 63% to CYP93G2, identical to Sb09g004090
MLITLVAVVVVVLLFITTMSSSVVGTRGSKQGDNNKLPPSPPGLPLLGHLHHLIRPPPHHAFHRLVRRYGPLVYLRLGPS

NHAVVVGSAEAARDLLRLEASIPQRGHSAVTSLLAYGTAGFAFAPYGDQWRFMKRLCMSELLGARTLDLLRPVRDGELAA

VLREAAAAAGRGGGSIDLSAQLIAMANNAIMRMTASALPDHLTETARHCAKEVTELVGTFNIADYISLFRPFDLQGLDRR

AHEVHAKFDALLEILIKKKEEARRRPQPTTTPTTTEAKDLLDILMDAAEDENAEVKLTRENVKAFVLDIFTAGSDTTATT

VEWMLAELMNHPACMEKLRAELDAMIGNSRLVGEEDVAKLPYLQAVLKETLRLHPPAVFALRETIDTVHVRGYTIPPNTT

VIFSVYSVGRDPAHWEKPLEFNPERFMPGGAGEGVEVNAQSMQLMPFGGGRRACPGMGYAVQVVPAFLAALVQCFDWSVP

HQQQPQGGRNDMAAAAPPPALNMDEKKGLVSARLHPLVLNPTPRLHPIPMPASLCRPLI*

&

>Sb05g001330|Sorbi1 67% to CYP714C2, no partner
MEHACVSSLRVLWLTLLPAVLICVLLFSYLWTILWLRPERIRQRLRRQGVKGPKPSLLLGNIPEMRRVQKQLAESDHQEQ

QEAAAGGSHRFSSNYMTALFPYFHHWNRVYGSIYLYSTGNIQSLFVTDPDMVKELANCKSLDLGKPRYLQKQLGALLGTG

ILTANGDLWAHQRKVIAPHFFMDKVKGMVDLMAESANEMLVSWEDIVDRGGGSAEVVVDEFLRNFSADVISRVAFGSRFS

EGKEIFSKIRQLQVAMAKQDIFAALPGSRYLPTQRNREIQKLSASIRDLILDIARRHEEEHDDPPATSSASSSDGLLRSI

VEGAKAAAGAFSSCTAEDFIVDNCKNIYFAGHETTSTTAAWCLMLLASHPEWQSRARAEVLEVRRQQGQKPVDADTIRKL

KTVAMVVQETLRLYPPAPFVTREALRDVTLGGLHVPSGTGVRVPIALAHRDPAAWAAGGEPDGFDPGRFANGVAGACRPP

HMYMPFGVGARTCAGQNLAVVEIKVVLALLLPRFELALSPGYVHRPAFRLTVEPGSGVALVLKKLC*

&

>Sb01g031080|Sorbi1 70% to CYP704A7, almost identical to estExt_Genewise1Plus.C_chr_18115
MGAQDYYSTALAAAGVALLAICSYYLLVVGRRGQRSKQPKKRYAPVVGTVFHQLYHVRRLHDYHADLFRKRKTVQLLAPA

GRRQIYTCDPAVVEHILRTNFANYGKGTFNYENMADLFGDGIFAVDGDKWRQQRKIASYDFSTRALRDFSGAVFKRNAAR

LAGIVAGNAASGQPMEFQGLALRATMDSIFTIAFGLDLDTLMGGSEKGSRFAAAFDDASEFTLLRYVNAFWKAQRFLGVG

SEAKLRQRVKVVDEFVYKCIRDRAQELSHSKATEDAVPEDSRQDMLSRFIRTATNESGTVDYKYLRDIILNIVIAGKDTT

AGALAWFLYMACKHPEIQEKVVQEATRVTNAASETAATVEEFAQSLTDEALNKMHYLHAALTETLRLYPSVPLDNKQCFG

DDVLPDGSSVSKGDIVFYVPYAMGRMEYLWGKDAEVFRPERWLDQNGEFQQESPFKFTAFQAGPRICLGKEFAYRQMKIF

AAVLLRFFVFRLRDGEKATVNYRTMITLHIDEGLHLTATAR*

>estExt_Genewise1Plus.C_chr_18115|Sorbi1

MGAQDYYSTALAAAGVALLAICSYYLLVVGRRGQRSKQPKKRYAPVVGTVFHQLYHVRRLHDYHADLFRKRKTVQLLAPA

GRRQIYTCDPAVVEHILRTNFANYGKGTFNYENMADLFGDGIFAVDGDKWRQQRKIASYDFSTRALRDFSGAVFKRNAAR

LAGIVAGNAASGQPMEFQGLALRATMDSIFTIAFGLDLDTLMGGSEKGSRFAAAFDDASEFTLLRYVNAFWKAQRFLGVG

SEAKLRQRVKVVDEFVYKCIRDRAQELSHSKATEDADSRQDMLSRFIRTATNESGTVDYKYLRDIILNIVIAGKDTTAGA

LAWFLYMACKHPEIQEKVVQEATRVTNAASETAATVEEFAQSLTDEALNKMHYLHAALTETLRLYPSVPLDNKQCFGDDV

LPDGSSVSKGDIVFYVPYAMGRMEYLWGKDAEVFRPERWLDQNGEFQQESPFKFTAFQAGPRICLGKEFAYRQMKIFAAV

LLRFFVFRLRDGEKATVNYRTMITLHIDEGLHLTATAR*

&

>Sb08g003110|Sorbi1

MAAADAALPWAAQCAGMALFASSSFLLVLALVLLLLRRWPWCSCHVCRAYLTGSWARDFTNLGDWYAHLLRESPSGTVHV

HVLGCTVTANPANVEYMLKTNFDNFPKGKTFAALLGDLLGGGIFNVDGHAWRHQRKMASLELGSVAVRSYAFRIIAQEVE

ARLMPVLAAAADAGAVVDLQDVFRRFAFDTICKISFGLDPGCLEKEMPVSKLADAFDTATRLCAMRGAAASPLLWKAKRL

LNVGSERELREAIKLVDELAAAMIRERRKLGVANSHDLLSRFMASAGDDAHHDDVDDKYLRDIVVSFLLAGRDTVSSALT

TLFMLLSKNPAVADAMRAEAGGSEAPLTYEQLKRLHYTHAVLYENMRLFPPVQFDSKFCAGPDVLPDGTYVSGGTRVMYH

PYAMGRMPRIWGADHGAFRPDRWLTGAGGSFVPESLYKYPVFQAGLRVCLGKELAITEMKAVAVAVVRAFDVQVVGDSGS

AACAPKFVSGLTASISGGLPVRISRRVRS*

>fgenesh1_pg.C_chr_8000354|Sorbi1 81% to CYP94C2, identical to Sb08g003110
MALFASSSFLLVLALVLLLLRRWPWCSCHVCRAYLTGSWARDFTNLGDWYAHLLRESPSGTVHVHVLGCTVTANPANVEY

MLKTNFDNFPKGKTFAALLGDLLGGGIFNVDGHAWRHQRKMASLELGSVAVRSYAFRIIAQEVEARLMPVLAAAADAGAV

VDLQDVFRRFAFDTICKISFGLDPGCLEKEMPVSKLADAFDTATRLCAMRGAAASPLLWKAKRLLNVGSERELREAIKLV

DELAAAMIRERRKLGVANSHDLLSRFMASAGDDAHHDDVDDKYLRDIVVSFLLAGRDTVSSALTTLFMLLSKNPAVADAM

RAEAGGSEAPLTYEQLKRLHYTHAVLYENMRLFPPVQFDSKFCAGPDVLPDGTYVSGGTRVMYHPYAMGRMPRIWGADHG

AFRPDRWLTGAGGSFVPESLYKYPVFQAGLRVCLGKELAITEMKAVAVAVVRAFDVQVVGDSGSAACAPKFVSGLTASIS

GGLPVRISRRVRS*

&

>Sb01g045960|Sorbi1

MEEAHLMPATPLFPLAGLHKYIAILLVVLSWALVHRWSLRKQKGPRSWPVIGATLEQLRNYHRMHDWLVGYLSRHKTVTV

DMPFTSYTYIADPVNVEHVLKTNFTNYPKGDVYRSYMDVLLGDGIFNADGELWRKQRKTASFEFASKNLRDFSANVFREY

SLKLSGILSQASKAGKVVDMQELYMRMTLDSICKVGFGVEIGTLSPDLPENSFAQAFDAANIIVTLRFIDPLWRVKRFFH

VGSEALLAQSIKLVDEFTYSVIRRRKAEIVEARASGKQEKMKHDILSRFIELGEAGDDGGFGDDKSLRDVVLNFVIAGRD

TTATTLSWFTHMAMSHPDVAEKLRRELCAFEAERAREEGVAVPCCGPDDDKAFAARVAQFAGLLTYDSLGKLVYLHACVT

ETLRLYPAVPQDPKGILEDDVLPDGTKVRAGGMVTYVPYSMGRMEYNWGPDAASFRPERWINEEGAFRNASPFKFTAFQA

GPRICLGKDSAYLQMKMALAILFRFYSFQLLEGHPVQYRMMTILSMAHGLKVRVSRAV*

>estExt_fgenesh1_pm.C_chr_11125|Sorbi1 81% to CYP704B2, identical to Sb01g045960
MPATPLFPLAGLHKYIAILLVVLSWALVHRWSLRKQKGPRSWPVIGATLEQLRNYHRMHDWLVGYLSRHKTVTVDMPFTS

YTYIADPVNVEHVLKTNFTNYPKGDVYRSYMDVLLGDGIFNADGELWRKQRKTASFEFASKNLRDFSANVFREYSLKLSG

ILSQASKAGKVVDMQELYMRMTLDSICKVGFGVEIGTLSPDLPENSFAQAFDAANIIVTLRFIDPLWRVKRFFHVGSEAL

LAQSIKLVDEFTYSVIRRRKAEIVEARASGKQEKMKHDILSRFIELGEAGDDGGFGDDKSLRDVVLNFVIAGRDTTATTL

SWFTHMAMSHPDVAEKLRRELCAFEAERAREEGVAVPCCGPDDDKAFAARVAQFAGLLTYDSLGKLVYLHACVTETLRLY

PAVPQDPKGILEDDVLPDGTKVRAGGMVTYVPYSMGRMEYNWGPDAASFRPERWINEEGAFRNASPFKFTAFQAGPRICL

GKDSAYLQMKMALAILFRFYSFQLLEGHPVQYRMMTILSMAHGLKVRVSRAV*

>Sb07g006731|Sorbi1 91% to CYP704B2, no partner almost identical to estExt_fgenesh1_pm.C_chr_11125, almost identical to Sb01g045960

DPKGILEDDVLPDGTKVRAGGMVTYVPYSMGRMEYTYDSLFTFDSLCLVYYPFDSLFTHIR*

&

>Sb07g000530|Sorbi1 64% to CYP71C14, no partner
MGHVHGHHEPLLQAKYPPQAALVVSVLLVVCALLVRRRFGTTTTLSTAREQLLSKLPSPPRRLPIIGHLHLIGSLPHVSL

RDLAARHGRHGLMLLHLGAVPTLVVSSPSAAQAVLRTQDHIFASRAYSPATDILFYGSTGIAFSPYGQHWRQVKKIVTTH

LLTNKKVRSYRHAREHEVRLVVAKIREAATAGTAIDLSELLNSFANDIVCHAVSGKFFRKEGRNKLFRELLEANASLIGG

FNLEDYFPMLVKLDIIKSMVCAKARKVNKMWDSLLDMLIDDHASKPASERDGEESDFIDVLLSLQLEYNLTRDHIKAQLV

VMFEAGTDTSFIVLEYAMAHLMQTPCLMNKLQTEVRSTIPKGKEIVTEDELNSLAYLKAVIKETLRLHMPAPLLLPHLSM

ADCNIEGYTIPSGTRAIVNSWALARDPSYWENANEFMPERFMEGGSAAAMDNKGNDFQYLPFGAGRRMCPGINFASSTIE

VMLVNLVYHFNWELPVELSKKGIDMTELFGVTVRRMEKLLLVPIAPQD*

&

>Sb02g030640|Sorbi1 78% to CYP78C6, no partner
MAVAATPDDCGSWLLYLSLAAKCAGGDQPHRLAGFLAVCAVAFVVTCLLHWCFPGGPAWGRWWWTTQARRVAAAAVPGPR

GLPVVGSMWLMTGLAHRKLAAAADSLRARRLMAFSLGGTRVVVAAHPDVAREILNSPAFADRPIKESAYGLLFHRAIGFA

PYGAYWRALRRVASTHLFSPWQVAASAAQRAVIARQMVAAMKQELSSSSSASAGFEVRRVLRRGSLHNVMWSVFGRRYDL

ELDPAKESPETRELRSLVDEGYDLLGQLNWSDHLPWLARFDLQSTRSRCDRLVPLVNRFVGGIIDAHRARNDLRSAPPHA

VMDFTDVLLSLPADDRLTDSDMIAVLWEMVFRGTDTVAVLIEWVLARLVLHPDVQARVHDELDRVVGRDRAVTESDSGSL

VYLHAVIKEVLRMHPPGPLLSWARLATSDVQVDGHLIPAGTTAMVNMWAITHDPDVWAEPAEFQPERFMGSTTGGEFPIM

GSDLRLAPFGAGRRSCPGKSLAMATVALWLATLLHEFELLPARGVYLSEVLKLSCEMAVPLAVTARPRQAV*

&

>Sb01g014340|Sorbi1 59% to CYP87C2, identical to estExt_fgenesh1_pg.C_chr_11506
MSMHYLVAVSMTCLALGVGAILVLRWRNGGRTCEGGRLPPGSRGLPFIGETLQYFLAASSTLGLLPPFFKKRLERYGPIF

RTSLVGEDLIVSLDAELNAHILKQEERGFQIWYPPSFMRVFGADNITSKIGVLHLHMRTLVLRLFGHQTIQSVLLHDVQR

SARDELRSWLDRPDVEVRTAISRMIFGVTAKKLISHDDAASGGRLWECFHDWTSGLLSFPVPIPGTTFYKCMQGRKNVMK

MLKQQLGERRNAAERETVDFFDLVIDELNKPNPMMDESTALDLLFMMLFGSHETTSMVLTVILKYLTDNRKALQELTEEH

ERILERRVDPDSDITWEEYKSMKFTSHVIHESLRLANIALVMFRKADQDVHTNGYTIPKGSKIMICPLASHLNMKVYENP

SVFNPWRWKNIPEPVGASKDFMAFGGGLRLCAGADFSKMQMAMFLHYLVRNYRWKTVSGGIMVFYPGLQFPDGFHIQLLP

KI*

>estExt_fgenesh1_pg.C_chr_11506|Sorbi1

MSMHYLVAVSMTCLALGVGAILVLRWRNGGRTCEGGRLPPGSRGLPFIGETLQYFLAASSTLGLLPPFFKKRLERYGPIF

RTSLVGEDLIVSLDAELNAHILKQEERGFQIWYPPSFMRVFGADNITSKIGVLHLHMRTLVLRLFGHQTIQSVLLHDVQR

SARDELRSWLDRPDVEVRTAISRMIFGVTAKKLISHDDAASGGRLWECFHDWTSGLLSFPVPIPGTTFYKCMQGRKNVMK

MLKQQLGERRNAAERETVDFFDLVIDELNKPNPMMDESTALDLLFMMLFGSHETTSMVLTVILKYLTDNRKALQELTEEH

ERILERRVDPDSDITWEEYKSMKFTSHVIHESLRLANIALVMFRKADQDVHTNGYTIPKGSKIMICPLASHLNMKVYENP

SVFNPWRWKNIPEPVGASKDFMAFGGGLRLCAGADFSKMQMAMFLHYLVRNYRWKTVSGGIMVFYPGLQFPDGFHIQLLP

KI*

&

>Sb04g005740|Sorbi1

MEQASHYLCLFLALLLPLLLLRLLRGRDGDASGGGGVRLPPGPWRLPVIGSLHHLVGKPLVHRALADLARRLDAPLMYLR

LGEVPVVVATSRDAAREVLRTNDVAFATRPWSPTIRIMMQEGMGLAFAPYGDVWRQLRKICILELLSARRVQSFRHVRED

EVARLVAAVAAAPYPHGEPVNVSHRVAVLVADSAVRAMIGDRFSRRDEFLVSLEEGLKIVSGFSLGDLFPSSPLVNFLSG

TARRAQANHRKNFELMDCAIKQHEERRALAAANGAAVRDQEEEEDLVDVLLRIQKEGGLGMPLTMGMIKAVILETLRLHP

AAPLLLPREARESCKILGYDVPKGTTVLVNAWAIGRDPKYWNDAEEFKPERFECGTIDFKGMDFEYIPFGAGRRICPGMV

FAQSNIELALAALLYHFDWKLKEGMKPSELDMVEDIGITVRKKNDLLLHPIVRVPHQ*

>e_gw1.4.1271.1|Sorbi1 77% to CYP71X11, almoat identical to Sb04g005740
MEQASHYLCLFLALLLPLLLLRLLRGRDGDASGGGGVRLPPGPWRLPVIGSLHHLVGKPLVHRALADLARRLDAPLMYLR

LGEVPVVVATSRDAAREVLRTNDVAFATRPWSPTIRIMMQEGMGLAFAPYGDVWRQLRKICILELLSARRVQSFRHVRED

EVARLVAAVAAAPYPHGEPVNVSHRVAVLVADSAVRAMIGDRFSRRDEFLVSLEEGLKIVSGFSLGDLFPSSPLVNFLSG

TARRAQANHRKNFELMDCAIKQHEERRALAAANGAAVRDQEEEEDLVDVLLRIQKEGGLGMPLTMGMIKAVILDLFSAGS

ETSATTLQWAMAELMRNPDVMKKAQAELRDNLNGKPKVTEDDLVKMKYLKLIIKETLRLHPAAPLLLPREARESCKILGY

DVPKGTTVLVNAWAIGRDPKYWNDAEEFKPERFECGTIDFKGMDFEYIPFGAGRRICPGMVFAQSNIELALAALLYHFDW

KLKEGMKPSELDMVEDIGITVRKKNDLLLHPIVRVPHQ*

&

>Sb03g028620|Sorbi1 76% to CYP72A21, no partner
MVLGALATAVASMQLQWSLLLIYGLLGGLLLWKAGRLLERLWCEPRRLERALRAQGLRGTSYRFLTGDLKEYRRFNKEAA

ASKPLPLRCHDIAGHVAPFVHGAVLEHGKTCFSWFGPIPRVTVTDPDLARDVMSNKFGHFEKPKFPALSKLFADGVANYE

GEKWVKHRRILNPAFHLEKLKLMLPAFSACCEELVGRWVQSLGSDGSCELNVDPELQTLTGDVISRTAFGSSYLEGRKIF

QLQAEQAERLMSIMDKFAVPGYMSLPTKNNRRMRQIKNEIESILLGLISKRMQAMKEGESAKDDLLGLLLESNMRETGEN

GQSSQGMTIEDVMEECKLFYFAGMETTSVLLTWTMILLSMHPEWQDRAREEVLALFGKNQPGYDGLSRLKTVTMILYEVL

RLYPPAIAFSRKTYKEMVIGDVTYPAGVIVELPVMFIHHDADIWGSDVHEFRPERFAEGIAKASKDRLAFFPFGWGPRIC

IGQNFALLEAKMALSMILQRFQFELAPTYTHAPRQVIMLRPMHGAQIKLRAI*

&

>estExt_Genewise1Plus.C_chr_13128|Sorbi1

MDIKIPFILAFVFLTLLLLRLIRCYVTSSRTNPSVLRLPPRPWQLPLIGSLHHLLLSRFRDLPHRALREMSGTYGPLMLL

RFGELPTLVVSTAEAAREVMRTHDLAFCNRYLGATLEAITCGGNDIFGSPYNAQWRELRKLCMLEIFSHRRVLSFRSIRE

DEVANLVRSISGECGGGGRRPVNLTDGICRMINDVAARTVVGNWCGYRDEYMRELDEVVRLVGGGGFNLAYLYPSSRLVR

RFSAAVRDARRCQRNMYRIIQSIVQEREAMATPEGDEDLLGVLRRLQREGGLKFALTNEIVSTVIYDIFSAGSETTSTVL

VWAMSELVKNPQLMHKAQSEVRETFKGQDKISEGDLVKLRYVQLVIKETLRLHGPIPLLPRECRESCQVMGYNVPKGTKV

FVNVWAIARDMKLWHDAEVFRPERFENGTIDFRGNDFEFTPFGAGRRICPGITLGVANLELALASLLYHFDWDLPDDVSL

EKFDMAETFGIALRKKSMLWLKAKPYNNSMLN*

>Sb01g015330|Sorbi1 66% to CYP71W1, almost identical to estExt_Genewise1Plus.C_chr_13128
MPFNSCELVPSLAQKMDIKIPFILAFVFLTLLLLRLIRCYVTSSRTNPSVLRLPPRPWQLPLIGSLHHLLLSRFRDLPHR

ALREMSGTYGPLMLLRFGELPTLVVSTAEAAREVMRTHDLAFCNRYLGATLEAITCGGNDIFGSPYNAQWRELRKLCMLE

IFSHRRVLSFRSIREDEVANLVRSISGECGGGGRRPVNLTDGICRMINDVAARTVVGNWCGYRDEYMRELDEVVRLVGGG

GFNLAYLYPSSRLVRRFSAAVRDARRCQRNMYRIIQSIVQEREAMATPEGDEDLLGVLRRLQREGGLKFALTNEIVSTVI

YDIFSAGSETTSTVLVWAMSELVKNPQLMHKAQSEVRETFKGQDKISEGDLVKLRYVQLVIKETLRLHGPIPLLPRECRE

SCQVMGYNVPKGTKVFVNVWAIARDMKLWHDAEVFRPERFENGTIDFRGNDFEFTPFGAGRRICPGITLGVANLELALAS

LLYHFDWDLPDDVSLEKFDMAETFGIALRKKSMLWLKAKPYNNSMLN*

&

>Sb03g003600|Sorbi1

MGSLWSLIHSYPDVCIAIICFFGLSIFRFIQQIQKSCIPLNWPVVGMLPFIVVSRHCIHDKVMGLLREAGCTFFFFGPWL

LDMNFLITCDPATVNHCLNTHFEKYPKGREFAEMFDILGDGLLVADSESWEYQRRVATTIFGSRAFRSFVMSTITRKVGN

VLLPYLDHMAKHGSEIELEDVFMRLSLDISYCTVFTTDLGCLSVSSPMPVFGCATKEAEEAMLFRHMVPSKLWKLMRWLN

VGTEKKLADAKVVINQFIYEEIAKRKAQGSNGSPADILSMYMKVTLDPSMSEQQKTDFLRDTAAGFILAGKDLIAVTLTW

FFYMMCKHPKVEARILEELKDLQSSSWPGDFSVFECDALRSAVYLQAALLETLRLFPATPFEEKEAHVDDILPDGTKVTK

GTRIVFSLYAMGRIEGIWGKDCMEFRPERWVSKSGRIRHEPSYKFMSFNSGPRSCIGKDVSLSNMKITAASIIYNFKVEL

VKGHEVMPQSSVILHTQNGMMVSLKRRVAG*

>estExt_Genewise1Plus.C_chr_30780|Sorbi1 76% to CYP96D1, identical to Sb03g003600
MGSLWSLIHSYPDVCIAIICFFGLSIFRFIQQIQKSCIPLNWPVVGMLPFIVVSRHCIHDKVMGLLREAGCTFFFFGPWL

LDMNFLITCDPATVNHCLNTHFEKYPKGREFAEMFDILGDGLLVADSESWEYQRRVATTIFGSRAFRSFVMSTITRKVGN

VLLPYLDHMAKHGSEIELEDVFMRLSLDISYCTVFTTDLGCLSVSSPMPVFGCATKEAEEAMLFRHMVPSKLWKLMRWLN

VGTEKKLADAKVVINQFIYEEIAKRKAQGSNGSPADILSMYMKVTLDPSMSEQQKTDFLRDTAAGFILAGKDLIAVTLTW

FFYMMCKHPKVEARILEELKDLQSSSWPGDFSVFECDALRSAVYLQAALLETLRLFPATPFEEKEAHVDDILPDGTKVTK

GTRIVFSLYAMGRIEGIWGKDCMEFRPERWVSKSGRIRHEPSYKFMSFNSGPRSCIGKDVSLSNMKITAASIIYNFKVEL

VKGHEVMPQSSVILHTQNGMMVSLKRRVAG*

&

>fgenesh1_pg.C_chr_2000380|Sorbi1

MTMAMALAAILAVFALSSVASTRGRRRKALKLPPGPWGWPVLGNLDALAGALPPHRALAALAARHGPLMHLRLGSYHTVV

ASSADTARLVLKTHDFAFADRPATAAGAITSYGYLGIVHTPCGAYWRMARKLCATELFSARRVDSFRRVRTQEMRALVRG

LFECRGAVAVREHVAGATMRNILRMAVGEKWSGCYGSPEGEEFRRTLDEAFAATGAMSNIGEWVPLLGRLDVLGFKRKMK

RLRDLHDHFYEKILVEHEERRRLAQAGGEFVASDLVDVLLERADAEEGTQTQESAEARLPRDGVKAFIQDIIAGGTESSA

VTIEWAMSELLRHPEAMAAATAELDRVVGSGRWVEERDLPELPYIDAVVKETLRLHPVGPLLVPHHAREDTVVAGYDVPA

GARVLVNAWAIARDPASWPDAPEAFRPERFLGGAAAAVDVRGAHFELLPFGSGRRICPAYDLAMKLVAAGVANLVHGFAW

RLPDGVAPEDVSMEEHVGLSTRRKVPLVAVAEPRLPTHLYAATD*

>Sb02g003460|Sorbi1 71% to CYP92C1, identical to fgenesh1_pg.C_chr_2000380
MTMAMALAAILAVFALSSVASTRGRRRKALKLPPGPWGWPVLGNLDALAGALPPHRALAALAARHGPLMHLRLGSYHTVV

ASSADTARLVLKTHDFAFADRPATAAGAITSYGYLGIVHTPCGAYWRMARKLCATELFSARRVDSFRRVRTQEMRALVRG

LFECRGAVAVREHVAGATMRNILRMAVGEKWSGCYGSPEGEEFRRTLDEAFAATGAMSNIGEWVPLLGRLDVLGFKRKMK

RLRDLHDHFYEKILVEHEERRRLAQAGGEFVASDLVDVLLERADAEEGTQTQESAEARLPRDGVKAFIQDIIAGGTESSA

VTIEWAMSELLRHPEAMAAATAELDRVVGSGRWVEERDLPELPYIDAVVKETLRLHPVGPLLVPHHAREDTVVAGYDVPA

GARVLVNAWAIARDPASWPDAPEAFRPERFLGGAAAAVDVRGAHFELLPFGSGRRICPAYDLAMKLVAAGVANLVHGFAW

RLPDGVAPEDVSMEEHVGLSTRRKVPLVAVAEPRLPTHLYAATD*

&

>Sb05g022050|Sorbi1 59% to CYP71E4, identical to e_gw1.5.15335.1
MGLLVALLPVLLVSSYLLLTNRSRSAKDGGAAPQLPPGPMQVPVLGNLHLLGPLPHRNLRELARRYGPVMQLRLGTVPTV

VVSSAEAAREVVKVHDIDCCSRPSSPGPKRLSYDQKDVAFTPYGEYWREMRKLFVLELLSVRRVKAARYAREQQMDRLVA

VLDSAAEASAPIALNDHIFTLADGIIGTVALGNIYASEQFAHREHFQHVLDDAIDMLASFSAEDFFPNAAGRLVDRLTGF

LGRRERIFSELDAFFEKVIDQHMDRAAARPVPDNGGGGGGGDLVDVLINLWKENDDGTLRFTRDHVKAIVLDTFLGAIDT

SAVTILWAMSELIRKPPVLRKAQDEVRAAVGDNRPRVDSDTGTAAKLPYLKMVVMETMRLHPPATLLVPRETMRDTTICG

YHVPAKTRVFVNAWAIGRDPASWTAPEEFNPDRFQGSDVDYYGSHFEFIPFGAGRRICPGLAMGETNVIFTLANLLYCFD

WALPAPGMKAEDMSMEETGGLTFRRKAPLLVRLTKYQNRAAAA*

>e_gw1.5.15335.1|Sorbi1

MGLLVALLPVLLVSSYLLLTNRSRSAKDGGAAPQLPPGPMQVPVLGNLHLLGPLPHRNLRELARRYGPVMQLRLGTVPTV

VVSSAEAAREVVKVHDIDCCSRPSSPGPKRLSYDQKDVAFTPYGEYWREMRKLFVLELLSVRRVKAARYAREQQMDRLVA

VLDSAAEASAPIALNDHIFTLADGIIGTVALGNIYASEQFAHREHFQHVLDDAIDMLASFSAEDFFPNAAGRLVDRLTGF

LGRRERIFSELDAFFEKVIDQHMDRAAARPVPDNGGGGGGGDLVDVLINLWKENDDGTLRFTRDHVKAIVLDTFLGAIDT

SAVTILWAMSELIRKPPVLRKAQDEVRAAVGDNRPRVDSDTGTAAKLPYLKMVVMETMRLHPPATLLVPRETMRDTTICG

YHVPAKTRVFVNAWAIGRDPASWTAPEEFNPDRFQGSDVDYYGSHFEFIPFGAGRRICPGLAMGETNVIFTLANLLYCFD

WALPAPGMKAEDMSMEETGGLTFRRKAPLLVRLTKYQNRAAAA*

&

>Sb04g024730|Sorbi1 78% to CYP75B3, identical to estExt_fgenesh1_pm.C_chr_40600
MHVPLLLGSLAVSVVVWCLLLRRGGDGKGKGNGKRPLPPGPRGWPVLGNLPQVGSHPHHTMYALAKEYGPLFRLRFGSAD

VVVAASARVAVQFLRAHDANFSNRPPNSGAEHMAYNYQDMVFAPYGSRWRALRKLCALHLFSAKALDDLRGVREGEVALM

VRQLALHQHQHAGVPLGQVANVCATNTLARATVGRRVFAVDGGEEAREFKDMVVELMQLAGVFNVGDFVPALAWLDLQGV

VGKMKRLHRRYDDMMNSIIRKRKAAEEGKDLLSVLLARMREQQSLADGEDSRINETGIKALLLDLFTAGTDTTSSTVEWA

LAELIRHPDVLKKAQEELDAVVGRDRLVSETDLPRLTYLTAVIKETFRLHPSTPLSLPRVAAEECEVDGFRIPAGTTLLV

NVWAIARDPEAWPEPLQFRPDRFLPGGSHAGVDVKGSDFELIPFGAGRRICAGLSWGLRMVTLMTATLVHALDWDLADGM

TADKLDMEEAYGLTLQRAVPLMVRPTPRLLPSAYAAE*

>estExt_fgenesh1_pm.C_chr_40600|Sorbi1

MHVPLLLGSLAVSVVVWCLLLRRGGDGKGKGNGKRPLPPGPRGWPVLGNLPQVGSHPHHTMYALAKEYGPLFRLRFGSAD

VVVAASARVAVQFLRAHDANFSNRPPNSGAEHMAYNYQDMVFAPYGSRWRALRKLCALHLFSAKALDDLRGVREGEVALM

VRQLALHQHQHAGVPLGQVANVCATNTLARATVGRRVFAVDGGEEAREFKDMVVELMQLAGVFNVGDFVPALAWLDLQGV

VGKMKRLHRRYDDMMNSIIRKRKAAEEGKDLLSVLLARMREQQSLADGEDSRINETGIKALLLDLFTAGTDTTSSTVEWA

LAELIRHPDVLKKAQEELDAVVGRDRLVSETDLPRLTYLTAVIKETFRLHPSTPLSLPRVAAEECEVDGFRIPAGTTLLV

NVWAIARDPEAWPEPLQFRPDRFLPGGSHAGVDVKGSDFELIPFGAGRRICAGLSWGLRMVTLMTATLVHALDWDLADGM

TADKLDMEEAYGLTLQRAVPLMVRPTPRLLPSAYAAE*

&

>Sb03g006470|Sorbi1 63% to CYP89E1, identical to e_gw1.3.1268.1
MELLCFASNTSTTLPLCCC

MAFFVSLLFLLHRRYGGGKSTSNTKSKGRLPPGPPALVFLAKFLALRRSIFDLAPLLRDLH

ARHGPVISVHLFTTLVFVADRRLAHRVLVRDGVTFADRPLLAEPDPLFSAGDINTAPYGLYWRLVRRNLAADRARVGLFA

PARRWACEALVTGLLRAARVSSFETETEPVTVRPFLRRSMFELLVYMCFGARLSLGALDEVEALERHVLASFTAFPVFAF

FPPLTKRLFRKRWEAHVAVRRRLEELFVPLIHAARGHGGEDEDEDDPPPCYADSLLALRVPDDEGERPLTDAEMVSLCSE

FLNAGTDTTATLVEWIMAELANNPDVQAKVYEEVTTRVKADVLDDAGNLQSLPYLRAVVLEGLRLHPPGDFVIPHGLRSD

AAEIGGYTVPKGAEVNFLVAEIGRDEAVWTAAHEFRPERFLDGGEGCDVDITGSREIKMMPFGAGRRMCPGYALGMHHAE

YFVGSLVRELEWLPAAKGEAVNMERTVDFTTVMKYPLRARIIPRNKSLLT*

>e_gw1.3.1268.1|Sorbi1

MAFFVSLLFLLHRRYGGGKSTSNTKSKGRLPPGPPALVFLAKFLALRRSIFDLAPLLRDLHARHGPVISVHLFTTLVFVA

DRRLAHRVLVRDGVTFADRPLLAEPDPLFSAGDINTAPYGLYWRLVRRNLAADRARVGLFAPARRWACEALVTGLLRAAR

VSSFETETEPVTVRPFLRRSMFELLVYMCFGARLSLGALDEVEALERHVLASFTAFPVFAFFPPLTKRLFRKRWEAHVAV

RRRLEELFVPLIHAARGHGGEDEDEDDPPPCYADSLLALRVPDDEGERPLTDAEMVSLCSEFLNAGTDTTATLVEWIMAE

LANNPDVQAKVYEEVTTRVKADVLDDAGNLQSLPYLRAVVLEGLRLHPPGDFVIPHGLRSDAAEIGGYTVPKGAEVNFLV

AEIGRDEAVWTAAHEFRPERFLDGGEGCDVDITGSREIKMMPFGAGRRMCPGYALGMHHAEYFVGSLVRELEWLPAAKGE

AVNMERTVDFTTVMKYPLRARIIPRNKSLLT*

&

>Sb01g016910|Sorbi1

MVMGALFPWLAWLLLSLAGSIYLLGHLVHDRRRRRGLPPGPHPLPVIGSLHLLGNQPHRSLARLAKTHGPLMSLRLGAVT

TVVASSPAAAREILQRHDAVFSNRRSVPDAPGAHARNSTVWLPNAPRWRALRKIMGTELFAPHRLDALQHLRRDKAQELV

DHVGRLARNGEGVTVGRVAFTTSLNLVARTVFSRDLTGLDDDGGSREFQEVVTDIMEAVGSPNVSDYFPALAPADLQGWR

RRLARLFARLHRIFDEEIDGRLRGREAGEPKKNDFLDLLLDAADDDDNTAGLDRDTLRSLFTDLFSAGSDTSSSTVEWAM

TELLRSPTSMAKVCDELATVIGPRKNIEESDIGRLPYLQAVVKETFRLHPPAPLLLPRHAQTDVKIMGYTIPEGSRVFIN

VWAMGRDEETWPEPERFMPERFLGKTVDLRGGDFDLIPFGGGRRICPGMPLAIRMVHLLLASLLNQFTWRLPDEVERNGV

DMAENFGLTLTKAVPLCAIATAI*

>estExt_Genewise1Plus.C_chr_13571|Sorbi1 69% to 76H10, identical to Sb01g016910
MVMGALFPWLAWLLLSLAGSIYLLGHLVHDRRRRRGLPPGPHPLPVIGSLHLLGNQPHRSLARLAKTHGPLMSLRLGAVT

TVVASSPAAAREILQRHDAVFSNRRSVPDAPGAHARNSTVWLPNAPRWRALRKIMGTELFAPHRLDALQHLRRDKAQELV

DHVGRLARNGEGVTVGRVAFTTSLNLVARTVFSRDLTGLDDDGGSREFQEVVTDIMEAVGSPNVSDYFPALAPADLQGWR

RRLARLFARLHRIFDEEIDGRLRGREAGEPKKNDFLDLLLDAADDDDNTAGLDRDTLRSLFTDLFSAGSDTSSSTVEWAM

TELLRSPTSMAKVCDELATVIGPRKNIEESDIGRLPYLQAVVKETFRLHPPAPLLLPRHAQTDVKIMGYTIPEGSRVFIN

VWAMGRDEETWPEPERFMPERFLGKTVDLRGGDFDLIPFGGGRRICPGMPLAIRMVHLLLASLLNQFTWRLPDEVERNGV

DMAENFGLTLTKAVPLCAIATAI*

&

>Sb07g020420|Sorbi1

MAAAGLSLAAFLLVLHRLVVVGRVGGGGGGGGKGNSNAAARRLPPSPPAVPFLGHLPLLVSGRAFHSSLAGLAARHGPVF

SLRLGSRAAVVVSSPACAEACFTEHDVAFANRPRLPSQELASFGGAALAVSSYGPYWRTLRRVAAVRLLSTHRVASSMCP

VISAEVRAMLRRVMSRAAADGRVQLKDSLFELSLSVLMETIAQTKTSRTDADDGVSPEAHEFRRIVDEILPYLGATNPWD

YLPSFLRRFDVLGVRSKIRDVVGRRDAFLQRLIDAERRRLQDDGGDGEGEKKSMIAVMLSLQKSEPDVYTDTMIMALCGL

FTAGTETTSSTIEWAMSLLLNHPEALKKVEAEIEAAVGTSGGLITMDDVAGLSYLQCVISETLRLYPVAPLLLPHESAAD

CAVGGYDVPRGTLLFVNAYAIHRDPAVWEEPGEFRPERFGRDGGKAAEAEAEGRLMLPFGMGRRRCPGETLALRTVGLVL

ATLIQCFHWDRVDGAEIDMTESGGLTMPRAVPLEATCKPRQAMRHVLDQL*

>e_gw1.7.15485.1|Sorbi1 67% to CYP81A6, almost identical to Sb07g020420
MAAAGLSLAAFLLVLHRLVVVGRVGGGGGGGGKGNSNAAARRLPPSPPAVPFLGHLPLLVSGRAFHSSLAGLAARHGPVF

SLRLGSRAAVVVSSPACAEACFTEHDVAFANRPRLPSQELASFGGAALAVSSYGPYWRTLRRVAAVRLLSTHRVASSMCP

VISAEVRAMLRRVMSRAAADGRVQLKDSLFELSLSVLMETIAQTKTSRTDADDGVSPEAHEFRRIVDEILPYLGATNPWD

YLPSFLRRFDVLGVRSKIRDVVGRRDAFLQRLIDAERRRLQDDGGDGEGEKKSMIAVMLSLQKSEPDVYTDTMIMALCGN

LFTAGTETTSSTIEWAMSLLLNHPEALKKVEAEIEAAVGTSGGLITMDDVAGLSYLQCVISETLRLYPVAPLLLPHESAA

DCAVGGYDVPRGTLLFVNAYAIHRDPAVWEEPGEFRPERFGRDGGKAAEAEAEGRLMLPFGMGRRRCPGETLALRTVGLV

LATLIQCFHWDRVDGAEIDMTESGGLTMPRAVPLEATCKPRQAMRHVLDQL*

&

>Sb03g028710|Sorbi1 65% to CYP72A25, no partner
MAIVALELLYVLGGLVALRLAWQVLEWGWLSPRRLGRALRSEGLHGTAYRFPAGDAKEEERLLAAARTKPMPSLSHAISA

RVEPLVHNAIQEHGKISMVWFGPTPRVILSDPKLVREVLSNKFRHLQKPKLPSNFIKLIAQGLTVHEGEKWALHRKIIKP

AFHLEKLKKMLPAFTACTSELVSRWEDSMGCDKEREIDVWPELQDLTGDTISRAAFGSSLTEGRRIFRIQSEQVQIANGM

TNLYIPGYTYLPTKLNRKIKANAREVEALLKGIITKREMAMKNGGHADDSDLLGMLMQSNIEESHDGSGSSKPVMTMEDI

IGELKLFYFAGMETTSVLLTWTLVVLSTHPEWQDRAREEVLQVFGKKNQPDINGTNNLKLMTMVLYEVLRLYPPITAFDR

QTYKEVELGGVKYPPGVTLSLPIVAIHHDPDLWGEDVEEFRPERFANGISKASKDAPAFFPFGWGPRICVGQNFALLEAK

VALAMMLQRFSFGLSPSYTHAPFAVSTLQPDHGAQIVVKKI*

&

>Sb06g020210|Sorbi1 66% to CYP71S1, no partner
METLQAHDGLFSCVFLVIVTTITVLYLKQLLLAAFKRRASSPSLPCPRGLPLIGNLHQLGTAPHDSLAALAAKHAAPLML

LRLGSVPTLVVSTADALRAVFQPNDRAMSGRPALYAATRITYGLQDIVFSPPDGGFWRAARRASLSELLSAPRVRSFRDV

REGEAAALVAAITDMSRSGSPVNLSEELMATSNKILRRVAFGDGGGQESIQAGTVLDETQKLLGGFFVADYMPWLGWLDA

LRGLRRRLERNFHELDAFYEKVIDDHLSKRGADASKGEDLVDVLLRLHGDPAYLSTFNNRDQIKGILTDMFIAGTDTAAA

TVEWTMTELVRHPDILAKAQKEVRGAVVGKDIVQESDLPRLKYLKQVIRESMRVHPPVPLLVPRETIEPCTVYGCEIPAR

TRVLVNAKAIGQDPDAWGPDAARFVPERHEEIADLSDHKPWHDSFSLVPFGVGRRSCPGVHFATSVVELLLANLLFCFDW

RSPHGEVDLEQETGLTVHRKNPLVLVAERRGVQ*

&

>Sb07g022640|Sorbi1 64% to CYP76M9, no partner
MEREHWLLCALIAVPFLYYLTSILRPRSGSSSTGSRRLPPGPRPLPLLGNLLDLRGGNGNLHHALARLARVHGPVMRLRL

GLTTAVVVSSRDAAREAFTRHDRALSARTVPDALRAAGYSERSMIWLPSSDPRWKALRGVVAAHVFTRRSLDAGRGVRER

KARDLVGYLRRRSGQEVDVGQAVYGGVVNLVSSALFSVDVIDDVAAESARGLRELVVEIVDAITKPNVSDFFPFLRPLDL

QGWRRCTARRFDDLFRMLDGLLDRRLSDAAADDASPASSQQGDFLDILLELLSAGKITRDNATGILFDVFWAMAELLRHP

SAMAKVREEIRGSVLGGKESVEEHDALSLPYLEAVVKEAMRLHPVVPTFLRHQAAEDDVEIGGYAVPKGCTVIFLTWSIM

RDAAAWERPDEFIPERFLDREEEMVGFRGKELGFIPFGAGRRQCPGLPMAERVVPLVLASLLHAFEWRLPDGVSAEQLDV

SEKYTTTNVMAVPLRAVPVVIT*

&

>Sb10g006110|Sorbi1 71% to CYP709C11, no partner
MGTGGVALVAAALAVVVVTRLWTALLHLVWRPYAVARAFARQGVRGPPYRVLVGNSKEVQAMRAATSGDTLELTSHDYIP

RVMPQYRAWMSLYGKVFLTWSSSTPALFAGSYDMVKRILSDKSGLYGKTDPGPTILSLMGMGLAFTNGDDWSRHRRVVHP

AFAMDKLKAMTGAMAACAAEVIRTWEARAAASREKAVTVEVGQQFTELTADVISHTAFGSSYRQGKEVFLAQRELQFIAF

ASINSVRVPGMQYVPTKANMRRWKLERTVRGTLMAIIGERLAAAKQARGYGSDLLGLMLEANAAGDGGGKRQQQAMSMDE

IIDECKTFFFAGHDTTAHLLTWALFLLGTHPEWQQRLREEVIRECGGGEVPLRGDALNKLKLVTMVLYETLRLYGAVPMI

ARQVTADADLCGVDVPKGTILLIPIAMLHRDEEVWGANAGAFNPLRFRDGMGRAAAHPNALLSFSLGPRSCIGQDFAMLE

AKATLALILRRFAFEVAPEYVHAPVDLLTLQPSKGLPIVLKLLDV*

&

>Sb02g023770|Sorbi1 67% to CYP71AK2, identical to estExt_fgenesh1_pg.C_chr_22002
MSPYLLAAGALIVFLYVIKNHRSSNKLPPSPPSLPLIGHLHLIGRLAHRSLHELQLRYGGGGGLLYLQLGRRRTFIVSTA

AAAADLFRNHDLAFASRPHSVSGDKLMYGCNNVSFAPYGGNWRRGKKIATVHLLSQRRVESFAPVRAAEVAALVARTRRA

AEAGSAAVELRELLYGYTNAVITRAATGAAGATAERLKQLLGNSAALMVGFQPEDVLPDAPARFVRWATGLDKKLDDMAE

AWDKFLSELVAAHKEKRDDDGAKDEDEDFLDVLLRLREEGTDGLELTEDRIKAITKDMIAAATETSTQTLEWTMAELVAN

PRVMRKLQDEIVRVVSDDQTAIAEPDLNKMEYLKAVFKEVLRLHPPAPLLVPHESTTPAVVQGYEIPAKTALFVNVWAIG

RDPAAWDTPDEFRPERFMGGSPPVDFRGTDYQLIPFGAGRRICPGINFALPVLELALASLLRHFEWELPAGMRPGDLDMG

EAPGLSTPRQVPLVLVPKRKTLVQAALE*

>estExt_fgenesh1_pg.C_chr_22002|Sorbi1

MSPYLLAAGALIVFLYVIKNHRSSNKLPPSPPSLPLIGHLHLIGRLAHRSLHELQLRYGGGGGLLYLQLGRRRTFIVSTA

AAAADLFRNHDLAFASRPHSVSGDKLMYGCNNVSFAPYGGNWRRGKKIATVHLLSQRRVESFAPVRAAEVAALVARTRRA

AEAGSAAVELRELLYGYTNAVITRAATGAAGATAERLKQLLGNSAALMVGFQPEDVLPDAPARFVRWATGLDKKLDDMAE

AWDKFLSELVAAHKEKRDDDGAKDEDEDFLDVLLRLREEGTDGLELTEDRIKAITKDMIAAATETSTQTLEWTMAELVAN

PRVMRKLQDEIVRVVSDDQTAIAEPDLNKMEYLKAVFKEVLRLHPPAPLLVPHESTTPAVVQGYEIPAKTALFVNVWAIG

RDPAAWDTPDEFRPERFMGGSPPVDFRGTDYQLIPFGAGRRICPGINFALPVLELALASLLRHFEWELPAGMRPGDLDMG

EAPGLSTPRQVPLVLVPKRKTLVQAALE*

&

>Sb01g007000|Sorbi1 87% to CYP74A4, no partner
MATATYLSSFPAAPSSRTRLRRQTTRATASATDRPREVVSPKRRLPLRKVPGDYGLPVLGAIRDRFEYFYGPGGRDGFFT

SRVRAHGSTVVRLNMPPGPFVARDPRVVALLDAASFPVLFDTSLVDKTDLFTGTFMPSTDLTGGYRVLSYLDPSEPNHGP

LKTLLFYLLSHRRQHVIPKFREVYGDLFGHMENELARVGKADFGHYNDAAAFSFLCQALLGRDPAESALQGDGPKLITKW

VLFQLSPLLSLGLPKHVEDSLLHSFRLPPALVKKDYDRLADFFRDAGRSVVDEGERLGIAREEAVHNILFAMCFNSFGGM

KILFPSLVKWLGRAGARTHGRLATEVRDAVRAHGGEVTMKALAEMPLVKSAVYEALRIEPPVAMQYGRAKRDMVVESHDY

GFEVREGEMLFGYQPMATKDPRVFARAEEYVPDRFLGEDGAQLLRHVVWSNGPETVSPTLQDKQCAGKDFVVLIARLLVA

ELFLRYDSFDVQVGASALGSSVTITSLKKATF*

&

>Sb08g003400|Sorbi1

MDEFLYQSLLLSVVAVTLLQLVKLAFIKRRPRLPPGPWKLPVIGSMHHLINVLPHRALRDLAAVHGPLMMLQLGQTPLVV

ASSKETARAVLKTHDTNFATRPKLLAGQIVAYEWLDILFAPSGDYWRKLRQLCAAEILSPKRVLSFRHIREDEVMLRVEE

IRAAGPSTPVNLSVMFHSITNSVVSRAAFGKKRKNAAEFLAATKAVVGLSSGFNIPDLFPGWTTVLARLTGMTRSLKDIH

KTVDTILEEIIQERKAIRDEKISSGAEDVDENLVDVLLGLQEKGGFGFQLNNSIIKAIILDMFAGGTGTSGSAMEWGMSE

LMRNPEVMKKLQGQIREAFRGKTVVTEGDLQQASNHGLMYMKLVIKETLRLHPPAPLLVPRESIEECELDGYTIPAKSRV

IINAWAIGRDPRYWEDADEFKPERFEDGSRDFTGGSYEFLPFGSGRRMCPGFNYGLASMELAFVGLLYHFDWSLPDGVKE

VEMGEAPGLGVRRRTPLLLCATPFVPVDAVKHG*

>estExt_fgenesh1_pg.C_chr_80381|Sorbi1 79% to CYP71V2, identical to Sb08g003400
MDEFLYQSLLLSVVAVTLLQLVKLAFIKRRPRLPPGPWKLPVIGSMHHLINVLPHRALRDLAAVHGPLMMLQLGQTPLVV

ASSKETARAVLKTHDTNFATRPKLLAGQIVAYEWLDILFAPSGDYWRKLRQLCAAEILSPKRVLSFRHIREDEVMLRVEE

IRAAGPSTPVNLSVMFHSITNSVVSRAAFGKKRKNAAEFLAATKAVVGLSSGFNIPDLFPGWTTVLARLTGMTRSLKDIH

KTVDTILEEIIQERKAIRDEKISSGAEDVDENLVDVLLGLQEKGGFGFQLNNSIIKAIILDMFAGGTGTSGSAMEWGMSE

LMRNPEVMKKLQGQIREAFRGKTVVTEGDLQQASNHGLMYMKLVIKETLRLHPPAPLLVPRESIEECELDGYTIPAKSRV

IINAWAIGRDPRYWEDADEFKPERFEDGSRDFTGGSYEFLPFGSGRRMCPGFNYGLASMELAFVGLLYHFDWSLPDGVKE

VEMGEAPGLGVRRRTPLLLCATPFVPVDAVKHG*

&

>Sb06g026000|Sorbi1 79% to CYP704A3, almost identical to estExt_Genewise1Plus.C_chr_67088
MDSPPLSPALLALSLLLLLALYIARRRRGGGRNRNYPPVAGTVFHQLLNFGRLMEYQTELAQRYRTFRMLTPTCNYVYTV

EPANVEYMLKTNFANYGKGVMTHDVLEDLLGDGIFNVDGAKWRHQRKVASHEFSTRVLRDYSSGVFRDTAAELAGIVAMA

AGAGERLDVADLLLRSTLDSMFKVGFGVNLGSLSGCSDEGAAAFARAFDDASEQVLYRFFDVSWKLKRLLNISSEAAMKG

SIRTIDGFVYGVIDRKIEQMGRDQQEFAKKEDILSRFLMERESDPGCFDNKYLRDIILNFVIAGRDTTAGTLSWFLYMLC

RNQHIQDKVAREVRAATTGDRDVGVQEFVAFLTEDAISRMQYLHAVLTETLRLYPAVPIDVKYCFSDDTLPDGYAVKKGD

MVNYQPYQMGRMKFLWGADAEEFRPERWLGDDGVFVPESPFKFTAFQAGPRVCLGKEFAYRQMKIFAAVLLYLFRFEMWE

ANATVGFRPMLTLKMDGPLYVRATLRQ*

>estExt_Genewise1Plus.C_chr_67088|Sorbi1

MDSPPLSPALLALSLLLLLALYIARRRRGGGRNRNYPPVAGTVFHQLLNFGRLMEYQTELAQRYRTFRMLTPTCNYVYTV

EPANVEYMLKTNFANYGKGVMTHDVLEDLLGDGIFNVDGAKWRHQRKVASHEFSTRVLRDYSSGVFRDTAAELAGIVAMA

AGAGERLDVADLLLRSTLDSMFKVGFGVNLGSLSGCSDEGAAAFARAFDDASEQVLYRFFDVSWKLKRLLNISSEAAMKG

SIRTIDGFVYGVIDRKIEQMGRDQQEFAKKEDILSRFLMERESDPGCFDNKYLRDIILNFVIAGRDTTAGTLSWFLYMLC

RNQHIQDKVAREVRAATTGDRDVGVQEFVAFLTEDAISRMQYLHAVLTETLRLYPAVPIDVKYCFSDDTLPDGYAVKKGD

MVNYQPYQMGRMKFLWGADAEEFRPERWLGDDGVFVPESPFKFTAFQQAGPRVCLGKEFAYRQMKIFAAVLLYLFRFEMW

EANATVGFRPMLTLKMDGPLYVRATLRQ*

&

>Sb03g001030|Sorbi1 65% to CYP71T5, no partner
MALDVAPVVLLVTVLVAAPLAYLLLVVVVAGKKEKPSSAAAPTPRDDGRRLPLPPSPPGIPLLGHLHLLGALPHRALASL

ARAHGPVLLLRLGRVPTVVVSSAAAAEEVMRARDLAFASRPAIAMAESLLYGRDVAFAPYGEYWRQARRVSVVHLLSARR

VGSFRRVREQEATALAARASTGAGGAAVDLSELLTEYANAVVSRAAFGDESARGLFDEFQSGRRQRKVFTDFQKLIGTVP

VGELLPWLGWVDAITGLEGKIRRTFEALDGLLEKVIDDHRRRPRGEGDGDGRDFVDVLLDVHKNDKEVGIQLATNEIKAI

ILDMFAAGTDTTTTAMEWAMAELVTHPRAMRRAQDEVRAAAAGSTGVNEDHVAQLDYLKAVVKETLRLHAPLPLLVPREP

AADAEILGYHVPARTRVLINAWAIGRDPAIWERAEEFVPERFLGGTAAASVDFRGQHFELLPFGAGRRMCPGLRFAEASA

EMALASLLYHFDWEAAGGQGSREGTPTPSLDMTEVNGLAVHIKSGLPLLAKPWVP*

&

>Sb09g019950|Sorbi1 78% to CYP721B1, no partner
MAALSSALLFAALLAAAQYVLGLLHSFLWVPLRLERRLRRQGIRWPPRSLLSGNAADYRDLLAAARSAPLPSFRHDGVVA

RATPQYAVWPARYGRPFVYWFGPRPRLVISDPELVKAAMTDSTGAFDKAGAGGNNPLARQLIGEGLTGLSGERWARHRRV

ISPAFNMERVKAWIPEIAATTSSVLDKWEAEGGSHTESEIDVHKEFHTLSADVISCVAFGSSYEEGKRIFELQEEQMKLA

LLAMRTVYIPGFRFVPTKKNRKRQRLNQEIQCSLRKLIEINGTKCEDSKNLLGLMLSASKAGSEYKMGIEEIIHECKTFY

FAGKETTANLLTWATLLLALHQEWQVKARDEVLKVCGKYEHPNVENLSDLKIVTMVLKETLRLYPPATFINRTATRDIKL

GKLDIPAGTRLDFPIIAIHHDHHVWGTDAEEFNPSRFADGKSYHLGAYFPFGIGPTICVGQNLAMVEAKVALAMTLQRFA

FTVSPSYAHAPMQMLTLQPQFGAQVLVRKI*

&

>Sb07g009390|Sorbi1 62% to CYP96B8, identical to estExt_Genewise1Plus.C_chr_72314
MAFSLLLLVQLVIISTLVSLYVRLWRSRNGPLRPMDWPVVGVLPALISRLHDLHDELTVVLAASGCNLKAQGPLGSGMRF

FLTADPANVRHIFTSNHANYPKGEELAEIFDIVSGSILTVDGEACRQQRGMFQSVLSNPRVLELMSRCCREKVVDGLLPF

LARMASTGTPFDMQDLMTRLIFDLTATPIFGVDPGCLSVDMPSMHVAVAMDTVMEVGLLRHTVPASCWKMMRQLNFGPER

KLAVAHTLLHGFITEMMEKTKARCSGPDELAAVDILSGDPAYCSDKALLSKILINYMIAGRDTVGTTLPWVFYNLAKNPR

VVSGIREELAHIASLKASAAASNDMVFFESEETKDLVYLQAALFESLRLYPPGPFERKVVLADDVLPSGHRLCSGETILI

SIYSMGRMEALWGKDCYEYRPERWLSEDGGKLRYVPSHKFMAFNSGPRMCLGKDIAVTQMKTIVAAVTWNFDLEVLEGQS

IQTKLSCILQMKNGLKMNVKKR*

>estExt_Genewise1Plus.C_chr_72314|Sorbi1

MAFSLLLLVQLVIISTLVSLYVRLWRSRNGPLRPMDWPVVGVLPALISRLHDLHDELTVVLAASGCNLKAQGPLGSGMRF

FLTADPANVRHIFTSNHANYPKGEELAEIFDIVSGSILTVDGEACRQQRGMFQSVLSNPRVLELMSRCCREKVVDGLLPF

LARMASTGTPFDMQDLMTRLIFDLTATPIFGVDPGCLSVDMPSMHVAVAMDTVMEVGLLRHTVPASCWKMMRQLNFGPER

KLAVAHTLLHGFITEMMEKTKARCSGPDELAAVDILSGDPAYCSDKALLSKILINYMIAGRDTVGTTLPWVFYNLAKNPR

VVSGIREELAHIASLKASAAASNDMVFFESEETKDLVYLQAALFESLRLYPPGPFERKVVLADDVLPSGHRLCSGETILI

SIYSMGRMEALWGKDCYEYRPERWLSEDGGKLRYVPSHKFMAFNSGPRMCLGKDIAVTQMKTIVAAVTWNFDLEVLEGQS

IQTKLSCILQMKNGLKMNVKKR*

&

>Sb04g000760|Sorbi1

MEKDSTSTTTPLFLLCATTVTIALVSLWLVLLVRGRKNRKADAGRLPPGPPALLFLVKFLALRRSIFDLAPLLRDLHARY

GPVISLRLFRTLVFVADRHLAHRVLVQGGATFADRPPPVDPNSLFTTGGHDVSSSPYGAYWRLVRRNLAAEALQPARVAL

FAPARRWACDGLVDRLCDAGAAGGDDDAGRAVTLRPFLRRAMFELLVYMCFGARLGQEALDEIEGLQHQALLSLTAFPVF

AFFPAVTKRIFRSRWEAYVAVRRRQDEVFVPLIHATRGNDDPPCYADSLRALRVPEEAGDRPLTDAEMVSLCSEFLNGGT

DTTVTLVEWIMAELVNHPDVQAKVHDEVVRSSNGDDVQVQAMAPYLKAVVLEGLRLHPPGHFVLPHGVRGDDGADVGGYK

VPRGAEVNFLVAEIGRDETVWTAAREFRPDRFVDGGEGCDVDITGSREIKMMPFGAGRRMCPGYSLGIHHAEYFVARMVR

DLEWRPPVDGAAVDMAEELDFTTVMKLPLRARIIARH*

>estExt_fgenesh1_pm.C_chr_40023|Sorbi1 67% to CYP89E1, almost identical to Sb04g000760
MDKFQTMGSKQGSRLKDRLRLISLIGVLNNRKADAGRLPPGPPALLFLVKFLALRRSIFDLAPLLRDLHARYGPVISLRL

FRTLVFVADRHLAHRVLVQGGATFADRPPPVDPNSLFTTGGHDVSSSPYGAYWRLVRRNLAAEALQPARVALFAPARRWA

CDGLVDRLCDAGAAGGDDDAGRAVTLRPFLRRAMFELLVYMCFGARLGQEALDEIEGLQHQALLSLTAFPVFAFFPAVTK

RIFRSRWEAYVAVRRRQDEVFVPLIHATRGNDDPPCYADSLRALRVPEEAGDRPLTDAEMVSLCSEFLNGGTDTTVTLVE

WIMAELVNHPDVQAKVHDEVVRSSNGDDVQVQAMAPYLKAVVLEGLRLHPPGHFVLPHGVRGDDGADVGGYKVPRGAEVN

FLVAEIGRDETVWTAAREFRPDRFVDGGEGCDVDITGSREIKMMPFGAGRRMCPGYSLGIHHAEYFVARMVRDLEWRPPV

DGAAVDMAEELDFTTVMKLPLRARIIARH*

&

>Sb04g007880|Sorbi1 81% to CYP711A5, no partner
MEIALTVSAVSHQSVPVLVLISFLSLFSAFLIYFYAPLWSVRRVPGPPTRFPIGHLHLLAKNGPDVFRAIAKEYGPIFRF

HMGRQPLVIVANAELCKEVGIKKFKDIRNRSTPPPSIGSLHQDALFLTRDSTWSAMRSTVVPLYQPARLAGLIPVMQSYV

DILVANIAGWTDQDCIPFCQLSLRMAIDIIGKTAFGIEFGLSKNAAGGGGETEGGEGDDNVREFLKEYKRSMEFVKMDLS

SSLSTILGLFLPCVQTPCKRLLRRVPGTADYKMNENERRLCSRIDAIIAGRRRDRATRRRGGDGVSEDDAAPLDFIAALL

DAMENGGGAKDFALADRHVRALAYEHLIAGTKTTAFTLSSVVYLVSCHPRVEEKLLREVDGFAPRHGRAPDADELQSRFP

YLDQVIKEAMRFHLVSPLIARQTSERVEIGGYVLPKGAYVWLAPGVLARDAAQFPDPEEFRPERFAPEAEEERTRHPYAH

IPFGVGPRACIGHKFALQQVKLAVVELYRRYTFRHSPAMESPLQFDFDLVLAFRHGVKLRAIRRS*

&

>Sb01g035150|Sorbi1 61% to CYP92A15, no partner
MELPPWSSLLGVVLFLVAVLLGRRRSTSSSKYKLPPGPRPWPVIGNLNLIGHLPHRSMHELSTRYGPLMSLRFGSCPIVV

GSSVDMAKFFLKTHDLAFLDRPAIATGRYIFYNYSDVLMASYGPYWRQGRKLFQNELLSAGRMKSYPHRGGALHAAGDVV

VGGGGIPHGGAVVVLKLKDHLSMATLNMVSRMALGNKYVFDGAGSLMPPEEFRWMMQEFFFLNGVVTVGDVIPWLSFLDP

QGYIKRMKRLSKMFDAFLEHVLREHSDRRRRQGEGRFVPRDMVDQLLQLADDASLEAPIERDGIKGFILDIIAAGAETSA

VAIEWALSELLRNPEAMAKATDELDRVVGGSRLVSEADMPCLPYLEAVVKETLRVHPLAPLLVPRLSREDTSPAGTRVFV

NVWAIARDPAVWGDAAEEFRPERFVGSTVDVKGHDLEFLPFGSGRRMCPGLGLGMKMVQLTLANLLHAFAWRLPDGVGVD

DLSMEEKFGMSIPRAVPLEAVPEPKLPAHLYHGP*

&

>Sb07g000500|Sorbi1 57% to CYP71C15, identical to estExt_fgenesh1_kg.C_chr_70005
MSRLEEVAYQLSSPLVQVQWLLLLLVPLLLRLHYYYASRRRSSRRHGSNCSDDKQPQLQLPPSPPGLLPIIGHLHLIGDL

PHVSLCDLAAKHAAGGDGLMLLHLGAVPTLIVSTPQAANAIMRTHDHVFASRPASTATDDLMYGSTDIAFSPYGEHWRQA

RKLVTSHLFTVKKVQSYRSARKEEVRLVLAKLHEAAAAAGTAVDMSTMMNTFANDIVSRAVSGKFFRAEGRNKLFRELVE

ANSALFGGFNLEDYFPGLARSLGFLSRRFLHNRAQETHKRWDELLETILSDHERRNSSLHRHRHDDHDDGEGDFTDVLLS

VQKGYGMTRDHVKAILVDMFSAGTDTSSLVLELAMAELMRNPQQKAKLQGEVRKHTPEGQETVEEEDIANMPYLRAVVKE

TLRLHPPVPLLLPRLSMADCIVQGYYVPSGTRVIVNAWALGRDPESWQEKPEEFMPERFMDGGSAAGVDFKGNHFQFLPF

GAGRRICPGLNFGMATVEIMLANLMYCFDWQLPSAMEEKGVDMTEVFGLTVHPKEKLMLVPKLPGAAAPATS*

>estExt_fgenesh1_kg.C_chr_70005|Sorbi1

MSRLEEVAYQLSSPLVQVQWLLLLLVPLLLRLHYYYASRRRSSRRHGSNCSDDKQPQLQLPPSPPGLLPIIGHLHLIGDL

PHVSLCDLAAKHAAGGDGLMLLHLGAVPTLIVSTPQAANAIMRTHDHVFASRPASTATDDLMYGSTDIAFSPYGEHWRQA

RKLVTSHLFTVKKVQSYRSARKEEVRLVLAKLHEAAAAAGTAVDMSTMMNTFANDIVSRAVSGKFFRAEGRNKLFRELVE

ANSALFGGFNLEDYFPGLARSLGFLSRRFLHNRAQETHKRWDELLETILSDHERRNSSLHRHRHDDHDDGEGDFTDVLLS

VQKGYGMTRDHVKAILVDMFSAGTDTSSLVLELAMAELMRNPQQKAKLQGEVRKHTPEGQETVEEEDIANMPYLRAVVKE

TLRLHPPVPLLLPRLSMADCIVQGYYVPSGTRVIVNAWALGRDPESWQEKPEEFMPERFMDGGSAAGVDFKGNHFQFLPF

GAGRRICPGLNFGMATVEIMLANLMYCFDWQLPSAMEEKGVDMTEVFGLTVHPKEKLMLVPKLPGAAAPATSHTVL*

&

>Sb08g017540|Sorbi1 71% to CYP728B3, no partner
MHIPLVEELRLASPMDSSLILALILAVALALLLHLLTSANNKPRRAKQVPPGSLGLPVIGQSLSLLRAMRANSGERWIQD

RIHRYGPVSKLSLFGAPTVLLAGPAANKFTFFSRALAMQQPRSVQRILGEKSILELVGADHKRIRGALAEFLKPDMLRLY

VGKIDGEVRRHLDERWAGRTTVTVMPLMKRLTFDIISLLLFGLQRGAPLQDALAADFARVMDGIWAVPVNLPFTAFSRSL

RASARARRLIAGILRETRAKLETGEASRSSDLIACLLSLTDHHSGAPLLSDKEIVDNSVVALVAGHDTSSILMTFMVRQL

ANDPDTLAAMVQEHDDIAKSKGDGEALDWEDLAKMKYTWRVALETLRLVPPMFGDFRRALQDVEFDGYLIPKGWQVFWVA

SVTHMDPGIFPEPARFEPSRFENQSPPCSFVAFGGGPRICVGMEFARIETLVTMHYLVRRFRWKLCCKKDTYARDPMPLP

LHGLPIQLEHKVSPCVM*

&

>Sb03g002870|Sorbi1 82% to CYP90D2, no partner
MSITTLQLLPWPPEPARAAVLPPLLLAAAAAVVVCLWALLSRRLISRERAAGGKEQAVPARLPPGSFGWPVVGETLEFVS

CAYSSRPEAFVDKRRLLHGSAVFRSHLFGSATVVTSDAEVSRFVLQSDARAFVPWYPRSLTELMGKSSILLINGSLQRRV

HGLVGAFFKSPQLKAQVTADMQRRLAPALDAWRARGPAAPPLRIQDHAKTIVFEILVKGLIGLEAGPEMQQLKHQFQEFI

VGLMSLPIKLPGTRLYRSLQAKKRMARLIQGIIQEKRRRLDDGGKGEPGPPRDAIDVLISGGSDELTDDLISDNMIDLMI

PAEDSVPVLITLAVKYLSECPLALQQLEEENMQLKRRKTDMGETLQWTDYMSLSFTQHVITETLRMGNIINGIMRKAVRD

VEVKGHLIPKGWCVFVYFRSVHLDDKRYDEPYRFNPWRWKEKDTSTSSFTPFGGGQRLCPGLDLARLEASIFLHHLVTSF

RWVAEEDHIVNFPTVRLKRGMPIRLTSKD*

&

>fgenesh1_pm.C_chr_1000346|Sorbi1

MYNGPNLRRGASRRRRPPGPRTLPVIGSVHHVVNTLVHRSLRDLAAVHGPIMMLKIGPMPLVVVTSRELAREVLKVQDPN

FANRPRLLVGGICGYGWADIIFAPTSDYWRKIRKLCIQEVLSPKRILSFQTIREEEVARQVDAIRAAAGAGGGGAPVNLT

RMLYDISSRTISRSSFGEVRPDMPVFQDAIKRVIGLSSGFNVPDLFPRLREVLGELTGMKRKLREIHRTFDAILVDIIAK

RRRERAQMVAAGKEVVDENVVDVMLTLQKNDHAWGFPLTDNTIKAVVLDMFAGGTGTSGSSTEWAMSEIVRNPRVMKKLQ

EEIRRTFRGKESITETDLRSSDLKYLKLVMKEAIRLHPAAPLLVPRESIDTAELGGYVVPGGSRIVVNAWAISRDPRYWK

DPEEFRPERFAEDGAVDFYGLHFEYTPFGAGRRMCPGYNYGLAGMELALLQLMYHFDWRLPPGVDELDMEEAMGLGVRRK

NPLMLCATPYVPEPALPVG*

>Sb01g011300|Sorbi1 56% to CYP71V2, almost identical to fgenesh1_pm.C_chr_1000346

MDDSMYNAILLALLAVSILTFQLRRGASRRRRPPGPRTLPVIGSVHHVVNTLVHRSLRDLAAVHGPIMMLKIGPMPLVVV

TSRELAREVLKVQDPNFANRPRLLVGGICGYGWADIIFAPTSDYWRKIRKLCIQEVLSPKRILSFQTIREEEVARQVDAI

RAAAGAGGGGAPVNLTRMLYDISSRTISRSSFGEVRPDMPVFQDAIKRVIGLSSGFNVPDLFPRLREVLGELTGMKRKLR

EIHRTFDAILVDIIAKRRRERAQMVAAGKEVVDENVVDVMLTLQKNDHAWGFPLTDNTIKAVVLDMFAGGTGTSGSSTEW

AMSEIVRNPRVMKKLQEEIRRTFRGKESITETDLRSSDLKYLKLVMKEAIRLHPAAPLLVPRESIDTAELGGYVVPGGSR

IVVNAWAISRDPRYWKDPEEFRPERFAEDGAVDFYGLHFEYTPFGAGRRMCPGYNYGLAGMELALLQLMYHFDWRLPPGV

DELDMEEAMGLGVRRKNPLMLCATPYVPEPALPVG*

&

>Sb02g003470|Sorbi1

MSVAMALAAILAAVYVLRYLLSPTPSGTGRPKSSSSLNLPPGPRGWPVIGSLGALAGALPPHRALAALAARHGPLMHLRL

GSYHTVVASSADTARLVLKTHDFAFADRPATAAGEVASYGYLGIVHTPYGAYWRMARKLCATELFSARRVDSFERVRAQE

MRALARGLLAECAGGAVAVREHVAGATLRNILRMAVGEKWSGCYGSPEGEAFRRTLDEAFAVTGAVSNVGEWVPWLGWLD

LQGCVRRMKRLRAQYDRFFEQILADHEKTRRRRGRPGAGGDDSAAGDDLVDVLLQLAEEHENRPEPGAGSGRLTRDGVKA

FVQDIVAGGTESSAVTIEWAMSELLRHPETMAAATAELDRVIGHGRWVNESDLPSLPYVDAVVKETMRLHPVGPLLVPHH

AREDTVVAGYDVPSGARVLVNVWAIGRDPASWPDAPGAFRPERFLSGGSGHGVDVRGAHFELLPFGAGRRMCPACGLAMK

LVAAGVANLVHGFAWRLPDGMAPEDVSMEEQFGLSTRRKVPLVAVAEPRLPAHLYAAID*

>gw1.2.1108.1|Sorbi1 75% to CYP92C1, identical to Sb02g003470
LNLPPGPRGWPVIGSLGALAGALPPHRALAALAARHGPLMHLRLGSYHTVVASSADTARLVLKTHDFAFADRPATAAGEV

ASYGYLGIVHTPYGAYWRMARKLCATELFSARRVDSFERVRAQEMRALARGLLAECAGGAVAVREHVAGATLRNILRMAV

GEKWSGCYGSPEGEAFRRTLDEAFAVTGAVSNVGEWVPWLGWLDLQGCVRRMKRLRAQYDRFFEQILADHEKTRRRRGRP

GAGGDDSAAGDDLVDVLLQLAEEHENRPEPGAGSGRLTRDGVKAFVQDIVAGGTESSAVTIEWAMSELLRHPETMAAATA

ELDRVIGHGRWVNESDLPSLPYVDAVVKETMRLHPVGPLLVPHHAREDTVVAGYDVPSGARVLVNVWAIGRDPASWPDAP

GAFRPERFLSGGSGHGVDVRGAHFELLPFGAGRRMCPACGLAMKLVAAGVANLVHGFAWRLPDGMAPEDVSMEEQFGLST

RRKVPLVAVAEPRLPAHLYA

&

>Sb08g003390|Sorbi1

MDEFLYQSLLLSVVAVTLLQLVKLAFIKRRPRLPPGPWKLPVIGSMHHLINVLPHRALRDLAAVHGPLMMLQLGQTPLVV

ASSKETERAVLKTHDTNFATRPKLLAGQIVAYEWLDILFAPSGDYWRKLRQLCAAEILSPKRVLSFRHIREDEVMLRVEE

IRAAGPSTPVNLSVMFHSITNSVVSRAAFGKKRKNAAEFLAATKAVVGLSSGFNIPDLFPGWTTVLARLTGMTRSLKDIH

KTVDTILEEIIQERKAIRDEKISSGAEDVDENLVDVLLGLQEKGGFGFQLNNSIIKAIILDMFAGGTGTSGSAMEWGMSE

LMRNPEVMKKLQGQIREAFRGKTVVTEGDLQASNLVYMKLVIKEILRLHPPAPLLVPRESIEECELDGYTIPAKSRVIIN

AWAIGRDPRYWEDADEFKPERFEDGSRDFTGGSYEFLPFGSGRRMCPGFNYGLASMELAFVGLLYHFDWSLPEGVKEVDM

GEAPGLGVRRRSPLLLCATPFVPVDAVKHG*

>Sb08g003380|Sorbi1 80% to CYP71V2, almost identical to Sb08g003390
MDEFLYQSLLLSVVAVTLLQLVKLAFIKRRPRLPPGPWKLPVIGSMHHLINVLPHRALRDLAAVHGPLMMLQLGQTPLVV

ASSKETARAVLKTHDTNFATRPKLLAGQIVAYEWLDILFAPSGDYWRKLRQLCAAEILSPKRVLSFRHIREDEVMLRVEE

IRAAGPSTPVNLSVMFHSITNSVVSRAAFGKKRKNAAEFLAATKAVVGLSSGFNIPDLFPGWTTVLARLTGMTRSLKDIH

KTVDTILEEIIQERKAIRDEKISSGAEDVDENLVDVLLGLQEKGGFGFQLNNSIIKAIILDMFAGGTGTSGSAMEWGMSE

LMRNPEVMKKLQGQIREAFRGKTVVTEGDLQASNLVYMKLVIKEILRLHPPAPLLVPRESIEECELDGYTIPAKSRVIIN

AWAIGRDPRYWEDADEFKPERFEDGSRDFTGGSYEFLPFGSGRRMCPGFNYGLASMELAFVGLLYHFDWSLPEGVKEVDM

GEAPGLGVRRRSPLLLCATPFVPVDAGLDG*

>e_gw1.8.1299.1|Sorbi1 80% to CYP71V2, almost identical to Sb08g003380

MDEFLYQSLLLSVVAVTLLQLVKLAFIKRRPRLPPGPWKLPVIGSMHHLINVLPHRALRDLAAVHGPLMMLQLGQTPLVV

ASSKETERAVLKTHDTNFATRPKLLAGQIVAYEWLDILFAPSGDYWRKLRQLCAAEILSPKRVLSFRHIREDEVMLRVEE

IRAAGPSTPVNLSVMFHSITNSVVSRAAFGKKRKNAAEFLAATKAVVGLSSGFNIPDLFPGWTTVLARLTGMTRSLKDIH

KTVDTILEEIIQERKAIRDEKISSGAEDVDENLVDVLLGLQEKGGFGFQLNNSIIKAIILDMFAGGTGTSGSAMEWGMSE

LMRNPEVMKKLQGQIREAFRGKTVVTEGDLQASNLVYMKLVIKEILRLHPPAPLLVPRESIEECELDGYTIPAKSRVIIN

AWAIGRDPRYWEDADEFKPERFEDGSRDFTGGSYEFLPFGSGRRMCPGFNYGLASMELAFVGLLYHFDWSLPEGVKEVDM

GEAPGLGVRRRSPLLLCATPFVPVDAVKHG*

&

>Sb04g037300|Sorbi1 85% to CYP97A4, almost identical to e_gw1.4.17167.1

MSLHHCRAATMPAAASAIGLSTAGAVPFRLPASGCAHQGHLRLLPPPPPAAAACRRRLLLRCAASSGGGGGGGAGGSGGS

DPALEEQRRRQAELAARIASGEFTVQGPGWIAPLVGKLSKLGPPGELAAALLTRVAGAGAARGGPEIPQALGSINAVVGQ

AFFVPLYDLFLTYGGIFRLNFGPKSFLIVSDPAIAKHILRDNSKAYSKGILAEILEFVMGKGLIPADGEIWRVRRRAIVP

ALHQKYVTAMIGLFGEASHRLCEKLDKAAADGEDVEMESLFSRLTLDVIGKAVFNYDFDSLSYDNGIVEAVYVTLREAEM

RSTSPIPTWEIPIWKDISPRQKKVNEALKLINSTLDELIAICKRMVEQEDLQFHEEYMNEQDPSILHFLLASGDDVSSKQ

LRDDLMTMLIAGHETSAAVLTWTFYLLSKYPKVMAKLQDEVDSVLGDGLPTIEDVKKLKYTTRVINESLRLYPQPPVLIR

RSLEDDMLGGYPIGRGEDIFISVWNLHHCPKHWDDAEVFNPERWPLDGPNPNEINQNFSYLPFGGGPRKCVGDMFATFES

LQNVVATAMLVKRFDFQLAPGVDMTTGATIHTTEGLKMTVTRRTRAPVIPNLEMKIISDSQEPALSTPSMVVSAASVASG

EDQGGVS*

>e_gw1.4.17167.1|Sorbi1

MPAAASAIGLSTAGAVPFRLPASGCAHQGHLRLLPPPPPAAAACRRRLLLRCAASSGGGGGGGAGGSGGSDPALEEQRRR

QAELAARIASGEFTVQGPGWIAPLVGKLSKLGPPGELAAALLTRVAGAGAARGGPEIPQALGSINAVVGQAFFVPLYDLF

LTYGGIFRLNFGPKSFLIVSDPAIAKHILRDNSKAYSKGILAEILEFVMGKGLIPADGEIWRVRRRAIVPALHQKYVTAM

IGLFGEASHRLCEKLDKAAADGEDVEMESLFSRLTLDVIGKAVFNYDFDSLSYDNGIVEAVYVTLREAEMRSTSPIPTWE

IPIWKDISPRQKKVNEALKLINSTLDELIAICKRMVEQEDLQFHEEYMNEQDPSILHFLLASGDDVSSKQLRDDLMTMLI

AGHETSAAVLTWTFYLLSKYPKVMAKLQDEVDSVLGDGLPTIEDVKKLKYTTRVINESLRLYPQPPVLIRRSLEDDMLGG

YPIGRGEDIFISVWNLHHCPKHWDDAEVFNPERWPLDGPNPNEINQNFSYLPFGGGPRKCVGDMFATFENVVATAMLVKR

FDFQLAPGAPPVDMTTGATIHTTEGLKMTVTRRTRAPVIPNLEMKIISDSQEPALSTPSMVVSAASVASGEDQGGVS*

&

>Sb05g003100|Sorbi1

MEAADSSLPWAAQCLGAALFAAALCVAALGVVLTLLRRWPWCSCHVCRAYLTGSWARDFTNLGDWYAHLLRDSPTGTVHV

HVLGCTVTANPANVEYMLRTNFDNFPKGKAFAAVLGDLLGGGIFNVDGHAWLHQRKMASLELGSVAVRSYAFGIVAQEVE

SRLVPVLASAADAGAVVDLQDVFRRFAFDTICKISFGLDPGCLDLEMPVSKLADAFDTATRLCAMRGAAASPLLWKAKRL

LNVGSERELREAIKLVDELSAAMIRERRKLGVAGSHDLLSRFMASSGDARHDVDDKYLRDIVVSFLLAGRDTVSSALTTL

FMLLSKNPAVASAMRAEAAGGDESTAALTYEHLKRLHYTHAVLYENMRLFPPVQFDSKFSAGSDVLPDGTYVAGGTRVTY

HPYAMGRMPRIWGADHGAFRPDRWLTGPGGTFVPESLYRYPVFQAGLRVCLGKELAVTEMKAVAVAVVRAFDVEVVGDGG

NAACAPKFVSGLTASISGGLPVRIRRVVR*

>estExt_fgenesh1_pg.C_chr_50341|Sorbi1 80% to CYP94C2, almost identical to Sb05g003100
MEAADSSLPWAAQCLGAALFAAALCVAALGVVLTLLRRWPWCSCHVCRAYLTGSWARDFTNLGDWYAHLLRDSPTGTVHV

HVLGCTVTANPANVEYMLRTNFDNFPKGKAFAAVLGDLLGGGIFNVDGHAWLHQRKMASLELGSVAVRSYAFGIVAQEVE

SRLVPVLASAADAGAVVDLQDVFRRFAFDTICKISFGLDPGCLDLEMPVSKLADAFDTATRLCAMRGAAASPLLWKAKRL

LNVGSERELREAIKLVDELSAAMIRERRKLGVAGSHDLLSRFMASSGDARHDVDDKYLRDIVVSFLLAGRDTVSSALTTL

FMLLSKNPAVASAMRAEAAGGDESTAALTYEHLKRLHYTHAVLYENMRLFPPVQFDSKFSAGSDVLPDGTYVAGGTRVTY

HPYAMGRMPRIWGADHGAFRPDRWLTGPGGTFVPESLYRYPVFQAGLRVCLGKELAVTEMKAVAVAVVRAFDVEVVGDGG

NAACAPKFVSGLTARCESGLIHLLFAIVGLKNSCEQVDSFICNVRNKITIIDQNPQENNQLLQKSFEEKDEMVAHASFTD

EVGGYVVSAWHVGYLSTTLRQCSHLVNVCVVTKLKQAGSS*

&

>Sb10g006090|Sorbi1 69% to CYP709C11, no partner
MGTGGAALVAAALAVVVVTRLWTVLLHLVWRPYAVARAFARQGVRGPPYRVFVGNSKEIQAMRAATSGDTLELTSHDYIP

RVMPQYRAWMALYGKVFLTWSSSTPALFVGTYDMVRRVLFDKSGLYGKKDPDPTILSLVGMGLAFTDGEDWSRHHRVVHP

AFAMDKLKAMTGAMAACAAEVIREWEARAAASGDGEGVTIEVGQQFTELTADVISHTAFGSSYRQGKEVFLAQRELQFIA

FASINSVRVPGMQYVPTKANLRRWKLERTVRRTLMAIIGERLAAAKQARGYGSDLLGLMLEANATGDGGGKRQQQAMSMD

EIIDECKTFFFAGHDTTAHLLTWAMFLLGTHPEWQQRLREEVIRECGGAEVPLRGDDLNKLKLVTMVLYETLRLYGAVAM

IGRQATADAYLCGVKVPKGTQLLIPIAMLHRDKEVWGADAGVFNPLRFRDGIGRAAGHPNALLSFSIGPRSCIGQDFAML

EAKATMALILRRFAFEVAPEYVHAPVDFVTLQPSKGLPIVLRLLDV*

&

>Sb07g003430|Sorbi1

MEDLLYYSLTILICIAVIPLLSTLRRPSTATVTPPPLPPGPSTLLSLITPLLFLGRTNFGIERVLTAARSRYGPIFTLHL

LPSRPAIFIADHAVARRALVQRGAAFADRPPAGLALRLFSSGQRNITSAAYGPLWRVLRHNLTGKLFHPSRLARFAAARR

KALRGLVAAVVARQQMMVGGPDGGDGVAVVVVVVEGLLHRAMFHVLVAMCFGDRLATDDVVAAVEALQREFLTSVLGFQV

FDVCPGVTTRLFRRRWEQMLSLRRRQEELFAPLIRACRAQRDAAAAGDDDGDGTTYVDTLLDLRIPEDGGRNLTEGEMVS

LCAEFVAVGTDNTATEAQWIMANLVTQPEIQARLRAEIHQVTGGGGSACIQEEDLPRMPYLRAVVLEGLRRHPPGHFAIP

HAATGGIDDGGDGGLSLEGFRVPRRASVNFPLVALGLDEAVWPDPLRFRPERFLAGGEGADVDLTGAKEVKMIPFGAGRR

ICPGMALALLHLELFVAGLVAEFEWVQVAGEPVEFAEKQELSVVMRRPLRAHVVRCTRNAS*

>e_gw1.7.1298.1|Sorbi1 52% to CYP89C2, identical to Sb07g003430
MEDLLYYSLTILICIAVIPLLSTLRRPSTATVTPPPLPPGPSTLLSLITPLLFLGRTNFGIERVLTAARSRYGPIFTLHL

LPSRPAIFIADHAVARRALVQRGAAFADRPPAGLALRLFSSGQRNITSAAYGPLWRVLRHNLTGKLFHPSRLARFAAARR

KALRGLVAAVVARQQMMVGGPDGGDGVAVVVVVVEGLLHRAMFHVLVAMCFGDRLATDDVVAAVEALQREFLTSVLGFQV

FDVCPGVTTRLFRRRWEQMLSLRRRQEELFAPLIRACRAQRDAAAAGDDDGDGTTYVDTLLDLRIPEDGGRNLTEGEMVS

LCAEFVAVGTDNTATEAQWIMANLVTQPEIQARLRAEIHQVTGGGGSACIQEEDLPRMPYLRAVVLEGLRRHPPGHFAIP

HAATGGIDDGGDGGLSLEGFRVPRRASVNFPLVALGLDEAVWPDPLRFRPERFLAGGEGADVDLTGAKEVKMIPFGAGRR

ICPGMALALLHLELFVAGLVAEFEWVQVAGEPVEFAEKQELSVVMRRPLRAHVVRCTRNAS*

&

>Sb04g005850|Sorbi1 70% to CYP71K5, identical to e_gw1.4.1270.1

MAAADLTLLLLLLAPLLAIPLYFLLAATTTTRRRRTPPRGSKPRLPPGPWALPVIGHLHHLARPWGPGGRRLPHRVMRDL

ARRHGPLMLLRFGEVPVVVASSAAAAREVMRTHDAAFASRPIGPMSRLWFQGADGIIFAPYGDDWRSLRRVCTQELLTAR

RVQSFRPVREDELRRLLASVAAAAAAASSGTGTTVVNLTEKISTYIADSTVRAIIGSRRLKDRDAYLRMLKGLFGIMPGM

SLPDLFPSSRLAMLLSRAPARIQAYRRSMRRIMDGIIDEHRDRAAAAAADGGADDEDEDEDFVDVLLRLQKEVDSQFPLT

TENIKTVMLDIFGASTETSTTTLGWAMAELLRNPRVMAKAQHEVRQAFAGHDTVTEDSLAGLRYLRLVIKESLRLHPPAT

MLVPRQCQSACQVLGFDVPAGTTVIVNAWAIGRDPAHWDEPDEFLPERFEQSGSRDFRGADFEFIPFGAGRRICPGMTFG

LAHIELALAALLFHFDWSLPGGLAAEELDMTEAFGIAVPRRSDLLVVPIPRVPLPTK*

>e_gw1.4.1270.1|Sorbi1

MAAADLTLLLLLLAPLLAIPLYFLLAATTTTRRRRTPPRGSKPRLPPGPWALPVIGHLHHLARPWGPGGRRLPHRVMRDL

ARRHGPLMLLRFGEVPVVVASSAAAAREVMRTHDAAFASRPIGPMSRLWFQGADGIIFAPYGDDWRSLRRVCTQELLTAR

RVQSFRPVREDELRRLLASVAAAAAAASSGTGTTVVNLTEKISTYIADSTVRAIIGSRRLKDRDAYLRMLKGLFGIMPGM

SLPDLFPSSRLAMLLSRAPARIQAYRRSMRRIMDGIIDEHRDRAAAAAADGGADDEDEDEDFVDVLLRLQKEVDSQFPLT

TENIKTVMLDIFGASTETSTTTLGWAMAELLRNPRVMAKAQHEVRQAFAGHDTVTEDSLAGLRYLRLVIKESLRLHPPAT

MLVPRQCQSACQVLGFDVPAGTTVIVNAWAIGRDPAHWDEPDEFLPERFEQSGSRDFRGADFEFIPFGAGRRICPGMTFG

LAHIELALAALLFHFDWSLPGGLAAEELDMTEAFGIAVPRRSDLLVVPIPRVPLPTK*

&

>Sb02g040510|Sorbi1 80% to CYP709C9, identical to estExt_Genewise1.C_chr_210615
MDLAWMVAAAVAAVLASWAFNALVHLVWRPYAITRSLRAQGVRGPDYRFFTGSLGEIKRLRGEGAAVTLDVDDHDFIPMV

QPHLRKWIALYGRTFVYWTAARPNVCVADVNVVRQVLFDRTGLYPKNLMNPHVSRLLGKGLVLTDGDDWKRHRKVVHPAF

NMDKLKMMTVTMSDCARSMMSEWEAQLAKGGEVEVELSSRFEELTADVISHTAFGSSYNEGKQVFLAQRELQYIAFSTVF

NVQIPALKYLPTEKNLKTRKLDRQVRGMLMDIIKARLTSKDTAGYGNDLLGLMLEACAPEHGETPVLSMDEIIDECKTFF

FAGHDTTSHLLTWASFLLSTHPEWQDRLREEVRRECGDEVPTGDALNKLKLVNMFLLETLRLYGPVSLIQRKAGSDLDLG

GIRVPEGAILTIPIATIHRDKEVWGDDAGEFKPERFENGVTRAAKHPNALLSFSSGPRSCIGQNFAMIEAKAVVAMILQR

FALELSPKYVHAPMDVITLRPRHGLPMLLKRL*

>estExt_Genewise1.C_chr_210615|Sorbi1

MDLAWMVAAAVAAVLASWAFNALVHLVWRPYAITRSLRAQGVRGPDYRFFTGSLGEIKRLRGEGAAVTLDVDDHDFIPMV

QPHLRKWIALYGRTFVYWTAARPNVCVADVNVVRQVLFDRTGLYPKNLMNPHVSRLLGKGLVLTDGDDWKRHRKVVHPAF

NMDKLKMMTVTMSDCARSMMSEWEAQLAKGGEVEVELSSRFEELTADVISHTAFGSSYNEGKQVFLAQRELQYIAFSTVF

NVQIPALKYLPTEKNLKTRKLDRQVRGMLMDIIKARLTSKDTAGYGNDLLGLMLEACAPEHGETPVLSMDEIIDECKTFF

FAGHDTTSHLLTWASFLLSTHPEWQDRLREEVRRECGDEVPTGDALNKLKLVNMFLLETLRLYGPVSLIQRKAGSDLDLG

GIRVPEGAILTIPIATIHRDKEVWGDDAGEFKPERFENGVTRAAKHPNALLSFSSGPRSCIGQNFAMIEAKAVVAMILQR

FALELSPKYVHAPMDVITLRPRHGLPMLLKRL*

&

>Sb09g020800|Sorbi1 71% to CYP71AD1, almaot identical to gw1.9.14514.1
MELSSLLLLLPFLLGFYLTKVWATGRNARRLPPGPRGLPLIGNLHQVGALPHRALRALAATHGAPDLMRLRLGQVPAVVA

SSPAAAAALMREHDGAFGTRPYFRTAEILTYGFQDLVFAPHGEHWRHVRRLCSAHVLSAVRSHSFDGMREREVAALVRTI

RERAGGVVDVSKALYGFANGVICRAVSGTGRGLSREEEEGRRSELFRALIEENTALLGGFCVGDYFPSLAWVDDALSGAG

ARAWRNFKRWDDLLEKVVQEHEARRRRRGDGDGEEEEEEEEDFVDVLLALQAEEKQDHDGGFELTRDAIKSLLADMFAAG

TETSFITLEWAMSELVRNPAAMEKLKSELRAAPPGSTTVAAGRDDALGATTTATPYLRAVVKETLRLHPPVPLLLPRECM

RDTTVLGFHVARGTRVFVNAWAVGRDPASWSAPDEFRPERFLEDSEVDFRGAHFQFVPFGAGRRVCPGMQFGLATVELAL

ANLVRLFDWALPGGAAAAPGDLDMSDAPGLATPRRVPLQLVAKPVLGPEKQTT*

>gw1.9.14514.1|Sorbi1

LLLLLPFLLGFYLTKVWATGRNARRLPPGPRGLPLIGNLHQVGALPHRALRALAATHGAPDLMRLRLGQVPAVVASSPAA

AAALMREHDGAFGTRPYFRTAEILTYGFQDLVFAPHGEHWRHVRRLCSAHVLSAVRSHSFDGMREREVAALVRTIRERAG

GVVDVSKALYGFANGVICRAVSGTGRGLSREEEEGRRSELFRALIEENTALLGGFCVGDYFPSLAWVDDALSGAGARAWR

NFKRWDDLLEKVVQEHEARRRRRGDGDGEEEEEEEEDFVDVLLALQAEEKQDHDGGFELTRDAIKSLLADMFAAGTETSF

ITLEWAMSELVRNPAAMEKLKSELRAAPPGSTTVAAGRDDALGATTTATPYLRAVVKETLRLHPPVPLLLPRECMRDTTV

LGFHVARGTRVFVNAWAVGRDPASWSAPDEFRPERFLEDSEVDFRGAHFQFVPFGAGRRVCPGMQFGLATVELALANLVR

LFDWALPGGAAAAPGDLDMSDAPGLATPRRVPLQLVAKP

&

>Sb01g047610|Sorbi1 67% to CYP96B5, no partner
MNPLWLLIELFSILCFLILYYRHLQSKKTSHFVPIKWPVMGVLPGLAANIHHFHDWVTALLAGAGYTFRVNGLPGQRYFA

TCDPANVRHIFTSNFANYPKGHEFVEIFDDFLGGGLFNADGESWRRQRVKAQMLMTAPRFRAFTASCSRDKAEKSLLPFL

ALAADEGRPCDLQDVFLRLSFDLTCTLIFGIDPACLQVTGLPPEVPFLRAADVALETIFLRHIIPMACWKLMRRLNVGPE

RKMAAARRTIDSFVAEMITRRRVDKVNEGADLLSSFICHDDNTSDDDRRSTDESIRDTTVNLLFAGRDGPGTGLSWFFYL

VSKNPRVEQKLLGELSTVVVSSRSRDSSMVTFQASELNKLVYLHAALCESLRLYPPVPFEHKVAAAADELPSGKKLKAGD

KVLFFNYSMGRMKGVWGKDCMEFRPERWITEEGKLRHEPSYKFFSFNTGPRTCLGKELAFVQMKTVAAAVLWNFDVQVVP

GHVVEPKLSLILHMKDGLLVRVHRRA*

&

>estExt_fgenesh1_pg.C_chr_10208|Sorbi1

MAVFGAPVLVAVALACAGLLWLRSRISSSKEMRDIPGTMGWPVIGETFSFISDFSSPAGILSFMRDRQRRFGKVFKTYVL

GRITVFMTGRDAAKILLSGKDGVVSLNLFYTGKQVLGPTSLLTTNGDEHKKLRRLIGEPLSIDALKKYLGFINDLAVQTL

DTWHGRSRVLVLEEASSFTLKVIANMLVSLEPEGEEQEKFRANFKVISSSFASLPLKLPGTAFHRGLKARNRMYAMLDSV

IARRRIRDGGGEAPSDFLQTLLRKHAGDEADKLTDAQLKDNILTLLVAGHDTTTAGLTWLVKFLGENPDVLAKLREEHLE

IKERLNGSSRLSWSDVNNMPYTNKVMNETLRRATILPWFSRKAAQDFSIDGYEIKKGTSVNLDVVSIHHDPSVFADPERF

NPNRFDETLKPYSFLGFGSGPRMCPGMSLAKLEICVFVHHLVCRYSWKPLENDDTVQPTLVRMPKNKYPIIPTAL*

>Sb01g002160|Sorbi1 84% to CYP733A1, identical to estExt_fgenesh1_pg.C_chr_10208
MAVFGAPVLVAVALACAGLLWLRSRISSSKEMRDIPGTMGWPVIGETFSFISDFSSPAGILSFMRDRQRRFGKVFKTYVL

GRITVFMTGRDAAKILLSGKDGVVSLNLFYTGKQVLGPTSLLTTNGDEHKKLRRLIGEPLSIDALKKYLGFINDLAVQTL

DTWHGRSRVLVLEEASSFTLKVIANMLVSLEPEGEEQEKFRANFKVISSSFASLPLKLPGTAFHRGLKARNRMYAMLDSV

IARRRIRDGGGEAPSDFLQTLLRKHAGDEADKLTDAQLKDNILTLLVAGHDTTTAGLTWLVKFLGENPDVLAKLREEHLE

IKERLNGSSRLSWSDVNNMPYTNKVMNETLRRATILPWFSRKAAQDFSIDGYEIKKGTSVNLDVVSIHHDPSVFADPERF

NPNRFDETLKPYSFLGFGSGPRMCPGMSLAKLEICVFVHHLVCRYSWKPLENDDTVQPTLVRMPKNKYPIIPTAL*

&

>Sb04g024750|Sorbi1 80% to CYP75B3, no partner
MDVPLPLLLGSLAVSVVVWCLLLRRGGNGKGKGKRPLPPGPRGWPVLGNLPQVGSHPYHTMCALAKEYGPLFRLRFGSAE

VVVAASARVAAQFLRAHDANFSNRPPNSGAEHVAYNYQDLVFAPYGSRWRALRKLCALHLFSAKALDDLRGVREGEVALM

VRELARHQHQHAGVPLGQVANVCATNTLARATVGRRVFAVDGGEEAREFKDMVVELMQLAGVFNVGDFVPALAWLDLQGV

VGKMKRLHRRYDDMMNGIIRERKAVEEGKDLLSVLLARMREQQSLADGEDSMINETDIKALLLNLFTAGTDTTSSTVEWA

LAELIRHPDVLKKAQEELDAVVGRDRLVSESDLPRLTYLTAVIKETFRLHPSTPLSLPRVAAEECEVDGFRIPAGTTLLV

NVWAIARDPEAWPEPLQFRPDRFLPGGSHAGVDVKGSDFELIPFGAGRRICAGLSWGLRMVTLMTATLVHALDWDLADGM

TANKLDMEEAYGLTLQRAVPLMVRPAPRLLPSAYAAE*

&

>Sb06g019600|Sorbi1 89% to CYP724B1, no partner
MMAGELVLAAVATLLASSLLALVLSHFLPLLLNPKAPKGSFGWPLLGETLRFLTPHASNTLGGFLEDHCSRYGQVFKSHL

FCTPTVVSCDQDLNHFILQNEERLFQCSYPRPIHGILGKSSMLVVLGEDHKRLRNLALALVTSTKLKPSYLGDIEKIALH

VVGAWRRHDGGGGGGGGGGVRVIAFCEEARKFAFSVIVKQVLGLSPEEPVTARILEDFLAFMKGLISFPLYIPGTPYAKA

VQARERISNTVKGIIEERRSAGSCNKGDFLDVLLSSNELSDEEKVSFVLDSLLGGYETTSLLISMVVYFLGQSAQDLDLV

KREHDSIRSNKGKEECLTSEDYKKMEYTQQVINEALRCGNIVKFVHRKALKDVKYKEYLIPSGWKVLPVFSAVHLNPSLH

GNAQQFQPCRWEGTSQGTSKRFTPFGGGPRLCPGSELAKVEAAFFLHHLVLNYRWRIDGDDIPMAYPYVEFQRGLPIEIE

PTSPESGLS*

&

>Sb07g009420|Sorbi1 57% to CYP96B10, no partner

MALSIFLYLFISTIVLIVSFYLHIKSRGSKNPLLPIDWPILGILPSFVANLRNFHDYLTAVLAASGCNFKVQAGPSSTRF

FMTSDPTNVQHIFTTNHANYLKGESFAEVFDIVSDTLLTVDGEACRQQRAKTQSILSNPEIISVMASCCHGKVAKGLLPF

LARMASTGTPFDMQELIGRLVFDQTATPVFGVDPGCLSPDMPSMQVADAMNTVMEVAFFRQTVSSSFWKMTRWLNVGPEK

KLAAAHAVLHEFVTEMMEKRNTARQLGDHGHVHDKVSSIDILSYYITDPGCSDVMLRKTLLNYMIGGRDTIGTALPWLLY

SLANNPGVVSSIRKELAPIASRISTTDPGKMVVFEPAETKPLVYLQAALFESLRLYPPGPIECKNAMGDDILPSGHRVRR

GEVILVSIYAIGRMESVWGKDCHEFRPERWISEDGTRLQYVPSCKFLAFNSGPRMCLGKDIAIMEMKTIVAAVLWNFDVE

VLEGQSIRPKLSILLQMENGLMVTVKKRT*

&

>Sb01g007420|Sorbi1 74% to CYP81A6, no partner
MDKAYVAVLSFAFLFVLHYLVGRAGGNGRKGNNGKGNAAQQRLPPSPPAVPFLGHLHLVKTPFHEALAGLAARHGPVFSM

RMGSRGAVVVSSPECAKECFTEHDVAFANRPRFATQELVSFGGAALATASYGPYWRNLRRVAAVQLLSAHRVACMSSVIS

AEVRAMVRRMSRAAAAAPDGAARVQLKRRLFEVSLSVLMETIAQTKTSRTEADADTDMSPEAHEFKQIVDEIVPHLGTAN

LWDYLPVLQWFDVFGVRNKIMAAVSRRDAFLRRLIDAERRRMDDGGDSDKKSMIAVLLSLQKSEPELYTDTMIMALCGNL

FGAGTETTSSTTEWAMSLLLNHPEALKKAQAEIDAVVGNSRLITAEDVPRLGYLQCVINETLRMYPAAPLLLPHESAADC

KVGGYDVPRGTLLIVNAYAIHRDPAVWEDPAEFRPERFEDGKAEGRLLMPFGMGRRKCPGETLALRTVGLVLGTLIQCID

WDRVDGLEIDMTAGGGLTMPRAVPLEATCKPRAAMRDVLMEL*

&

>Sb05g018890|Sorbi1 54% to CYP71C17, no partner
MDATTTPLAPWQWLLLLVVACVLLLLTSSRRRPLRRSSNDKARRQLPPSPPGALPIIGHLLLVGDRPHVSFRDLAAKHDD

RGLMLVRLGTVPNLVVSSARAAEAILRTHDHVFASRPASALFDDLVYGSSNVAFAPYGEHWRQVRKLVTAHLLTVKKVNS

YHHARQEEVCLVLDKLREAATMDAEVDLSEMMNAFANDIICRAVCGKFSREEGRNRLFRELNHTTTLLVAGFDLESYFPG

LARSLGRLFVSNRKVQQAHRRWDDLLEEIISDHERRRRTSKNGHGESGDDEQDQSTADFTDVMLSVQREYGITRDHIKAI

LMDMFEAGTATSSSVLEAAMAELMRSPHLMAKLQAEVRKKTPMGQEMVREEDLSGMPYLRAVVKETLRVHPPVPLLVPHQ

SMADCDVDGYTIPAGTRVIINAWAISRDPRSWGKPEEFVPERFMDGGAAADVDFRGNDFQFTPFGAGRRMCPGINFGLAT

IYIMLANLVYCFDWKLPAGVEKEDIDMMEVFGLTVHRKDKLVLVPRPHV*

&

>estExt_Genewise1Plus.C_chr_100321|Sorbi1

MASHSQLSSIAATTGLYLLSALSVALLAMTLYIMGVLVSFAVLCIKEFAWSRRARDRPPLVGTMFRMLKNFDRLFDEHVE

YALAHRTSRLLFPGHSELLTSDPRVIEHILKNRFSKYSKGDFNTQITKDLFGNGIFTTDGEKWRHQRKLASHEFSTSVLR

NFSSGVFRTNAAKLTEKISSAAANKTSIDMQDLLMKTTMDSIFKVGFGFELNTLSGTDESSVQFSNAFDEANSLVYHRYV

DLFWQLKRYFNIGSEAKLKKNIQIIDDFVMKLIHQKREQMSGRDNKAREDILSRFIIASKEDPETINDRYLRDIVLNFLI

AGKDTTGNTLSWFFYMLCKNPIVQDKVALEIKESVKWAEEDNNTEDFTARLNDGTIDKMPYLHAAISETLRLYPAVPVDG

KMVEEDDVLPNGYKAIKGDGMNYMIYAMGRMTYLWGEDAEDFKPERWIVNGVFQQESPYKFVSFNAGPRICLGKEFAYRQ

MKIMAATLIHFFRFKLADESKDATYKTMFTLHMDKGLQLYAYPRST*

>Sb10g001873|Sorbi1 77% to CYP704A4, identical to estExt_Genewise1Plus.C_chr_100321
MKLIHQKREQMSGRDNKAREDILSRFIIASKEDPETINDRYLRDIVLNFLIAGKDTTGNTLSWFFYMLCKNPIVQDKVAL

EIKESVKWAEEDNNTEDFTARLNDGTIDKMPYLHAAISETLRLYPAVPVDGKMVEEDDVLPNGYKAIKGDGMNYMIYAMG

RMTYLWGEDAEDFKPERWIVNGVFQQESPYKFVSFNAGPRICLGKEFAYRQMKIMAATLIHFFRFKLADESKDATYKTMF

TLHMDKGLQLYAYPRST*

&

>e_gw1.1.6130.1|Sorbi1 67% to CYP71W1, no partner
MILYIVALVFFARLLLKLVRSYVTSSGTKPSSALRLPPGPWQLPLIGSLHHLLLSRFSDLPHQALREMSGTYGPLMMLRL

GSVPTLVVSSAEAAREVMRTHDLAFCNRNLSVTIETLSCGGKDLMFSPYSVHWRELRKLCMVELFSQRRVLTFRSIREEE

VARLLRSISRESADGQQPVNLSEGICRMINDVAARTIVGDRCKYRDEYIHEVEQVVRLAGGFNLADLYPSSRLVRWFSTA

ARDARRCQRNMYRIIESIVHEREAMPTPERDEDLLGVLLRLQREGGLQFALTNEIVSSVIW

DIFTAGSDTSSTVLLLAMS

ELVKNPQLMHKAQLEVRETFKGQDKITEGDLVKLRYLQLVIKETLRLHAPAALVNRECRESCKVMGYDVPKGTKVFINVW

AIARDMKLWHDGEEFRPERFDCSSIDFRGNDFEFTPFGAGRRICPGITLALANVELALASLLYHFDWDMPDGVKLEEFDI

AVTFGLTLRKKSVLWLKAKSYNNFIPN*

>Sb01g020110|Sorbi1 65% to CYP71W1, almost identical to e_gw1.1.6130.1
MHN

MILYIVALVFFARLLLKLVRSYVTSSGTKPSSALRLPPGPWQLPLIGSLHHLLLSRFSDLPHQALREMSGTYGPLMM

LRLGSVPTLVVSSAEAAREVMRTHDLAFCNRNLSVTIETLSCGGKDLMFSPYSVHWRELRKLCMVELFSQRRVLTFRSIR

EEEVARLLRSISRESADGQQPVNLSEGICRMINDVAARTIVGDRCKYRDEYIHEVEQVVRLAGGFNLADLYPSSRLVRWF

STAARDARRCQRNMYRIIESIVHEREAMPTPERDEDLLGVLLRLQREGGLQFALTNEIVSSVIW

VKQICSYKVNP*

>Sb01g020100|Sorbi1 71% to CYP71W1, almost identical to e_gw1.1.6130.1
MSELVKNPQLMHKAQLEVRETFKGQDKITEGDLVKLRYLQLVIKETLRLHAPAALVNRECRESCKVMGYDVPKGTKVFIN

VWAIARDMKLWHDGEEFRPERFDCSSIDFRGNDFEFTPFGAGRRICPGITLALANVELALASLLYHFDWDMPDGVKLEEF

DIAVTFGLTLRKKSVLWLKAKSYNNFIPN*

&

>Sb02g034870|Sorbi1

MDSSSLVLALIAVALPVLLHLLTRPNKPRRPAAAKLLPPGSLGLPVIGQSLSLLRAMRANTAERWIQDRIHRYGPVSKLS

LFGAPTVLLTGPAANKFIFFSSALALQQPRSVQRILGDESILDLMGADHKRVRGALAEFLKPDMLRLYVGKIDGEVRRHL

DERWAGQRAVTVMPLMKRLTFDIISLLLFGLERSPLQDALAADFAGVMDGMWAVPVNLPFTAFSRSFRASARARRLIAGI

ARETRAKLHSGEASRSSDLIACLLSLTDHTGAPLLSDKEIVDNSMVALIAGHDTSSILMTFMVRHLANDPDTLAAMVQGE

NYYLTQLERTVFRRRLRYLLTAAMARDAEHEEIAKSKGDGEALDWEDLAKMKYTWRVALETLRLVPPIFGNFRRATQDVE

FDGYLIPKGWQVFWAASVTHMDTGIFHEPAKFDPSRFENQSAPPCSFVAFGGGPRICVGMEFARIETLVTMHYLVRGFRW

KLCSKNDTFARDPMPSPLHGLPIELEQKGSP*

>e_gw1.2.18121.1|Sorbi1 74% to CYP728B3, almost identical to Sb02g034870
MDSSSLVLALIAVALPVLLHLLTRPNKPRRPAAAKLLPPGSLGLPVIGQSLSLLRAMRANTAERWIQDRIHRYGPVSKLS

LFGAPTVLLTGPAANKFIFFSSALALQQPRSVQRILGDESILDLMGADHKRVRGALAEFLKPDMLRLYVGKIDGEVRRHL

DERWAGQRAVTVMPLMKRLTFDIISLLLFGLERSPLQDALAADFAGVMDGMWAVPVNLPFTAFSRSFRASARARRLIAGI

ARETRAKLHSGEASRSSDLIACLLSLTDHTGAPLLSDKEIVDNSMVALIAGHDTSSILMTFMVRHLANDPDTLAAMVQEH

EEIAKSKGDGEALDWEDLAKMKYTWRVALETLRLVPPIFGNFRRATQDVEFDGYLIPKGWQVFWAASVTHMDTGIFHEPA

KFDPSRFENQSAPPCSFVAFGGGPRICVGMEFARIETLVTMHYLVRGFRWKLCSKNDTFARDPMPSPLHGLPIELEQKGS

P*

&

>Sb07g008870|Sorbi1 identical to estExt_Genewise1Plus.C_chr_72203
MLLRFGTVPNLVVSSSRAARLVMQTHDHAFASRSASKVSNTLVYGSSDIAFSPYGDHWRQVRRLVTTHLFTVKKVNSYRL

SRQEEVRLVIKKIQEAAAASKEVDISEMMNTFANDIVCRAVSGKFFRAEGRNKLFRELIQMNTILFGGFNLEDNFPGLAN

VLGLLTRWFVSNKTDEAHKRWDDLLETIVSDHERRRRSEHGGGADQEESDFIDVLLSVQQEYGITRDHIKAILMDMFGAG

TETSSLVLELAMAELMRHPQLMIKLQAEVRKNTPKGQEMVEQDNLASMPYLRAVVKETLRLHPPAPLLLPHLSMVDCDVD

GYRIPSGTRVIINDWAISRDPESWERAEEFMPERFMDAASAAAIDMRGNDFQFVPFGAGRRICPGLNFGLATVEIMLANL

VYCFDWGLPIGMKEEDIDMTEVFGLSVRRKEKLILLSEPHACTC*

>estExt_Genewise1Plus.C_chr_72203|Sorbi1

MLLRFGTVPNLVVSSSRAARLVMQTHDHAFASRSASKVSNTLVYGSSDIAFSPYGDHWRQVRRLVTTHLFTVKKVNSYRL

SRQEEVRLVIKKIQEAAAASKEVDISEMMNTFANDIVCRAVSGKFFRAEGRNKLFRELIQMNTILFGGFNLEDNFPGLAN

VLGLLTRWFVSNKTDEAHKRWDDLLETIVSDHERRRRSEHGGGADQEESDFIDVLLSVQQEYGITRDHIKAILMDMFGAG

TETSSLVLELAMAELMRHPQLMIKLQAEVRKNTPKGQEMVEQDNLASMPYLRAVVKETLRLHPPAPLLLPHLSMVDCDVD

GYRIPSGTRVIINDWAISRDPESWERAEEFMPERFMDAASAAAIDMRGNDFQFVPFGAGRRICPGLNFGLATVEIMLANL

VYCFDWGLPIGMKEEDIDMTEVFGLSVRRKEKLILLSEPHACTC*

>Sb07g008860|Sorbi1 53% to CYP71C18, almost identical to estExt_Genewise1Plus.C_chr_72203

almost identical to Sb07g008870
MGHVNVVYQLLQASLAQRLLLLVPLLLLLLHFASRNRHGSKEKQKRPKHHLPPPSPPGLPIIGHLHLVGDLPHVSLRSLA

AKHGGLMLLRFGTVPNLVVSSSRAARLVMQTHDHAFASRPASKVSNTLVYGSSDIAFSPYGDHWRQVRRLVTTHLFTVKK

VNSYRLSRQEEVRLVIKKIQEAAAASKEVDISEMMNTFANDIVCRAVSGKFFRAEGRNKLFRELIQMNTILFGGFNLEDN

FPGLANVLGLLTRWFVSNKTDEAHKRWDDLLETIVSDHERRRRSEHGGGADQEESDFIDDMFGAGTETSSLVLELAMAEL

MRHPQLMIKLQAEVRKNTPKGQEMVEQDNLASMPYLRAVVKETLRLHPPAPLLLPHLSMVDCDVDGYRIPSGTRVIINDW

AISRDPESWERAEEFMPERFMDAASAAAIDMRGNDFQFVPFGAGRRICPGLNFGLATVEIMLANLVYCFDWGLPIGMKEE

DIDMTEVFGLSVRRKEKLILLSEPHACTC*

&

>estExt_fgenesh1_pm.C_chr_90346|Sorbi1

MHMQPRSVLLALLRLRPPWWCACAVCEAYVTASWAAEFDNLCDWYAHLLRRAPGRTVHVHVLGNVLTANPPTIDHMLRGR

FDNYPKGAPFSAILADFLGRGIFNVDGDSWLFQRKLAAAELASPALRCFAAGVVASELRCRLIPLLYSAAGDGDSSGDRL

LDLQDVFRRFAFDCICRISFGLDPGCLELSLPMSAFADAFDTASMLSARRATAPMHVLWKLKRLLNVGEERELRDAIRLV

DTLAAEVIRQRRKLGTAASGDDLLSRFMGSINDDKYLRDIVVSFMLAGRDTVASALTAFFLLLSDHPDVATAIRDEVSRV

AGDDDRDGHAAASSEKLKDMHYVHAALHECMRLFPPVQFDSKFAAGDDMLPDGTFVARGTRVTYHAYAMGRMESVWGPDC

AEFRPDRWLHDGRFVPESPYRYPVFQGGVRVCIGRELAIMEMKSVIVSVVQSFDIEAVGRSSHRPKFAPGLTATFAGGVP

VRVRRRARARVSELRRPPR*

>Sb09g021890|Sorbi1 85% to CYP94C4, almost identical to estExt_fgenesh1_pm.C_chr_90346
MVAYAYATTLYVAAQAARLPSSLQPQAVAAVFFTSAACTVALAVLLALLRLRPPWWCACAVCEAYVTASWAAEFDNLCDW

YAHLLRRAPGRTVHVHVLGNVLTANPPTIDHMLRGRFDNYPKGAPFSAILADFLGRGIFNVDGDSWLFQRKLAAAELASP

ALRCFAAGVVASELRCRLIPLLYSAAGDGDSSGDRLLDLQDVFRRFAFDCICRISFGLDPGCLELSLPMSAFADAFDTAS

MLSARRATAPMHVLWKLKRLLNVGEERELRDAIRLVDTLAAEVIRQRRKLGTAASGDDLLSRFMGSINDDKYLRDIVVSF

MLAGRDTVASALTAFFLLLSDHPDVATAIRDEVSRVAGDDDRDGHAAASSEKLKDMHYVHAALHECMRLFPPVQFDSKFA

AGDDMLPDGTFVARGTRVTYHAYAMGRMESVWGPDCAEFRPDRWLHDGRFVPESPYRYPVFQGGVRVCIGRELAIMEMKS

VIVSVVQSFDIEAVGRSSHRPKFAPGLTATFAGGVPVRVRRRARARVSELRRPPR*

&

>Sb01g041900|Sorbi1

MGAMMASITRELLFFLPFILLALLALYTTTVAKCHATHHQWRRPKKKRPNLPPGALGWPFVGETFGYLRAHPATSVGRFM

EQHVARYGKIYRSSLFGERTVVSADAGLNRYILQNEGRLFECSYPRSIGGILGKWSMLVLVGDAHREMRAISLNFLSSVR

LRAVLLPEVERHTLLVLRSWPPSDGTFSAQHQAKKFTFNLMAKNIMSMDPGEEETERLRLEYITFMKGVVSAPLNFPGTA

YWKALKSRASILGVIEKKMEDRLEKMSKENSSVEEDDLLGWALKQSNLSKEQILDLLLSLLFAGHETSSMALALAIFFLE

GCPKAVQELREEHLEIARRQRQRGASKLSWEDYKEMVFTQCVINETLRLGNVVRFLHRKVIRDVHYNGYDIPRGWKILPV

LAAVHLDSSLYEDPNRFNPWRWKSNAPSSFMPYGGGPRLCAGSELAKLEIAIFLHHLVLNFRWELAEADQAFVYPFVDFP

KGLPIRVQRIADDQGHRSVLTESTM*

>estExt_fgenesh1_pg.C_chr_14296|Sorbi1 88% to CYP90B2, identical to Sb01g041900
MGAMMASITRELLFFLPFILLALLALYTTTVAKCHATHHQWRRPKKKRPNLPPGALGWPFVGETFGYLRAHPATSVGRFM

EQHVARYGKIYRSSLFGERTVVSADAGLNRYILQNEGRLFECSYPRSIGGILGKWSMLVLVGDAHREMRAISLNFLSSVR

LRAVLLPEVERHTLLVLRSWPPSDGTFSAQHQAKKFTFNLMAKNIMSMDPGEEETERLRLEYITFMKGVVSAPLNFPGTA

YWKALKSRASILGVIEKKMEDRLEKMSKENSSVEEDDLLGWALKQSNLSKEQILDLLLSLLFAGHETSSMALALAIFFLE

GCPKAVQELREEHLEIARRQRQRGASKLSWEDYKEMVFTQCVINETLRLGNVVRFLHRKVIRDVHYNGYDIPRGWKILPV

LAAVHLDSSLYEDPNRFNPWRWKSNAPSSFMPYGGGPRLCAGSELAKLEIAIFLHHLVLNFRWELAEADQAFVYPFVDFP

KGLPIRVQRIADDQGHRSVLTESTM*

&

>Sb09g025480|Sorbi1 60% to CYP71R1, almost identical to fgenesh1_pm.C_chr_9000464
MAPPQLGTDLLALFLLLVASCFVIIRRLRSGHNDIGRVLPPSPPGLPIIGNIHQLARGHHHRKLQALAKQHGDIFLLRLG

TVPTVVISSASMAEEVLKKQDHVFCGRPQQRTARGILYDCRDVGFSPYGERWRQLRRIAVVHLLSVKRVDSLRALRAEEV

ASLVARIRAASAMDMEDQSGSTRRGINVSELIVSLTYTVVSKAVFGNKLGGMDPKSLRAMMKEESDLLETVAVSDMFPRL

QWVDWAMGLDASIKRTASKLDGVLERTLQAHENSSENNGEAGDLLDDLLSVVKKEGGEGFMLDRVDVKGLVLDLFVGGID

TTSKAIEWAMALLIKNPREMAKVQEEVRQVAGPQGVLEEQLGRMSRLQASLKEAMRLHPPVPLLVPHETIQDTKLHGYDI

PAKTRVIINAWAIGRDSQSWENAEEFLPERFVHDASDYSCKGFRFIPFGAGRRGCPGIAFATRLAELALANLLYHFHWEL

PEGQDVESFQVVESSGLSPALKSALTLVAKPLHMHEPPQLQ*

>fgenesh1_pm.C_chr_9000464|Sorbi1

MAPPQLGTDLLALFLLLVASCHNDIGRVLPPSPPGLPIIGNIHQLARGHHHRKLQALAKQHGDIFLLRLGTVPTVVISSA

SMAEEVLKKQDHVFCGRPQQRTARGILYDCRDVGFSPYGERWRQLRRIAVVHLLSVKRVDSLRALRAEEVASLVARIRAA

SAMDMEDQSGSTRRGINVSELIVSLTYTVVSKAVFGNKLGGMDPKSLRAMMKEESDLLETVAVSDMFPRLQWVDWAMGLD

ASIKRTASKLDGVLERTLQAHENSSENNGEAGDLLDDLLSVVKKEGGEGFMLDRVDVKGLVLDLFVGGIDTTSKAIEWAM

ALLIKNPREMAKVQEEVRQVAGPQGVLEEQLGRMSRLQASLKEAMRLHPPVPLLVPHETIQDTKLHGYDIPAKTRVIINA

WAIGRDSQSWENAEEFLPERFVHDASDYSCKGFRFIPFGAGRRGCPGIAFATRLAELALANLLYHFHWELPEGQDVESFQ

VVESSGLSPALKSALTLVAKPLHMHEPPQLQ*

&

>Sb02g030730|Sorbi1 68% to CYP71AK2, no partner
MSPYLLLAAAALIAFLYIIKNRRSSKLPPSPPSLPLIGHLHLIGRLAHRSLHELQLRYGGGGGLLFLQLGRRRTLVVSTA

AAAADLFRNHDLAFASRARSVGGDKMTYGCSNVSFAPYGENWRLGKKIAVVHLLSPRRVESFAPVRAAEVAALVAWTRCA

AEAREAVEMRELLYGYTNAVVTRAATGAAGVTADKMKQLMGNAEALMAGFQPEDVLPDAPARFVRWATGLDKKLDDMGEA

WDKFLSEIVAAHKKGDDGAGEDDEDFLDVLLRLREEGTGGLELTDDRIKAIIKDMIFAATETSSQTLEWTMAELMANPRV

MSKLQDEIARVVSADQTTIAEPDLSKMEYLKAVFKEVLRLHAPAPLLVPHESTTPAVVQGYEIPAKTALFVNVWAIGRDP

AVWDTADVFRPERFMAGSPSVDFRGTDYQLIPFGAGRRICPGISFALPVLELALVSLLHHFEWELPAGMRPADLDMGEAP

GLTTPRQVPLVLVPKCKTLVQAALQ*

&

>Sb01g016900|Sorbi1

MAELLSWLAWLIASLLAVSFLDHLAHPRRRGLPPGPRPLPLIGNLHLLGDQPHRSLAGLAKLYGPLMSLRLGTVTTVVAS

SPEVARELLQKHDAVFATRFVPDAIGDHAKSSVVWLPNDSPRWRTLRKIMGKELFAPHRLDAFQHLRREKVQLLVDHVGR

LARAGVAVDVGRVAFATMLNLLSSTMFSCDLTDLDDHGESKGFQQVVTEIMEAAGCPNMSDFYPAFAAADLQGRRRRFAA

LLARLHQAFDVEIHQRLHARKAGEPRKGDFLDLLLDTEMDTDATGRLDHDTLRSIFTDLFAAGSDTSSSTVEWAMTELLQ

NPVSMSKVCNELAGIIGSGRNLEESQIVQLPYLRAVIKETFRLHPPAPLLLPRQPETATKVIGYTIPKDAQVLINVWAMG

RDANIWSEPEKFMPERFLAKTVDFKGGDFDLIPFGAGRRICPGMPLAIRMVHLVLGSLLNQFKWKLPADVERNGVEMAEK

FGVTLIKAVPLYAVATPI*

>estExt_Genewise1Plus.C_chr_13567|Sorbi1 70% to CYP76H10, identical to Sb01g016900
MAELLSWLAWLIASLLAVSFLDHLAHPRRRGLPPGPRPLPLIGNLHLLGDQPHRSLAGLAKLYGPLMSLRLGTVTTVVAS

SPEVARELLQKHDAVFATRFVPDAIGDHAKSSVVWLPNDSPRWRTLRKIMGKELFAPHRLDAFQHLRREKVQLLVDHVGR

LARAGVAVDVGRVAFATMLNLLSSTMFSCDLTDLDDHGESKGFQQVVTEIMEAAGCPNMSDFYPAFAAADLQGRRRRFAA

LLARLHQAFDVEIHQRLHARKAGEPRKGDFLDLLLDTEMDTDATGRLDHDTLRSIFTDLFAAGSDTSSSTVEWAMTELLQ

NPVSMSKVCNELAGIIGSGRNLEESQIVQLPYLRAVIKETFRLHPPAPLLLPRQPETATKVIGYTIPKDAQVLINVWAMG

RDANIWSEPEKFMPERFLAKTVDFKGGDFDLIPFGAGRRICPGMPLAIRMVHLVLGSLLNQFKWKLPADVERNGVEMAEK

FGVTLIKAVPLYAVATPI*

&

>Sb05g022010|Sorbi1

MTPAPSHAYAVALFTVLCTLLCLALFLYRVKATSLKKTELHRLPPGPAGLPVLGSMHGLVLKRPVFRWIHRLLKDMNTNV

LCLRFGAVHVVVVACPVVARDVLRKNDAVFASRPLTFASRLFSFGYRCSSLSPYGEQWKKMRRVLTSEILSMSMEQRLKR

QRAEEADHLIRFVYNQCNTSANGTNSGIVDVRHVAQHFCGNMVRSLMFGTRHFFAAAVGSGNNGSRSPGPEEVAHVDALF

TLLNNVYSFSISDYTPTVWTWIVTALDLDGHKKAAKSVMSTLNRLHDPIIQERIHEWHSLRKHGDNREARDFLDVLVSLE

DSQGRPLLSFDEIKAQTAEIMFASVDNPSNAVEWALAEMMNKPEVMHKAVHELNNVVGKDRLVQESDIPQLNYLKACLRE

AFRLHPYHAFNLPHVAMKDTIVSGYLIPKGCHVLLSRVGLGRNSDAWDAPLQFQPERHLMIDNKSEHAHVVLTEPDLRFI

SFSAGRRGCPAVSLASSVTMMLFARLLQGFMWTKPPYVHAIELKESTTSLALAEPLFLQALPRLPMHLYGTV*

>e_gw1.5.15295.1|Sorbi1 60% to CYP79A9, identical to Sb05g022010
MTPAPSHAYAVALFTVLCTLLCLALFLYRVKATSLKKTELHRLPPGPAGLPVLGSMHGLVLKRPVFRWIHRLLKDMNTNV

LCLRFGAVHVVVVACPVVARDVLRKNDAVFASRPLTFASRLFSFGYRCSSLSPYGEQWKKMRRVLTSEILSMSMEQRLKR

QRAEEADHLIRFVYNQCNTSANGTNSGIVDVRHVAQHFCGNMVRSLMFGTRHFFAAAVGSGNNGSRSPGPEEVAHVDALF

TLLNNVYSFSISDYTPTVWTWIVTALDLDGHKKAAKSVMSTLNRLHDPIIQERIHEWHSLRKHGDNREARDFLDVLVSLE

DSQGRPLLSFDEIKAQTAEIMFASVDNPSNAVEWALAEMMNKPEVMHKAVHELNNVVGKDRLVQESDIPQLNYLKACLRE

AFRLHPYHAFNLPHVAMKDTIVSGYLIPKGCHVLLSRVGLGRNSDAWDAPLQFQPERHLMIDNKSEHAHVVLTEPDLRFI

SFSAGRRGCPAVSLASSVTMMLFARLLQGFMWTKPPYVHAIELKESTTSLALAEPLFLQALPRLPMHLYGTV*

&

>Sb10g028220|Sorbi1

MDAAPATLVAAVAVVLAVVASVPVLLRLLSASAGGKKTNPKAPLPPGSFGLPFIGQTLSLLRALRANTADDWLRRCVATY

GPVSRLRLFGCPTAFLVGTSANKFIFASAAVTAKAPESFARMVGRRTIRDVVGDEHRRVRAMMVQFLRVDAVKRHVASMD

GEVRRHLDAEWRGRGTVAVMPSMKSLTFDVMCTAIFGLGTGAVRRELWTEFQELVRGIWEVPVDLPFTTYSRCLAASQRG

RRAVAGVIQERRTKLERGESSPASDVVTLMLAEGLPDEEIIDNVMFLMVAAHDTTAALLTFLIRQLDADKDAYDKVVQEQ

EEIARSKAAGEALTWEDLGRMRYTWAAALETLRMVPPVFTMMRKTVDDVEYGGYLIPKGWQVIHAANMTQWDPAIFPEPG

RFDPARFENASAVPPFAFVPFGGGARVCPGNEFARVETLVAMHHIVTRFRWKLAAGCDRSFSRFPLPYPSQGLLIDIEPI

QK*

>estExt_Genewise1.C_chr_107834|Sorbi1 62% to CYP728A1, identical to Sb10g028220
MDAAPATLVAAVAVVLAVVASVPVLLRLLSASAGGKKTNPKAPLPPGSFGLPFIGQTLSLLRALRANTADDWLRRCVATY

GPVSRLRLFGCPTAFLVGTSANKFIFASAAVTAKAPESFARMVGRRTIRDVVGDEHRRVRAMMVQFLRVDAVKRHVASMD

GEVRRHLDAEWRGRGTVAVMPSMKSLTFDVMCTAIFGLGTGAVRRELWTEFQELVRGIWEVPVDLPFTTYSRCLAASQRG

RRAVAGVIQERRTKLERGESSPASDVVTLMLAEGLPDEEIIDNVMFLMVAAHDTTAALLTFLIRQLDADKDAYDKVVQEQ

EEIARSKAAGEALTWEDLGRMRYTWAAALETLRMVPPVFTMMRKTVDDVEYGGYLIPKGWQVIHAANMTQWDPAIFPEPG

RFDPARFENASAVPPFAFVPFGGGARVCPGNEFARVETLVAMHHIVTRFRWKLAAGCDRSFSRFPLPYPSQGLLIDIEPI

QK*

&

>Sb05g002580|Sorbi1 84% to CYP90A3, no partner
MDAGGSPPLFLLAAAATAVLAAAALGWLLLAGGRAAAAGRRRRSASSAPRLPPGSTGLPLIGETLRLIAAYKTPNPEPFI

DERVARHGSGVFTTHVFGERTVLSADPAFNRLLLAAEGRAVSCSYPSSIATLLGPRSLLLTAGPAHKRLHSLTLTRLGRP

ASPPLLAHIDRLVLATMRDWGRPGAAPVRLLDEAKKITFNLTVWQLVSIEPGPWTESVRREYVKLIDGFFSIPFPFAYLL

PFTVYGQALKARKKVAGALREVIRKRMDEKAETGGASKNGEDEEKREKKDMVEELLEAEGGSFSVEEMVDFCLSLLVAGY

ETTSVLMTLAVKFLTETPAALAQLKEEHDNIRGIKGKDQPLEWSDYKSMPFTQCVISETLRVANLIGGVFRRANTDIHFK

DYVIPKGCKIFASFRAVHLNLEHYENARTFDPWRWQSKNKLQNAEGASLFTPFGGGPRLCPGYELARVVVSVFLHHLVTC

FSWEEAEEDRIVFFPTTRTLKGYPINLRRRPDYA*

&

>Sb06g020220|Sorbi1 64% to CYP71S1, almost identical to gw1.6.14500.1
MPMDTLQAFELFAGVVLVLVTVLLFRHLRLLDAPGTSSPSPPRPRGLPLIGNLHQLGRLPHASLAALAAKHAAPLMLLRL

GSVPTLVVSTADAARALFQPNDRALSGRPVQRASTRLSYGLQDMTFSAPDSPLWRAARRACLSELLGAPRVRGFRDAREA

EAAALIADVAEHASSAAGSQAVNLSEKLTSASNRIVMRVAFGDYGEETAAVLEESQKHFGAFFVSDYLPWLGWVDALRGL

RRGLERYFHELDAFYERLIHDHLSKQAGSKEEDLVDVLLRLHQDPAHRSTFGNRGAVKGILMDIFLARTETSAAALEWTM

TELIKHPDILRKAQSEVRSAVDGGKDMVREADLPRLRYLKSVIRESLRLHPPAPLLVPRETTEACTVRGHEIPAGTRVIV

NAKAIGTDAGAWGPDAARFVPERHLAEGVDLSDHKPWHDGGFALVPFGMGRRSCPGVHFATAVVELLLANLLFCFDWRAP

LGEVDVEEKPGLIVSRNNPLVLVPERRCVK*

>gw1.6.14500.1|Sorbi1

PPRPRGLPLIGNLHQLGRLPHASLAALAAKHAAPLMLLRLGSVPTLVVSTADAARALFQPNDRALSGRPVQRASTRLSYG

LQDMTFSAPDSPLWRAARRACLSELLGAPRVRGFRDAREAEAAALIADVAEHASSAAGSQAVNLSEKLTSASNRIVMRVA

FGDYGEETAAVLEESQKHFGAFFVSDYLPWLGWVDALRGLRRGLERYFHELDAFYERLIHDHLSKQAGSKEEDLVDVLLR

LHQDPAHRSTFGNRGAVKGILMDIFLARTETSAAALEWTMTELIKHPDILRKAQSEVRSAVDGGKDMVREADLPRLRYLK

SVIRESLRLHPPAPLLVPRETTEACTVRGHEIPAGTRVIVNAKAIGTDAGAWGPDAARFVPERHLAEGVDLSDHKPWHDG

GFALVPFGMGRRSCPGVHFATAVVELLLANLLFCFDWRAPLGEVDVEEKPGLIV

&

>Sb04g024310|Sorbi1

MVTTVLLAVFVAAAVLAAVVYRHFVPLLRNPGAPRGSFGWPLVGETIGFLRPHASNTTGDFLHSHITRYGAVFKSHLFGA

PTVVSCDEELNQLVLQNEERLFQCSYPGSIRGILGASSLLVVTGERHRRIRGVSLAFVASRGMRPAHLADVDRAARAAIA

SWRGRCGAVVVFCDEARQFAFGAIVEQVLGLSPEEPLIRRLLEHYSTFMKGLVALPLNIPGTPYARAVEPYYMNYEQARR

KISLTLEEIMDERWKEDGSSRKSSAFLDVLIANSELSHDDKVTFLLDSLLAGYETTSVLLSMLVYFIGQSPQCLQQLKVE

HESIRSSKGTDEFLNAEDYRKMEYTQRVINETLRCGNIVKFLHRKALKDVKYKGYVIPAGWKVLPILSSVHLDPALYKNP

QEFDPCRWEGQDQASSGKKFAPFGGGLRLCPGSELGKLEAAFFLHHLVLQYRWSLDGEDVPMAHPYVEFSKGLPIKIWRH

QQESSDTTIPWFVGQL*

>e_gw1.4.14859.1|Sorbi1 61% to CYP724B1, identical to Sb04g024310
MVTTVLLAVFVAAAVLAAVVYRHFVPLLRNPGAPRGSFGWPLVGETIGFLRPHASNTTGDFLHSHITRYGAVFKSHLFGA

PTVVSCDEELNQLVLQNEERLFQCSYPGSIRGILGASSLLVVTGERHRRIRGVSLAFVASRGMRPAHLADVDRAARAAIA

SWRGRCGAVVVFCDEARQFAFGAIVEQVLGLSPEEPLIRRLLEHYSTFMKGLVALPLNIPGTPYARAVEPYYMNYEQARR

KISLTLEEIMDERWKEDGSSRKSSAFLDVLIANSELSHDDKVTFLLDSLLAGYETTSVLLSMLVYFIGQSPQCLQQLKVE

HESIRSSKGTDEFLNAEDYRKMEYTQRVINETLRCGNIVKFLHRKALKDVKYKGYVIPAGWKVLPILSSVHLDPALYKNP

QEFDPCRWEGQDQASSGKKFAPFGGGLRLCPGSELGKLEAAFFLHHLVLQYRWSLDGEDVPMAHPYVEFSKGLPIKIWRH

QQESSDTTIPWFVGQL*

&

>Sb05g026110|Sorbi1 44% to CYP76K1, identical to estExt_Genewise1Plus.C_chr_56997
MVFSVLLAAYALALLAFTIATLHGSMQRRKPISSSAAAAAPSRPPPPGPAGHPLLGSLLYVIGPLRHNPHRSLVALAEAY

GPIVYLRLGLTRAMAVISSAAIAHEALAKNDAALAARLVPDNVRALSYGATSMVFLPSSDQLWRQLRVLIGAGFSSSHGL

EAIRPVLDRRAQQLAEHVRACSGSGAGTPVNIREAVNGTVLNVVSNVLFSEDVVDLRDDQKQAQSFKSLVVPVLEEWSKP

SVSDAFPFLAPLEHLLGSRRRISTHLAKLFRFFDEVIIEKRLASGKKHNDILDILLSKMAMSKLTRQQITTFLTDMFIAA

SDTSTVTVQWAMAELLHHPDKMAKVKAELAEQLGFKGFVTESDLSKLPYLHAVVKETLRLHPAVPLIPREVVADDGVFLG

GFHVPKGTGIVVNLWAIGRDENAWPRPQEFIPERFLAAGQEVHSSMVKEAYRPFGAGRRVCPGMEYTARSVPLLLASILH

RNEWRLPADGDGVGLEGMDLRDRYGTVLNPATPLHAVLVSTV*

>estExt_Genewise1Plus.C_chr_56997|Sorbi1

MQRRKPISSSAAAAAPSRPPPPGPAGHPLLGSLLYVIGPLRHNPHRSLVALAEAYGPIVYLRLGLTRAMAVISSAAIAHE

ALAKNDAALAARLVPDNVRALSYGATSMVFLPSSDQLWRQLRVLIGAGFSSSHGLEAIRPVLDRRAQQLAEHVRACSGSG

AGTPVNIREAVNGTVLNVVSNVLFSEDVVDLRDDQKQAQSFKSLVVPVLEEWSKPSVSDAFPFLAPLEHLLGSRRRISTH

LAKLFRFFDEVIIEKRLASGKKHNDILDILLSKMAMSKLTRQQITTFLTDMFIAASDTSTVTVQWAMAELLHHPDKMAKV

KAELAEQLGFKGFVTESDLSKLPYLHAVVKETLRLHPAVPLIPREVVADDGVFLGGFHVPKGTGIVVNLWAIGRDENAWP

RPQEFIPERFLAAGQEVHSSMVKEAYRPFGAGRRVCPGMEYTARSVPLLLASILHRNEWRLPADGDGVGLEGMDLRDRYG

TVLNPATPLHAVLVSTV*

&

>Sb01g007410|Sorbi1

MDKAYVAILSVTFLFLLHYLMGHAAVGGKRKRLPPSPLAIPFIGHLHLVKTPFHSALVRLAARHGPVFSMRMGHRRAVVV

SSPECAKACFTEYDQSFANRPHFQSMRLVSFDGAMLSVSSYGPYWRNLRRVAAVQLLSAHRVACMSPVIAAEVRAMVRRM

NRLAATSPGGAARVQLRRRLFELSLSVLMETIAQTKTSRSEAYADTDISPEANELTQISQEIMPYLGTANLWDYLPFLRW

FDVFGVRNKLMAAVRWRDAFLRRLIDAERRRLDDAGDSEKKSMLAVLLSLQKSEPELYTDTMIMALCGDMFGAGTETTSS

TTEWAMSLLLNHPEALNKARAEIDAVVGSSRLITPDDVPRLGYLHCVINETLRMYPAAPLLLPHESSADCNVGGYDVPRG

TLLIVNAYAIHRDPAVWEDPAEFRPERFEDGKAEGRLLMPFGMGRRKCPGETLALRTVGLVLGTLIQCFDWDRVDGVEID

MTEAGGLTMPRAVPLEATCKPRAAVSDVLKQL*

>estExt_Genewise1Plus.C_chr_11497|Sorbi1 71% TO CYP81A6, IDENTICAL to Sb01g007410
MDKAYVAILSVTFLFLLHYLMGHAAVGGKRKRLPPSPLAIPFIGHLHLVKTPFHSALVRLAARHGPVFSMRMGHRRAVVV

SSPECAKACFTEYDQSFANRPHFQSMRLVSFDGAMLSVSSYGPYWRNLRRVAAVQLLSAHRVACMSPVIAAEVRAMVRRM

NRLAATSPGGAARVQLRRRLFELSLSVLMETIAQTKTSRSEAYADTDISPEANELTQISQEIMPYLGTANLWDYLPFLRW

FDVFGVRNKLMAAVRWRDAFLRRLIDAERRRLDDAGDSEKKSMLAVLLSLQKSEPELYTDTMIMALCGDMFGAGTETTSS

TTEWAMSLLLNHPEALNKARAEIDAVVGSSRLITPDDVPRLGYLHCVINETLRMYPAAPLLLPHESSADCNVGGYDVPRG

TLLIVNAYAIHRDPAVWEDPAEFRPERFEDGKAEGRLLMPFGMGRRKCPGETLALRTVGLVLGTLIQCFDWDRVDGVEID

MTEAGGLTMPRAVPLEATCKPRAAVSDVLKQL*

&

>Sb01g034930|Sorbi1 72% to CYP93G2, identical to fgenesh1_pm.C_chr_1000814
MEAAAAAAASGGGGDLALLPGVLLLLALSTFVVISRWSNRSSRRLPPSPMALPLIGHLHLIRPPPHRAFDRILARYGPLV

YLRLGPSTHCVVAGTADAARDLLKHEASIAERPLTAVTRHLAYDDAGFAFAPYGPHWRFMKRLCMSELLGPRTVDQLRPV

REAELAAVLAAARRAADNGEAIDVSRHLISMSNNAIMRMVASALPGHMTEAARDCAKHVAELVGAFNVEDYVALCRGWDL

QGLTRRTREVRDKFDALLEIMITGKEENRRRQHGQGHSTTTADKNISKDLLDILMDAAEDVNAEVKLSRENIKAFVLDIF

TAGSDTTATSVEWALALLINHRSCMDKLRAELDAVVGASRLVGEQDVARLPYLQAVFKETLRLQPPAVIAHRETIEPVHV

RGYVIPPKTSVFFNIFSIGRDPGCWEEPLQFRPERFMPGGEGAGVDPKGQHTQLMPFGSGRRACPGMGLAMQAVPAFLAA

LVQCFEWDVPVPPGQSKAPPLDMEEQAGLVPARKNHLVLIPTPRLNPLPARAA*

>fgenesh1_pm.C_chr_1000814|Sorbi1

MALPLIGHLHLIRPPPHRAFDRILARYGPLVYLRLGPSTHCVVAGTADAARDLLKHEASIAERPLTAVTRHLAYDDAGFA

FAPYGPHWRFMKRLCMSELLGPRTVDQLRPVREAELAAVLAAARRAADNGEAIDVSRHLISMSNNAIMRMVASALPGHMT

EAARDCAKHVAELVGAFNVEDYVALCRGWDLQGLTRRTREVRDKFDALLEIMITGKEENRRRQHGQGHSTTTADKNISKD

LLDILMDAAEDVNAEVKLSRENIKAFVLDIFTAGSDTTATSVEWALALLINHRSCMDKLRAELDAVVGASRLVGEQDVAR

LPYLQAVFKETLRLQPPAVIAHRETIEPVHVRGYVIPPKTSVFFNIFSIGRDPGCWEEPLQFRPERFMPGGEGAGVDPKG

QHTQLMPFGSGRRACPGMGLAMQAVPAFLAALVQCFEWDVPVPPGQSKAPPLDMEEQAGLVPARKNHLVLIPTPRLNPLP

ARAA*

&

>Sb07g005120|Sorbi1

MALWSPALLIPIAALLAPSYFYIKYKRSNSPILPVIWPVVGILPGIVANFNNLHDLITAVLSAVMCNYMVHGPVGTRIQY

FLTSDPQNVRHIFTSNHPNYPKGEEFAEIFDVMKGSFFTVDAESGRHHRAKVQSILSNPQILALITDCCRNKVGKGLLPF

LSRMANAGTAFDMQQLNARYAFDVAATPVFGVDTGLLSPDPDMPPLHVTDAMDTVMEVPIFRHVMPALVWKVMRRLNIGP

ERRLATAQAVLRGFVVKMMETRKTRRHSSVGKEGDEAAASLDIQSSYINDTNYGDDDELLIATLINYLIAGRDTVGAGLS

WLFYNISRNPSVLSSIRKELAPIASRKAAATATTAAADNKEPNATVTFEPEETKGLVYLQAAVLETLRLYPPVPFERKTV

LCEDTLPSGHEVGAGDTIVISLYAMARMDPVWGNDCHEYRPERWLSGDGSKLQYIPSHKFLTFSSGPRMCLGKDIGIMQV

KTAAANVLWNFDLELLEGHAVEPKLSTILQMKNGLVVKVKKRVQE*

>e_gw1.7.1284.1|Sorbi1 54% to CYP96B6, identical to Sb07g005120
MALWSPALLIPIAALLAPSYFYIKYKRSNSPILPVIWPVVGILPGIVANFNNLHDLITAVLSAVMCNYMVHGPVGTRIQY

FLTSDPQNVRHIFTSNHPNYPKGEEFAEIFDVMKGSFFTVDAESGRHHRAKVQSILSNPQILALITDCCRNKVGKGLLPF

LSRMANAGTAFDMQQLNARYAFDVAATPVFGVDTGLLSPDPDMPPLHVTDAMDTVMEVPIFRHVMPALVWKVMRRLNIGP

ERRLATAQAVLRGFVVKMMETRKTRRHSSVGKEGDEAAASLDIQSSYINDTNYGDDDELLIATLINYLIAGRDTVGAGLS

WLFYNISRNPSVLSSIRKELAPIASRKAAATATTAAADNKEPNATVTFEPEETKGLVYLQAAVLETLRLYPPVPFERKTV

LCEDTLPSGHEVGAGDTIVISLYAMARMDPVWGNDCHEYRPERWLSGDGSKLQYIPSHKFLTFSSGPRMCLGKDIGIMQV

KTAAANVLWNFDLELLEGHAVEPKLSTILQMKNGLVVKVKKRVQE*

&

>fgenesh1_pm.C_chr_8000486|Sorbi1

MQWPATPYSSSLPSLSPCSSPLPL

PPSLPLLGHLHLLSKPLHHSLAALAAAHGTGTGSGATATPAPLLSLRLGARRALLV

SGHAAAEECFTAHDAALAGRPRLLVGDRLNYGYTTVGWSSHGDHWRALRRFLAVELFTASRLAARAADRRAEVAALVATL

LRDAAADAAAVTLRPRLFELVLNVMLRALTGAPPPGHGGGDVRGLQEIIEETFAVTGVMSVGDYYPALRWIDRLRGVDAA

LIRLQARRDAFVAGLVHDKRQSRTAGGRDAEKKSTIDELLSLQETDPEYYTDTVIKGIVSILLSAGTDTSALTLEWAMAQ

LLTHPEAMLKARAEIDANVGRSRLVEESDMTNLPYLQCVIKETLRLCPVGPVIPAHEAMEDCSVGGFHVRRGTMILVNAW

VIHRDPKLWEAPEVFRPERFLDTAMVTMVTAPLLPFGLGRRRCPGEGMAMRLMGLTLAALVQCFDWDVGESGAVDMTEGA

GLSMPMTKPLAAICRPREIVKSVLSAST*

>Sb08g019430|Sorbi1 67% to CYP81N2, almoat identical to fgenesh1_pm.C_chr_8000486
MDAVASDAVLFLLAVTISLLITTATVWNRRREGHDDGAPS

PPSLPLLGHLHLLSKPLHHSLAALAAAHGTGTGSGATATP

APLLSLRLGARRALLVSGHAAAEECFTAHDAALAGRPRLLVGDRLNYGYTTVGWSSHGDHWRALRRFLAVELFTASRLAA

RAADRRAEVAALVATLLRDAAADAAAVTLRPRLFELVLNVMLRALTGAPPPGHGGGDVRGLQEIIEETFAVTGVMSVGDY

YPALRWIDRLRGVDAALIRLQARRDAFVAGLVHDKRQSRTAGGRDAEKKSTIDELLSLQETDPEYYTDTVIKGIVSILLS

AGTDTSALTLEWAMAQLLTHPEAMLKARAEIDANVGRSRLVEESDMTNLPYLQCVIKETLRLCPVGPVIPAHEAMEDCSV

GGFHVRRGTMILVNAWVIHRDPKLWEAPEVFRPERFLDTAMVTMVTAPLLPFGLGRRRCPGEGMAMRLMGLTLAALVQCF

DWDVGESGAVDMTEGAGLSMPMTKPLAAICRPREIVKSVLSAST*

&

>Sb05g026080|Sorbi1 57% to CYP71C15, identical to estExt_fgenesh1_pg.C_chr_52214
MATLHLFHVVYQFIRTAATPLVPPQQPLLFVLVPLILVLLPLICRRLQHRRNNAGDDERKQSMTLLPSPPGRLPVIGHLH

LVGDLPHVSLRDLAAKHDLGGGLMLLQLGAVPNLVVSSPRAAQAVLRTHDHVFATRPAPKVLDKLLYGPSTIAFGPYGDH

WRKVKKLVTTHLFTMKKVNSFRHARQEEVSLVIAKLKKAMATGMAVDMSEMMNSFANDIMCCVLSGKFFREGGRNKIFRE

LSEINMSLYAGFSLENYFPGLVNSLGIFIRFVSRKADKTHERWDDVLENIIRDHERRDEQEETADFVDLVLTVQQEYGIT

RDHIKAILMDMFDAGTGTSSLVLEFAMAELMRQPHIMTKLQTEVRNKTPNGQEMVKEEDLVSMAYLKAVVKETLRLHPPA

PLLLPRKSMVDCDIDGYRIPSGTRVIVNSWAVCRHLESWEKAEEFMPERFMDGGSASAAAIDIKGNDFQFIPFGAGRRMC

PGMNFGLATVEIMLANLMYCFDWGLPDGMEKEDIDMTEVFGLTVHRKEKLMLVPKLPGTASYA*

>estExt_fgenesh1_pg.C_chr_52214|Sorbi1

MELQPKCIDDTACTMQGVGLGGGEGGAAALGPAYLSATFALPAADRAWIIPLQEAGRTNHLSMATLHLFHVVYQFIRTAA

TPLVPPQQPLLFVLVPLILVLLPLICRRLQHRRNNAGDDERKQSMTLLPSPPGRLPVIGHLHLVGDLPHVSLRDLAAKHD

LGGGLMLLQLGAVPNLVVSSPRAAQAVLRTHDHVFATRPAPKVLDKLLYGPSTIAFGPYGDHWRKVKKLVTTHLFTMKKV

NSFRHARQEEVSLVIAKLKKAMATGMAVDMSEMMNSFANDIMCCVLSGKFFREGGRNKIFRELSEINMSLYAGFSLENYF

PGLVNSLGIFIRFVSRKADKTHERWDDVLENIIRDHERRDEQEETADFVDLVLTVQQEYGITRDHIKAILMDMFDAGTGT

SSLVLEFAMAELMRQPHIMTKLQTEVRNKTPNGQEMVKEEDLVSMAYLKAVVKETLRLHPPAPLLLPRKSMVDCDIDGYR

IPSGTRVIVNSWAVCRHLESWEKAEEFMPERFMDGGSASAAAIDIKGNDFQFIPFGAGRRMCPGMNFGLATVEIMLANLM

YCFDWGLPDGMEKEDIDMTEVFGLTVHRKEKLMLVPKLPGTASYA*

&

>Sb02g040500|Sorbi1 80% to CYP709C9, no partner
MDLAWMVAAAVASVLASWAFNALVHLVWRPYAITRSLRAQGVRGPDYRFFTGSLGEIKRLRAEGAAVTLDVDDHDFIPMV

QPHLRKWIALYGRTFVYWTGARPNVCVADVNVVRQVLFDRTGLYPKNLMNPHVSRLLGKGFVLTDGDDWKRHRKVVHPAF

NMDKLKMMTVTMSDCARSMMSEWEAQLAKGGEVEVELSSRFEELTADVISHTAFGSSYNEGKQVFLAQRELQYIAFSTVF

NVQIPVFRYLPTEKNLKTRKLDRQVRGMLMDIIKTRLASKDTAGYGNDLLGLMLEACAPEHGETPVLSMDEIIDECKTFF

FAGHDTTSHLLTWASFLLSTHPEWQDRLREEVRRECGDEVPTGDALNKLKLVNMFLLETLRLYGPVSLIQRKAGSDLDLG

GIRVPEGAILTIPIATIHRDKEVWGDDAGEFKPERFENGVTRAAKHPNALLSFSSGPRSCIGQNFAMIEAKAVVAMILQR

FALELSPKYVHAPMDVITLRPRHGLPMLLKRL*

&

>Sb06g011070|Sorbi1 53% to CYP71C17, no partner
MAQVVFDQLACDSPTAKVFLLVLLPLLLLFVLLRCFFTTGAARSSRGRKSLPPSPPALPLIGHVHLVGALPHVSLRALVE

RHGVDGLLMLRLGVVPTLVASSARAAQAVLRTHDQVFSSRPRSVCGDVLLYGPSDIAMAPYGEQWRLAKKLSTTHLLSAK

KVQSYRTARKEEVELVINKIIHGAAATRTVVDMSELLSKFTNDIVCRAVAGRSFRVEGRDRVFRELIDEGAALVTGFNLE

NFYPALAKAAGGVLVSPARRKAEKLRDTWDMLLDKLIDEHASEIAAAATRVEDAGGSDHEEYDFIHVLLSVQHEYGLTRE

SIKGILEDMFAAGTDTTYLILEFAMAELMLHQDIMAKLQDEVRSTRLCQEAISEDSLSRMTYLKAVIKETLRLHPPAPLL

IPHLSLEDCDVVDNFKVPAGTTVLVNVWAIGRDPRTWDNAEEFMPERFIHDGEIGGVDFKGKDFQYLPFGSGRRMCPGMN

FALATIEIMLANLVYHFDWELPKGAEKIDMSEVFGLTARRKEKLLLVPIARGTVCPSNG*

&

>Sb02g010910|Sorbi1 89% to CYP73A38, identical to estExt_Genewise1Plus.C_chr_22520
MDLVLLEKALLGLFAAAVLAVAVAKLTGKRYRLPPGPAGAPVVGNWLQVGDDLNHRNLMSLAKRFGDIFLLRMGVRNLVV

VSTPELAKEVLHTQGVEFGSRTRNVVFDIFTGKGQDMVFTVYGDHWRKMRRIMTVPFFTNKVVAQNRVGWEEEARLVVED

VRKDPRAAAEGVVIRRRLQLMMYNDMFRIMFDTRFESEQDPLFNKLKALNAERSRLSQSFEYNYGDFIPVLRPFLRGYLN

RCHDLKTRRMKVFEDNFVQERKKVMAQTGEIRCAMDHILEAERKGEINHDNVLYIVENINVAAIETTLWSIEWGIAELVN

HPAIQSKLREEMDSVLGAGVPVTEPDLERLPYLQAIVKETLRLRMAIPLLVPHMNLNDGKLAGYDIPAESKILVNAWFLA

NDPKRWVRPDEFRPERFLEEEKTVEAHGNDFRFVPFGVGRRSCPGIILALPIIGITLGRLVQNFQLLPPPGQDKIDTTEK

PGQFSNQIAKHATIVCKPLEA*

>estExt_Genewise1Plus.C_chr_22520|Sorbi1

MDLVLLEKALLGLFAAAVLAVAVAKLTGKRYRLPPGPAGAPVVGNWLQVGDDLNHRNLMSLAKRFGDIFLLRMGVRNLVV

VSTPELAKEVLHTQGVEFGSRTRNVVFDIFTGKGQDMVFTVYGDHWRKMRRIMTVPFFTNKVVAQNRVGWEEEARLVVED

VRKDPRAAAEGVVIRRRLQLMMYNDMFRIMFDTRFESEQDPLFNKLKALNAERSRLSQSFEYNYGDFIPVLRPFLRGYLN

RCHDLKTRRMKVFEDNFVQERKKVMAQTGEIRCAMDHILEAERKGEINHDNVLYIVENINVAAIETTLWSIEWGIAELVN

HPAIQSKLREEMDSVLGAGVPVTEPDLERLPYLQAIVKETLRLRMAIPLLVPHMNLNDGKLAGYDIPAESKILVNAWFLA

NDPKRWVRPDEFRPERFLEEEKTVEAHGNDFRFVPFGVGRRSCPGIILALPIIGITLGRLVQNFQLLPPPGQDKIDTTEK

PGQFSNQIAKHATIVCKPLEA*

&

>gw1.2.16557.1|Sorbi1

PPGPTALPVIGHLHLFRKPLHRTLARLAARHGAVFQLRFGSRRVAVVSSAEAAEECLGARDVTFANRPRLPSGGILSYDW

TTMGTASYGPYWRHVRRIAVTEILSVLRVQQFADVHERETRAMARGLYRAAASTTRGGRARVELKSRLFELLMNAMMGMM

CARRYYGGDGKEDDEEETTAAGVSEEARWFREMVEETMELSGASTAWDFLPAWARWLDVGGVGRRLWRLREGRTKFLQGL

IEEQRKEMEKGAPARRTMIGVLLTLQNEDPEACPDHLIRTLCISSLEAGTSTSVDTVEWAMSLLLNHPAALTRAQEEIDA

CIGQPAVRLLEATDLPKLHYLWCIIMETFRLYPPAPLLVPHESSADCTVSGFHIPMGTMLLVNTFAIHRDPELWDRPASF

IPERFEGGNSEGKMFIPFGMGRRRCPAENLGMQMVGLALGTMIQCFNWERVGEDLVDMTEGSGLTLPKEVPLEAFYEPRA

SMVNLLSEI

>Sb02g023680|Sorbi1 69% to CYP81L4, almost identical to gw1.2.16557.1
MDTLNTFAVITLLLLPLLLALAQDVRRRRHRN

PPGPTALPVIGHLHLFRKPLHRTLARLAARHGAVFQLRFGSRRVAVVS

SAEAAEECLGARDVTFANRPRLPSGGILSYDWTTMGTASYGPYWRHVRRIAVTEILSVLRVQQFADVHERETRAMARGLY

RAAASTTRGGRARVELKSRLFELLMNAMMGMMCARRYYGGDGKEDDEEETTAAGVSEEARWFREMVEETMELSGASTAWD

FLPAWARWLDVGGVGRRLWRLREGRTKFLQGLIEEQRKEMEKGAPARRTMIGVLLTLQNEDPEACPDHLIRTLCIVSCFG

TGWWPGVFFLNDDGGRHRSFLPQHDEMGSVKSGRTERSREHPPAAAARNAVSNELTKQRMGWAGNWVGQAKPNRDPGNKS

IRK*

>Sb02g023670|Sorbi1 84% to CYP81L4, identical to gw1.2.16557.1
MGTMLLVNTFAIHRDPELWDRPASFIPERFEGGNSEGKMFIPFGMGRRRCPAENLGMQMVGLALGTMIQCFNWERVGEDL

VDMTEGSGLTLPKEVPLEAFYEPRASMVNLLSEIELEVL*

&

>Sb05g005480|Sorbi1 60% to CYP71AA2, no partner
MMAETTLAVSVWYTLLLCLLAGVAVLLTLKTKSIASGHGAGGVNLPPGPRPLPVMGNLHSLLGALPHHAMRALARRYGDV

VLLRLGHVPTVVVSSPEAAREVLRTHDAVVSNRPLYVTADILSYGGQNIAFAPSGSPHWKELRRLCATELLSPRRVLSFR

PIREEEAASLVRSIATAAASSSSPAVVNVSERVKVLMNDVLMRCAVGDRCPMRDEYIAALDEALRLLAGFNLVDLFPRSR

LAGALGAGALRAAREVHDRVHRIVQAIIHDHASKAANNDGEGSGDDDDDDILDVLLRLQRDGGLETVLTTEVVCAVLFDV

FAAGSETTATTTIWAMSELAKNPSVMQRAQSEVRRVLQGKTRVAEADIQGRRLPYLQAVIRETLRLHPPLPLILPRSCAE

PITIMGHDVPAGTTVFVNAWAIGRDERWWPDAGEFKPERFDGDGDGEGMVDFSGGDFRFLPGGGGRRMCPGLTFGMANIE

MALVSLLYHFDWELPGGADPGELDMDEAYGITARRKTDLVLKATPFVCPHELVNSFPCTFS*

&

>Sb01g016150|Sorbi1

MSTRCIETTALSQILSSPYIHVPLLLTITATTLILVPLLHHKRRAAASKKREIAAGRLPPGPARLPFIGNMHQLIWNKSS

VFRWIHRVLTKMDTDIMSLKLGSVSVHVVVVMEIARELLFSYGYKSASLTTLEDQWRKMKRILTSEVLSPAFEHQQQQLH

GQRAREADHLVRHVFSLINMAPAAGSSCVVNVRHVARHFCGNIIRRLVFGKRSLELTIEEEHIDALFTLVNYVYSFCVSD

YYPGLVGLDLDGHEKVARAVMSTLDRLHGPIIDERIREWSHRRRRKVGDKKDAEDILDVLVSLEDEDGQPLLSIDEIKAQ

TVRPSACTLTMRSTRPASPWKTCTTVAAGYYLIPKGSHVIVSRIGLGKNPRVWPEPLEFRPERHLSDGAGVVVLAEPDLR

FVTFGTGKRGCPGVSLGTSLIHNALVCQAFAGIQLEQSSRCWHCQSAGVAY*

>fgenesh1_pg.C_chr_1001726|Sorbi1 42% to CYP79A7, identical to Sb01g016150
MSTRCIETTALSQILSSPYIHVPLLLTITATTLILVPLLHHKRRAAASKKREIAAGRLPPGPARLPFIGNMHQLIWNKSS

VFRWIHRVLTKMDTDIMSLKLGSVSVHVVVVMEIARELLFSYGYKSASLTTLEDQWRKMKRILTSEVLSPAFEHQQQQLH

GQRAREADHLVRHVFSLINMAPAAGSSCVVNVRHVARHFCGNIIRRLVFGKRSLELTIEEEHIDALFTLVNYVYSFCVSD

YYPGLVGLDLDGHEKVARAVMSTLDRLHGPIIDERIREWSHRRRRKVGDKKDAEDILDVLVSLEDEDGQPLLSIDEIKAQ

TVRPSACTLTMRSTRPASPWKTCTTVAAGYYLIPKGSHVIVSRIGLGKNPRVWPEPLEFRPERHLSDGAGVVVLAEPDLR

FVTFGTGKRGCPGVSLGTSLIHNALVCQAFAGIQLEQSSRCWHCQSAGVAY*

&

>Sb0183s002020|Sorbi1

MDYLAAPVFVTLALATLLLRLVLRWRVGELCHPRLPPGSRGLPLFGETLEFFTASPTLELLPFFKRRLERYGPIFRTSLV

GEDLIVSLDPELSTRVLQEEERAFQIWYPPSFMRVLGADSIIAALGPLHRHIRALMLRLFGPESLRLVLLPDVQRSARAE

LRSWLRLPDVEVRAATSRMIFGVTAKKLISHDDAASEGSLWKCFDACTSGLLAFPLCVPGTAFYRCMQLFDSSHQGRRRV

MKMLKEQLGARRNEPEREGVDFFDLVIHELDKPESELNENMALDLLFLMLFASHETTSIGLTVILKFLTDNPKALQELTE

EHENVQKRAGADPDSDEITWEEYKSMKFTSHDILEPVGGSKNFMAFGGGLRLCVGADFAKLQMAIFLHCLVIKYRWEAIS

GGTMMFYPGLRFPDGFHIKLLPKD*

>e_gw1.183.2.1|Sorbi1 64% to CYP87C2, almost identical to Sb0183s002020
MDMDYLAAPVFVTLALATLLLRLVLRWRVGELCHPRLPPGSRGLPLFGETLEFFTASPTLELLPFFKRRLERYGPIFRTS

LVGEDLIVSLDPELSTRVLQEEERAFQIWYPPSFMRVLGADSIIAALGPLHRHIRALMLRLFGPESLRLVLLPDVQRSAR

AELRSWLRLPDVEVRAATSRMIFGVTAKKLISHDDAASEGSLWKCFDACTSGLLAFPLCVPGTAFYRCMQGRRRVMKMLK

EQLGARRNEPEREGVDFFDLVIHELDKPESELNENMALDLLFLMLFASHETTSIGLTVILKFLTDNPKALQELTEEHENV

QKRAGADPDSDEITWEEYKSMKFTSHVIHEALRLANIAPVVFRKTIQDVQINDYTIPQGSKVMICSSAAHLNPKVYENPS

VFNPWRWKDILEPVGGSKNFMAFGGGLRLCVGADFAKLQMAIFLHCLVIKYRWEAISGGTMMFYPGLRFPDGFHIKLLPK

D*

&

>Sb06g020253|Sorbi1 61% to CYP71S1, no partner
METLHAHDELFSCVLLLLVTTIIILYLKQLSPAAFKRRAAGSPSLPCPSGLPLIGNLHQLGTVPPQDSLAALAAKHAAPL

MMLRLGSVPTVVVSTADALRALFQPNDRAVSGRPVLYAATRITYGMQDNVFSPADGAFWRAARRACLSELLSAPRVPSFR

DVREGEAAALVAAVTDTSRSRSGSPAVNLSELLIATSTTILRRVAFGDDGGQESIQAGAVLEKTQKLLGGFFVADYMPWL

GWLDALRGLRRRLERNFHDLDAFYEKIIDDHLSKRGGDASKGEDLVDVLLRLHGDPAYQSTFNSRDQIKGILTDMFIAGT

DTAAAAAAEWTMTELVRHPDILAKAQMEVRGAVAGRDIVQECDLLRLKYLKRVIKESMRVHPPVPLPVPRETIEPCTVYC

CEIPARTRVFVNAKAIGQDPDAWGPDAARFVPERHEEIADLSNHHKLWLDMSFGMRGRPTLAQPSGRAVRGLSGPERGRP

TSTALGHFRFRTRTVSAFIHSDTQHTDSDRTASTAPPSAAPPPRLPPPRLHRASLRRASTAPPSAASRLQRVAGRGRAAG

LLRAASFHLGATAPRIASTAPSAHRADLHCDALLHCAGRVHRASNLPACRPVRPHRVCVLPFVTGTLAVK

&

>Sb06g020240|Sorbi1 69% to CYP71S1, no partner
METLQVHELLARVLLVLATMIVFKRMLPSPSKRRAASTPPPPFPRPRGLPIIGNLHQLGARPQASLATLAARHAAPLMLL

RLGSVPTLVVSSADAARAVFQHNDRALSGRPALYAAARLSYGLRNVSFAPPDGGFWRAARRACLSELLGAPRVRGFRDVR

EAEAAALVAAVADESSSRDGGSPVNLSDRLVATTNRIVRRVAFGDDGGGDVDSVRTRAVLEETQRLLGAFFVADYMPWLE

WLDALRGLRRRLERNFRELDAFYEKVIDEHINKGTKSKEEGDFVDVLLRLHNDPAQQNTFGSRSQIKGILTDMFIAGTDT

SSATVEWTMTELVRNPDVLAKAQQEVRSVVSNKDMVLESDLPRLHYLKLVIRESLRLHPPAPLLVPRETTEPCTVHGREV

PAGTRVVVNAKAIGMDPDAWGADAARFVPERHDGDGDGADLDDHKPWHGSYALVPFGVGRRSCPGVHFATAVVELLLANL

LLCFDWRAPRGEVVDVEEENALTVHRKNPLVLVAKRRCVTSAQS*

&

>Sb06g004030|Sorbi1 74% to CYP81M1, no partner 

MLSALAAQHGPVLLLRFGSRRVVHVADPAVAEECFTTHDVTFANRPRLPSARYLSNDYTTLGSSSYGPNWRNLRRIATVD

VFSSHRILRSADVRASEVRDMARRLFQAAAAAAGADASRPVRCDVKARAFELALNTVARVIAGKRYYGDGAAAASEEAER

FRAMVREYFAMQGASNVQDFVPVLALLDIGGVNKRAIRLSKARNEWAQRLIDEHRAAAAAGTELGKTMVGDLLEMQASDP

EAYSDKVIRALCLSILQTGTDTTSATIEWGMAQLLNHPAAMAKAQAEIDEVVGTARILEEADLPNLPYLMCIVTETLRLH

PVAPLLAPHESASHCSVGGYDVPAGTMLLVNVHAMHRDPRVWEEPERFSPERFEGGKSDGKWMLPFGMGRRRCPGEGLAV

KMVGLALGTLVQGFEWRRTTGDEEVDMTEASGLTMPKSVPLEAFYWPRMEMLSPLTALHS*

&

>Sb03g044800|Sorbi1

MEDWLFYSLTTLLCLLCSLLLRARTPGSKDRHADSSSALPPLPPGPTPLPVLGPLLFLARRDFDIEPVLRRIAREHGKVF

TFAPLGPARPGIFVADRAAAHRALVQRGAVFASRPPSTASSAVLTSGGRNVSSSPYGATWRALRRNLASGVLNPSRLRAF

SPARRWVLDVLASRVRADGRHGETPVAVMEPFQYAMFCLLVYMCFGGDRLGDDARVRDIEATQRELLANFLSFQVFSFLP

SVTKLVFRRRWEKLVSLRRRQEELFFPLIRARREAGADGDCYVDSMVKLTIPEDGGRPLTDGEIVSLCSEFLSAGTDTTA

TALQWILANLVKNPAMQDRLRDEVSSVVVGADGEVREEDLQAMPYLKAVVLEALRRHPPGHFVLPHAVHEDTTLDGYRVP

AGAPVNFAVGDIGMDEEVWKAPAEFRPERFLPGGEGEDVDLTGSKEIKMMPFGAGRRVCPGMALAMLHLEYFVANLVREF

EWREADGEEVDLTEKLEFTVVMKRPLRARAVPLRSPPPAVAAA*

>estExt_fgenesh1_pm.C_chr_31591|Sorbi1 80% to CYP89C2, identical to Sb03g044800
MEDWLFYSLTTLLCLLCSLLLRARTPGSKDRHADSSSALPPLPPGPTPLPVLGPLLFLARRDFDIEPVLRRIAREHGKVF

TFAPLGPARPGIFVADRAAAHRALVQRGAVFASRPPSTASSAVLTSGGRNVSSSPYGATWRALRRNLASGVLNPSRLRAF

SPARRWVLDVLASRVRADGRHGETPVAVMEPFQYAMFCLLVYMCFGGDRLGDDARVRDIEATQRELLANFLSFQVFSFLP

SVTKLVFRRRWEKLVSLRRRQEELFFPLIRARREAGADGDCYVDSMVKLTIPEDGGRPLTDGEIVSLCSEFLSAGTDTTA

TALQWILANLVKNPAMQDRLRDEVSSVVVGADGEVREEDLQAMPYLKAVVLEALRRHPPGHFVLPHAVHEDTTLDGYRVP

AGAPVNFAVGDIGMDEEVWKAPAEFRPERFLPGGEGEDVDLTGSKEIKMMPFGAGRRVCPGMALAMLHLEYFVANLVREF

EWREADGEEVDLTEKLEFTVVMKRPLRARAVPLRSPPPAVAAA*

&

>Sb01g007430|Sorbi1 67% to CYP81A6, no partner
MEPAYVAILSFVFLFLLHRLFGRHRRRINGKNNRAQLPPSPPAIPVLGHLHLLGKKPIHAALARLAERYGPVFSLRLGSR

EAVVVSSAACATECFTENDVCFANRPRFPTLLLVSFGGATLPMCRYGPYWRSIRRVATVHLLSAHRVSCMLPVISAEVRA

MARRMYRSAAGGGAARVELKRRLFELSLSALMETIARTKMSRAVADDDTDMSPEAQEFMKALDVLLRLLSAANSWDYLPV

LRWLDMFGVRNKILAAVSARDAFLRRLIDAERRRLEEGEGGENDEKKSMIGVLLSLQKSEPEVYTDTTIMALCSSMFAGG

SETTATTAEWAMSLLLSHPDVLKKAQAEIDASVGHSRLLGADDVPRLGYLQCIVTETLRLYPVVPTLVPHESTADCTVGG

HHVPSGTMLLVNVYAIHRDPATWADPAAFRPERFEDGGRAQGLFMMPFGMGRRKCPGEALALRTLGLVLGTLIQCFDWET

VGGAEVDMAEGVGITLPRAVPLEAICKPRHAMLEVLKGL*

&

>Sb08g004930|Sorbi1

MVLHSLTSVLDQHLPRPRQWQLHPLPAAATTPLPLLFAILLLLISIFLVATTTTRRRRQNTTTSSSTYHLHLAPPAPPGL

PILGNLHQMGALPHRSLRELARRHGPVMLLRLGTVPAVVVSSAAAARDVLKTHDADCCSRPDTPGPRRLSYDHNDVAFSP

YSEQWRERRRLLVVEFLSKRRIQATWYAREAEMEKLISKLSSVGRRAVFLEDHIFGYMDGIVGTVAFGNIYGTEHFAYKD

HFHHVIDEAMVVRSSFSAEDYFPNAVGRLLDRLTGVASLRERVFREFDAFFEMMLDQHLDPARVKPDNGGGGLIDVLVGL

MKEHHGSLRFSRDVVKALLTNTFIGAVDTGAVTIIWAMAEMVRKPEVLKKAQEEVRAMAGSKGRVQQDDVAKLRYLRAVV

METLRLHPALPLLVPRETMRRITVSGYDVPARTRVFVNAWAIGRDPASWDDPEEFVPERFAGDEAAAAASFFNRARFEFL

PFGGGRRMCPGIDMGVVTTEFTLANLLYCFDWELPEGQRREDMCMEEAGGLTVHKKTPLLLVPTRYTIVEAS*

>fgenesh1_pg.C_chr_8000559|Sorbi1 54% to CYP71E4, almost the same as Sb08g004930
MGALPHRSLRELARRHGPVMLLRLGTVPAVVVSSAAAARDVLKTHDADCCSRPDTPGPRRLSYDHNDVAFSPYSEQWRER

RRLLVVEFLSKRRIQATWYAREAEMEKLISKLSSVGRRAVFLEDHIFGYMDGIVGTVAFGNIYGTEHFAYKDHFHHVIDE

AMVVRSSFSAEDYFPNAVGRLLDRLTGVASLRERVFREFDAFFEMMLDQHLDPARVKPDNGGGGLIDNTFIGAVDTGAVT

IIWAMAEMVRKPEVLKKAQEEVRAMAGSKGRVQQDDVAKLRYLRAVVMETLRLHPALPLLVPRETMRRITVSGYDVPART

RVFVNAWAIGRDPASWDDPEEFVPERFAGDEAAAAASFFNRARFEFLPFGGGRRMCPGIDMGVVTTEFTLANLLYCFDWE

LPEGQRREDMCMEEAGGLTVHKKTPLLLVPTRYTIVEAS*

&

>Sb08g016110|Sorbi1 60% to CYP71AB2, almost identical to fgenesh1_pm.C_chr_8000364
MDQTVYYCLVALLPLVYFLLKSLGSGTGSRRGLHLPPGPWQLPVIGSVHHLRGSLVHHALRDLSLRHGPLMLLKFGEVPV

VVASTPDAAKEVLKTHGAIFSSRPLSLTIKTFSMDGMGIVFAPYGDHWRQLRKICTVELLSARRVLSLRPTREEEALHLV

RAVSSSSSSTAAGRAALPLVNVSKLLAMYEADTSLHAILGRRFKVKVRDTLLRYLDQGVRLAGKFTPTDLFPSSWLVRVL

SRQAVREVDAYRQSFFAFMDEVVGENLERRRSAEEEEEEVEDLIDVLLRIQKEGNLEFPLSMRIIQAVIFDLIGGGIETA

TTTLQWAMAELMRNPGIMAKAQAEVRGVFMGQTKVTEDRLGELSYLQLVIKETLRLHVPGPLLVPRECQEQCRILGYDVP

KGAMVLVNAWAIARSPDYWVEPDTFHPDRFLSDTRDFKGNDFEFIPFGAGRRICPGMAFGLANVELGLASLLFHFDWSLP

EGMVPSELDMTEATEITARRKADLLLSATPCVKLPS*

>fgenesh1_pm.C_chr_8000364|Sorbi1

MDQTVYYCLVALLPLVRRGLHLPPGPWQLPVIGSVHHLRGSLVHHALRDLSLRHGPLMLLKFGEVPVVVASTPDAAKEVL

KTHGAIFSSRPLSLTIKTFSMDGMGIVFAPYGDHWRQLRKICTVELLSARRVLSLRPTREEEALHLVRAVSSSSSSTAAG

RAALPLVNVSKLLAMYEADTSLHAILGRRFKVKVRDTLLRYLDQGVRLAGKFTPTDLFPSSWLVRVLSRQAVREVDAYRQ

SFFAFMDEVVGENLERRRSAEEEEEEVEDLIDVLLRIQKEGNLEFPLSMRIIQAVIFDLIGGGIETATTTLQWAMAELMR

NPGIMAKAQAEVRGVFMGQTKVTEDRLGELSYLQLVIKETLRLHVPGPLLVPRECQEQCRILGYDVPKGAMVLVNAWAIA

RSPDYWVEPDTFHPDRFLSDTRDFKGNDFEFIPFGAGRRICPGMAFGLANVELGLASLLFHFDWSLPEGMVPSELDMTEA

TEITARRKADLLLSATPKPSNNNCVLLLDVCEGG*

&

>Sb06g002120|Sorbi1 55% to CYP71C17, almost identical to xfgenesh1_pm.C_chr_6000042
MVLYLVFLALLTFVLLRRMAGGASRRSGGNGIHHRLPPSPPGLPIIGHLHLLGSNPHLSLHEIAAGVHGAAEDGFMLLRL

GQVRSLVVLSPRAAEAVLRAHDHTFASRPPSAVADIVFSNSDVALAPYGDYWRLVRRLVTTHVLSAAKVQSLRRARQEEV

ALVVAKIRDAASTAAVDMTEVFCVFTNDMVCRAVSGKFFRRLDGRHTAFQEVINSQVVLIAGFNLDDCFPWLAKVGGGVL

ARLLFAKAFTLKKQWDVLLDEIITEHEAKLEEVTDDAGHSQEDDADFVHVLLSLQQEYRLTRQQVKSILVDMFGAGTDTS

SILLEYAMIELIRNPDIMAKVRDEITNNTPKGQEMVKEENLSNMSYLRAIIKETLRLYPPTPLLLPHFCMEDCEVNGYAI

AAGTRVIVNAWALGRDAGAWERADEFVPERFLDGGGSAAADFRGRDFKFVPFGAGRRMCPGINFGMAVVELMLANLLYCF

YWELPAGMAPQDVDMSVKYGLTSRRKEKLLLVPRLAGGCSVLSTNLVVE*

>fgenesh1_pm.C_chr_6000042|Sorbi1

MAGGASRRSGGNGIHHRLPPSPPGLPIIGHLHLLGSNPHLSLHEIAAGVHGAAEDGFMLLRLGQVRSLVVLSPRAAEAVL

RAHDHTFASRPPSAVADIVFSNSDVALAPYGDYWRLVRRLVTTHVLSAAKVQSLRRARQEEVALVVAKIRDAASTAAVDM

TEVFCVFTNDMVCRAVSGKFFRRLDGRHTAFQEVINSQVVLIAGFNLDDCFPWLAKVGGGVLARLLFAKAFTLKKQWDVL

LDEIITEHEAKLEEVTDDAGHSQEDDADFVHVLLSLQQEYRLTRQQVKSILVDMFGAGTDTSSILLEYAMIELIRNPDIM

AKVRDEITNNTPKGQEMVKEENLSNMSYLRAIIKETLRLYPPTPLLLPHFCMEDCEVNGYAIAAGTRVIVNAWALGRDAG

AWERADEFVPERFLDGGGSAAADFRGRDFKFVPFGAGRRMCPGINFGMAVVELMLANLLYCFYWELPAGMAPQDVDMSVK

YGLTSRRKEKLLLVPRLAGGCSVLSTNLVVE*

&

>Sb02g036140|Sorbi1 73% to CYP728B1, no partner

MAASVGVALLVAFLTPVVVYLLTRHPNKKPLPGNLPPGSLGLPMIGQSLGLLRAMRSNTGERWLRDRVDRYGPVSKLSLF

GVPTVFVTGPAANKLVFASDALAPKQPRCLPLILGRRNILELVGDDYRRVRGAMMQFLKPDMLRRYVGTIDAEVARHLEG

RWAGRRTVAVLPLMKLLTFDIIATLLFGLERGAVRERLAAAFADMLEGMWSVPLDLPFTTFRKSLRASARARRVLEATLA

EKRARLERGEASPADDLVSCLASLRAEAEGDGGERLLTDEEIVDNAMVVLVAGHDTSSVLMTFMIRHLAGDPATLAAMVQ

EHDEIAKNKADGEALTWEDLHGMRFTWRVALETLRMIPPIFGSFRRAMEDIEFDGYCIPKGWQVFWASSVTHMDPSIFPD

PDKFQASRFESQAPPYSFVAFGAGQRLCAGIEFARVETLVTMHRLLRRFRWRLCCEDKDNTFVRDPMPSPLNGLPIELQS

RDMASPTPSKSACGL*

&

>Sb05g021400|Sorbi1

MDMELLFLYAPCCLVLVLSSLYLLGLYADSRRNLPPGPRPLPLVGSLFSLGALPHRSLARLAERHGPLMALRLGTVTTVV

ASSADAARDVLQRHDAAFSGRSLLDGTHAFAHYTHSMVWLPTSSPRWRALRKVCSAELFAPHRLDTRQSLRRDKVRALVS

HVARLARAGAPVAVGRLAFVTALNLLSSTIFSTDFADIDDDGRSSSSSFKGILAELNATVGLPNVSDFFPEVARLDPQGL

RRRIESLFQRLHAMMDKQIERRLQDRAAAAAGPKKEKDFLDVLLDYGGAEEDDGRRGFDRQTLLSLLSDLFSAGTDTSAA

TVEWVMAELLLNPTSMAKARAELAEVMGSRPEVEECDIAELKYLQAVVKETFRIHPPAPLLLPHQAETTTQIRGGAGAYA

VPKGARVVVNVWAIGHDGEAWPEPDKFVPERFLVGDGHGDEKKAVDFRGRDFELLPFGSGRRMCPGMPLALRMVHLMLAS

LLHRFEWRLPDPASDDGLDMRERLGLNLSMATPLQAMATPV*

>e_gw1.5.14399.1|Sorbi1 64% to CYP76H5, identical to Sb05g021400
MELLFLYAPCCLVLVLSSLYLLGLYADSRRNLPPGPRPLPLVGSLFSLGALPHRSLARLAERHGPLMALRLGTVTTVVAS

SADAARDVLQRHDAAFSGRSLLDGTHAFAHYTHSMVWLPTSSPRWRALRKVCSAELFAPHRLDTRQSLRRDKVRALVSHV

ARLARAGAPVAVGRLAFVTALNLLSSTIFSTDFADIDDDGRSSSSSFKGILAELNATVGLPNVSDFFPEVARLDPQGLRR

RIESLFQRLHAMMDKQIERRLQDRAAAAAGPKKEKDFLDVLLDYGGAEEDDGRRGFDRQTLLSLLSDLFSAGTDTSAATV

EWVMAELLLNPTSMAKARAELAEVMGSRPEVEECDIAELKYLQAVVKETFRIHPPAPLLLPHQAETTTQIRGGAGAYAVP

KGARVVVNVWAIGHDGEAWPEPDKFVPERFLVGDGHGDEKKAVDFRGRDFELLPFGSGRRMCPGMPLALRMVHLMLASLL

HRFEWRLPDPASDDGLDMRERLGLNLSMATPLQAMATPV*

&

>Sb02g007800|Sorbi1 50% to CYP87B5, almost identical to e_gw1.2.1963.1
MGLPVIGETLQLLKSSPSLDIPDFYKLRFKRYGNLFKTSFVGEPVVVSMDMEFNRFVFRQNDKLFQLWYPETMMSILGKK

TTATGIGQIHKHMRSIIAPLYAPKNLKAAFISEMERIVAESLRLWATKPSIDVKEAFTDLLFGITVKKVIGLEPESPRSR

ELRKKFELFFQGLISFPLCVPGTKFYQSIQARKYVQKVIKDLLKQRISAPQRQNGDFLDILVEDLQSGEALEEHEAILKK

REEKNSRITWDECKSMKFTNQVINEIVRASSHTPGIFRKTLKDVQVNGYTIPKGWLVLINPMAVHLNPSIFKDPLTFNPW

RWQEAQGSSLTKNFIAFGDGARHCMGADFTKLQMAMFLHELVTKYRWKEIKGGQKFRISDLVFLQDYHIQLFPRS*

>e_gw1.2.1963.1|Sorbi1

MELQVVDVVLYFVFILALGTLVHLIYRWRNPACNGRLPPGSMGLPVIGETLQLLKSSPSLDIPDFYKLRFKRYGNLFKTS

FVGEPVVVSMDMEFNRFVFRQNDKLFQLWYPETMMSILGKKTTATGIGQIHKHMRSIIAPLYAPKNLKAAFISEMERIVA

ESLRLWATKPSIDVKEAFTDLLFGITVKKVIGLEPESPRSRELRKKFELFFQGLISFPLCVPGTKFYQSIQARKYVQKVI

KDLLKQRISAPQRQNGDFLDILVEDLQSGEALVDENFMVDVVSGFIFAGIALTPTTLALVVLPHLGMKFLTDNPNVVEAL

KEEHEAILKKREEKNSRITWDECKSMKFTNQVINEIVRASSHTPGIFRKTLKDVQVNGYTIPKGWLVLINPMAVHLNPSI

FKDPLTFNPWRWQEAQGSSLTKNFIAFGDGARHCMGADFTKLQMAMFLHELVTKYRWKEIKGGQKFRISDLVFLQDYHIQ

LFPRS*

&

>Sb04g007150|Sorbi1 81% to CYP734A2, identical to e_gw1.4.2279.1

MDAGGAGWLSWRAAAVAVVAWLALHVAARVADALWWRPRRLEAHFAAQGVRGPPYRFLLGSVKEMVGLMAEASSKPMSPP

TSHNALPRVLAFYHYWRKIYGPTFLIWFGPTPRLTVAEPELVREIFLTRAEAFDRYEAHPVVRQLEGDGLVSLHGDKWAL

HRRVLTDAFYPDNINRLVPHVGRSVAALAEKWRAMAAAAASGEVEVDVAEWFQAVTEEAITRATFGRSYDDGRVVFAMQG

RLMAYASEAFRKVLVPGYRFLPTKKNWQSWKLDREIRRSLTRLIARRSDEAEAEEKEEVQAASSHSGGAFRDLLGAMINA

GERKKTPTAIPVADMLEECKTFFFAGKQTTTNLLAWATVLLAMHPEWQERARREVLDVCGPDELPSKEHLPKLKTLGMII

NETLRLYPPAVATIRRAKTDVRLSDGCLVPRDTELLIPIMAIHHDARFWGPDATQFNPARFAGGTARAAKHPLAFVPFGL

GSRMCIGQNLARLEAKLTMAVLLQRFEMKASPNYVHAPTVLMLLYPQYGAPVIFRPRGPPAASS*

>e_gw1.4.2279.1|Sorbi1

MDAGGAGWLSWRAAAVAVVAWLALHVAARVADALWWRPRRLEAHFAAQGVRGPPYRFLLGSVKEMVGLMAEASSKPMSPP

TSHNALPRVLAFYHYWRKIYGPTFLIWFGPTPRLTVAEPELVREIFLTRAEAFDRYEAHPVVRQLEGDGLVSLHGDKWAL

HRRVLTDAFYPDNINRLVPHVGRSVAALAEKWRAMAAAAASGEVEVDVAEWFQAVTEEAITRATFGRSYDDGRVVFAMQG

RLMAYASEAFRKVLVPGYRFLPTKKNWQSWKLDREIRRSLTRLIARRSDEAEAEEKEEVQAASSHSGGAFRDLLGAMINA

GERKKTPTAIPVADMLEECKTFFFAGKQTTTNLLAWATVLLAMHPEWQERARREVLDVCGPDELPSKEHLPKLKTLGMII

NETLRLYPPAVATIRRAKTDVRLSDGCLVPRDTELLIPIMAIHHDARFWGPDATQFNPARFAGGTARAAKHPLAFVPFGL

GSRMCIGQNLARLEAKLTMAVLLQRFEMKASPNYVHAPTVLMLLYPQYGAPVIFRPRGPPAASS*

&

>Sb03g013620|Sorbi1 65% to CYP709D1, identical to e_gw1.3.4047.1

MDVSIGSVLGAILAVLVSTLLIRVLFLLVWKPYAVSRWFRGQGVGGPSYRFFVGSLPAIKRMKAPGSKIVLDVGSHDFIP

IVQPQYRKWVAEYGKIFLYWFGAVPTICVAEVELVKQVLAERTGRLFPKDYLNANMEALLGKGLVLTNGEDWKRHRKVVH

PAFNLDKLKAMSLTMADLAQQMMHRWQSQIQQATNHEAEIELSSEFSELTSDVIAHTAFGSSYKEGKEVFVTQKELQELT

FSASLNIPAPGRLRKLKLPTSKSSRRVEKLDKKVRSLLMAIIEGRLADKDTNGYGNDLLGLMLEARALEQEGRAQMLTTQ

EIVDECKTFFFAGQDTTSHLLTWTMFLLSRYPEWQHKLREEVMKECGNAVPNPDMVTKLKLVNMVLLESLRLYSPVVLIR

RGTGSDIQLGSIRVPKGTMLSIPIALLHRDKDVWGQDADEFNPTRFEHGVSKAAANHPNALLSFSQGPRACIGQNFAMLE

ARIGIAMILQRFSFELSPKYVHAPKEEITLMPRFGLPIILRNLHD*

>e_gw1.3.4047.1|Sorbi1

MDVSIGSVLGAILAVLVSTLLIRVLFLLVWKPYAVSRWFRGQGVGGPSYRFFVGSLPAIKRMKAPGSKIVLDVGSHDFIP

IVQPQYRKWVAEYGKIFLYWFGAVPTICVAEVELVKQVLAERTGRLFPKDYLNANMEALLGKGLVLTNGEDWKRHRKVVH

PAFNLDKLKAMSLTMADLAQQMMHRWQSQIQQATNHEAEIELSSEFSELTSDVIAHTAFGSSYKEGKEVFVTQKELQELT

FSASLNIPAPGRLRKLKLPTSKSSRRVEKLDKKVRSLLMAIIEGRLADKDTNGYGNDLLGLMLEARALEQEGRAQMLTTQ

EIVDECKTFFFAGQDTTSHLLTWTMFLLSRYPEWQHKLREEVMKECGNAVPNPDMVTKLKLVNMVLLESLRLYSPVVLIR

RGTGSDIQLGSIRVPKGTMLSIPIALLHRDKDVWGQDADEFNPTRFEHGVSKAAANHPNALLSFSQGPRACIGQNFAMLE

ARIGIAMILQRFSFELSPKYVHAPKEEITLMPRFGLPIILRNLHD*

&

>Sb08g019470|Sorbi1 69% to CYP81N2
MEASPSGDALLFSIAIATTLLIVAAVWNRRVRGHDNNGAPSPPSRPLLGHLHLLGKPLHRSLAALAAAHGAGGGQLAPLL

SLRLGARRALLVSSHAAAEECFTAHDAALAGRPRLLAGERLGYGYTTVSWASHGDHWRAVRRFLAVELFSASRLAARAAD

RRAEVAALVQSLLLRDDAAAAGPDDASRAAAVTLRPRLFELVLNVMLRSLTGAPGHGDDVRRIQGIIEETFAVSGAPSFG

DFYPSLRWIDRLRGVDAALIRLQARRDALVAGLVRDKRQSRRAGGRHTEKNGAIDELLSLQEIDPEYYTDTVIKGIVLIL

LSAGTDTSALTTEWAMAQLLTHPEAMRKLTAELDTNVGTSRLVEESDMANLPYLQCVVKETLRLCPVGPVIPAHEAMEDC

TVGGFHVRRGTMILVNAWAIHRDPKLWEAPEEFRPERFMDAGMVTTVTAPLLPFGLGRRRCPGEGLAMRLVSLTLAALVQ

CFDWDVGECGGAPDMAEGVGLSMPMAKPLAAVCRPREFVSSMLSGST*

>gw1.8.14458.1|Sorbi1 71% to CYP81N2, almost identical to Sb08g019470
GERLGYGYTTVSWASHGDHWRAVRRFLAVELFSASRLAARAADRRAEVAALVQSLLLRDDAAAAGPDDASRAAAVTLRPR

LFELVLNVMLRSLTGAPGHGDDVRRIQGIIEETFAVSGAPSFGDFYPSLRWIDRLRGVDAALIRLQARRDALVAGLVRDK

RQSRRAGGRHTEKNGAIDELLSLQEIDPEYYTDTVIKGIVLILLSAGTDTSALTTEWAMAQLLTHPEAMRKLTAELDTNV

GTSRLVEESDMANLPYLQCVVKETLRLCPVGPVIPAHEAMEDCTVGGFHVRRGTMILVNAWAIHRDPKLWEAPEEFRPER

FMDAGMVTTVTAPLLPFGLGRRRCPGEGLAMRLVSLTLAALVQCFDWDVGECGGAPDMAEGVGLSMPMAKPLAAVCRPRE

FVSSML

&

>Sb01g015040|Sorbi1 83% to CYP85A1, no partner
MAVLLLLVAVLGVVLASSLLLRWNELRYSRRRGLPPGTMGWPLFGETTEFLKQGPSFMKQRRLRYGSLFRTHILGCPTVV

CMEPELNRRTLASDGAGFVPGYPQSMLDILGPNNIAAVHGPLHRAMRGAMLALTRAHMIRAALLPKIDAFMRAHLHGWAG

RRVDIQEMTKEMALLSALRQIAGISAGPLSDALKAELYTLVLGTFSLPINIPGTNYSKGLQARKKLVAMLRQMIADRRSS

GCAQDDMLDALLSGNEGTRAKLTDDQIIDLLITLIYSGYETVSTTSMMAVKYLSDNPKALEQIRKEHLDIRKAKSPDDAL

DWNDYKSMTFTKAVIYETLRLATVVNGLLRKTTQDVEMNGYVIPKGWRIYVYTREINYDPFLYPEPMVFNPWRWLETNLE

SHPHFMLFGGGARMCPGKEVGTVEIATFLHYFITRYRWEEEGNNTISKFPRVAAPNGLHIRVQDY*

&

>Sb10g024663|Sorbi1 52% to CYP89G1, almost identical to gw1.10.15184.1
MPLLLLSIILLALLLLLITISNSKNRKPYCNGNSLPPSSWPCLPLIGNQFHHYPPTITSLTEALRRLHAAHGPVVSLWVG

SKPAIFISCHDLAHRALVHMGTTFAHRPASWYSGLNSHCVNSATYGSRWGLLRRNLCSHLGAAHVKDVLRSSGDRLIKIL

ESAAAAAAAGEDGAGAVVAPLETFRHAVFGFFAALCFGQGVVEEDMLGRLRDLHAEIISLIVELDAFHLLPAFLQVVCYF

PRWRKLLSAQKRHHLLVTTIIAARRTRREEVVGQDAAEPRCYVDTLLGLELEELGEDEMVSLCWEYMNAAVKTTTTALQW

IMARLVLHQEIQQKLRNDIASRRASGDHQQRPFVEAVVLEALRLHPPAHYLLAHTTDKDVSLGKHVIPRGSVVNFGVATI

GRDETSWTDPGVFRPERFMEGGEGSGVHCTSGGSSGSETMKMIPFGAGRRACPGAAVAMTVLQSFVEDLVMRFEWKRATT

GAVVGESVDMTEKLGIITEMK

>gw1.10.15184.1|Sorbi1

LTEALRRLHAAHGPVVSLWVGSKPAIFISCHDLAHRALVHMGTTFAHRPASWYSGLNSHCVNSATYGSRWGLLRRNLCSH

LGAAHVKDVLRSSGDRLIKILESAAAAAAAGEDGAGAVVAPLETFRHAVFGFFAALCFGQGVVEEDMLGRLRDLHAEIIS

LIVELDAFHLLPAFLQVVCYFPRWRKLLSAQKRHHLLVTTIIAARRTRREEVVGQDAAEPRCYVDTLLGLELEELGEDEM

VSLCWEYMNAAVKTTTTALQWIMARLVLHQEIQQKLRNDIASRRASGDHQQRPFVEAVVLEALRLHPPAHYLLAHTTDKD

VSLGKHVIPRGSVVNFGVATIGRDETSWTDPGVFRPERFMEGGEGSGVHCTSGGSSGSETMKMIPFGAGRRACPGAAVAM

TVLQSFVEDLVMRFEWKRATTGAVVGESVDMTEKLGIITEMKVPLQTHLVVRQN

&

>Sb01g007400|Sorbi1 74% to CYP81A6, no partner
MDKAYIAVLSGAFLFLLHYLVGRAGSGGKGKGKGSQQLPPSPPAIPFLGHLYLVKAPFHAALARLAARHGPVFSLRMGSR

RAVVVSSPECAKECFTEHDLNFANRPLFPSLRLVSFNGAMFSVASYGPYWRNLRRVAATQLLSAHRVACMTPTIAGEVRA

MVQRMDHAAAAAPGGAARIQLKRRLFELSLSVLMETIAQTKTSRTEANADTDMSPEAHEFKQIIDELVPYLGTANRWDYL

PVLRWFDVFGVRNKILDAVSRRDAFLRRLIDGERRRLDDGSESEVKSMIAVLLTMQKSEPEVYTDTVIIALCANLFLAGT

ETTSTTTEWAMSLLLNHPEVLKKAQAEIDAAVGTSRLVTADDVSRLTYLQCIINETLRLHPAAPLLLPHESSADCKVGGY

DVPRGTMLLVNVHAVHRDPVVWEEPSRFMPERFEDGKQAEGRLLMPFGMGRRKCPGEALALRTVGLVLGTLIQCFDWDRV

DGVEVDMAESGGLTMPRAVPLEALCKPRAAMRDVLQKL*

&

>Sb01g047630|Sorbi1 77% to CYP96B3, identical to estExt_Genewise1Plus.C_chr_111807
MASSPSVSFLELCLSFLCFVVFYYFHIRSKRKNPVIPLDWPLVGMLPALLGNLHHLHDWITSLVVASPLNFLFTGPPRSG

MQFFVTADPANVRHVFTSNFANYPKGPEFEEIFDILGGGIFTADGESWRRQRAKAQLLMSSAPFRAFVSRYSRAKVDTAL

LPLLSHFAATGDAFDLQDVFLRLTFDTTTTLVFGVDPGCLSVGLPEVPFARAMDDAMNVLLLRHVVPMTWWKLARRLRIG

HERKMAEAWRTIDQFVADTIAKRRAEKARHGIRDSADLLSSYINDDGEDTAAVDAFLRDTTINLMLAGRDTTGSALSWFF

YLLTRNPRVVSKIRQELESVKTTKSSTPERDDGGGMGMVTFDDPEELSRLTYLHAALCESLRLYPPVPQELKEAVAADVL

PSGHEVRRGDKILVWLYAMGRMEDVWGSDCREFRPERWIAEDGGRVRYVPSYKFMSFNSGPRTCLGKDMAFVQLKAAAAA

VLSNFDVEAVPGHVVEPKLSIILHMKNGFMATVKRRRQALA*

>estExt_Genewise1Plus.C_chr_111807|Sorbi1

MASSPSVSFLELCLSFLCFVVFYYFHIRSKRKNPVIPLDWPLVGMLPALLGNLHHLHDWITSLVVASPLNFLFTGPPRSG

MQFFVTADPANVRHVFTSNFANYPKGPEFEEIFDILGGGIFTADGESWRRQRAKAQLLMSSAPFRAFVSRYSRAKVDTAL

LPLLSHFAATGDAFDLQDVFLRLTFDTTTTLVFGVDPGCLSVGLPEVPFARAMDDAMNVLLLRHVVPMTWWKLARRLRIG

HERKMAEAWRTIDQFVADTIAKRRAEKARHGIRDSADLLSSYINDDGEDTAAVDAFLRDTTINLMLAGRDTTGSALSWFF

YLLTRNPRVVSKIRQELESVKTTKSSTPERDDGGGMGMVTFDDPEELSRLTYLHAALCESLRLYPPVPQELKEAVAADVL

PSGHEVRRGDKILVWLYAMGRMEDVWGSDCREFRPERWIAEDGGRVRYVPSYKFMSFNSGPRTCLGKDMAFVQLKAAAAA

VLSNFDVEAVPGHVVEPKLSIILHMKNGFMATVKRRRQALA*

&

>Sb04g005780|Sorbi1

MEQLAAGYSMWFFLAALLLPLVLLKLKKRDNNGLRLPPGPWQLPVIGSLHHLLLRSPLAHRAMAEIARQLNNAPLIYLRL

GEVPVVVASSPEAARELMKTQDVNFATRPWSPTIKAMKADGEGLVFARYGALWRQLRRISVVELLSARRVQSFRRVREEE

VARLVSAVAASASASGEAVVVNVSERIAVLVADSAVRAMIGDRFDRREEFLENLAEALKITAGFGLGDLFPSSRLARLVA

GATRRRAVANHRKQFELMDRAIRQHEERRAAMAAAAADGAGAGAVHDEDLLDVLLRIQRDGGLDVPLTMGLIKAVILDLF

GAGSETSANTLQWAMSELVRNPRVMQKAQAEVRGHLQGKPTVAEHDIADLNYIKLVIKETLRMHPVVPLLLPRECRESCK

VMGYDIPKGTTVFVNVWAISRDPRHWEDAETFKPERFEDAGTAVDFKGADFEFTPFGAGRRMCPGMAFAQASMELVLAAM

LYHFDWDLPPAGGGQLPSEVDMTEEMGITIRRKHDLYLRPVVRVVPPRASLATY*

>gw1.4.1242.1|Sorbi1 72% to CYP71X11, identical to Sb04g005780
GLRLPPGPWQLPVIGSLHHLLLRSPLAHRAMAEIARQLNNAPLIYLRLGEVPVVVASSPEAARELMKTQDVNFATRPWSP

TIKAMKADGEGLVFARYGALWRQLRRISVVELLSARRVQSFRRVREEEVARLVSAVAASASASGEAVVVNVSERIAVLVA

DSAVRAMIGDRFDRREEFLENLAEALKITAGFGLGDLFPSSRLARLVAGATRRRAVANHRKQFELMDRAIRQHEERRAAM

AAAAADGAGAGAVHDEDLLDVLLRIQRDGGLDVPLTMGLIKAVILDLFGAGSETSANTLQWAMSELVRNPRVMQKAQAEV

RGHLQGKPTVAEHDIADLNYIKLVIKETLRMHPVVPLLLPRECRESCKVMGYDIPKGTTVFVNVWAISRDPRHWEDAETF

KPERFEDAGTAVDFKGADFEFTPFGAGRRMCPGMAFAQASMELVLAAMLYHFDWDLPPAGGGQLPSEVDMTEEMGITIRR

KHDLYLRP

&

>fgenesh1_pm.C_chr_9000162|Sorbi1

MAMGALWSLALSYPEFLVAALCFVSLSGLRLAVRARRQRVPVNWPVVGMLPFVLANLGRLLDATTDALRESGCTLLFRGP

WLARADFLLTCDPAAVQHCLASNHGGYDKGRDFAEMFDVVGDGLLVADAASWARQRHVAATVFGTPAFRSSVLRTMARQT

VRLLVPFLDRAAAGDGGGGGGGGGGVVELEDVFMRYSLDVSYASAFDADLDALSVAAADAPVPAFGQATRVASESALFRH

IVPAWWWRLLRWLNVGPERRLADAKAALDEFVYREIAERKSRLAAGSQAGEGSNLLALYMAWPRDPGMSERQRDQFLRDS

AVGYMFAAKDLIVAALTWFFYMLCTHRHVEAKILDELRSLQHTATVAATGGGGEHAVFDSDALQHASYLHAAVLETLRLF

PPAPFEEKEAVRDDVLPDGTAVPKGTRVIFCIYAMGRMEGIWGGDCHEFRPERWLSDVGRVRHEPSHKFAVFNCGPRSCL

GKNLGLSNIKIAAAAILYNFQVELVDGNVVEPQNSVVLHTKNGMRVRIKRRHAA*

>Sb09g005590|Sorbi1 69% to CYP96D2, identical to fgenesh1_pm.C_chr_9000162
MAMGALWSLALSYPEFLVAALCFVSLSGLRLAVRARRQRVPVNWPVVGMLPFVLANLGRLLDATTDALRESGCTLLFRGP

WLARADFLLTCDPAAVQHCLASNHGGYDKGRDFAEMFDVVGDGLLVADAASWARQRHVAATVFGTPAFRSSVLRTMARQT

VRLLVPFLDRAAAGDGGGGGGGGGGVVELEDVFMRYSLDVSYASAFDADLDALSVAAADAPVPAFGQATRVASESALFRH

IVPAWWWRLLRWLNVGPERRLADAKAALDEFVYREIAERKSRLAAGSQAGEGSNLLALYMAWPRDPGMSERQRDQFLRDS

AVGYMFAAKDLIVAALTWFFYMLCTHRHVEAKILDELRSLQHTATVAATGGGGEHAVFDSDALQHASYLHAAVLETLRLF

PPAPFEEKEAVRDDVLPDGTAVPKGTRVIFCIYAMGRMEGIWGGDCHEFRPERWLSDVGRVRHEPSHKFAVFNCGPRSCL

GKNLGLSNIKIAAAAILYNFQVELVDGNVVEPQNSVVLHTKNGMRVRIKRRHAA*

&

>estExt_fgenesh1_pg.C_chr_60095|Sorbi1

MELNSSDTFLFLTTLISAVILAVCSLISRRKPSPGSKKKRPPGPWRLPLIGNLLHLATSQPHVALRDLARKHGPVMYLRL

GQVDAVVISSPAAAQEVLRDKDTTFASRPSLLVADIILYGSMDMSFAPYGAYWRMLRKLCMSELLNTHKVRQLAAVRDSE

TLSLVRKVVYAAGAGGGGRGQRGEAPVVNLGRLVLSCSMAITGRATLGKLCGDEIMSVVDVAVLYGSGFCAGDLFPSLWF

VDVVTGLTRRLWTARRRLDAIFDRIIAECEARQRQEEKMTGDDGFLGVLLRIRDDDGEPETGGISTTSIKAILFDMLAGG

TETTSSAAEWIMSELMRKPEAMAKAQAEVRGALDGKSPEDHEGQMDKLSYTRMVVKEGLRLHPVLPLLLPRSCQETCDVG

GFEVTKGTKVIVNAWALARSPERWHDPEEFRPERFADDDGSSAAVAVDYRGSQFEYIPFGSGRRMCPGNTFGLAALELMV

ARLLYYFDWSLPDGMRPEELDMDTVVGSTMRRRNHLHLVASPYKETELTVGI*

>Sb06g001030|Sorbi1 59% to CYP99A2, identical to estExt_fgenesh1_pg.C_chr_60095
MYLRLGQVDAVVISSPAAAQEVLRDKDTTFASRPSLLVADIILYGSMDMSFAPYGAYWRMLRKLCMSELLNTHKVRQLAA

VRDSETLSLVRKVVYAAGAGGGGRGQRGEAPVVNLGRLVLSCSMAITGRATLGKLCGDEIMSVVDVAVLYGSGFCAGDLF

PSLWFVDVVTGLTRRLWTARRRLDAIFDRIIAECEARQRQEEKMTGDDGFLGVLLRIRDDDGEPETGGISTTSIKAILFD

MLAGGTETTSSAAEWIMSELMRKPEAMAKAQAEVRGALDGKSPEDHEGQMDKLSYTRMVVKEGLRLHPVLPLLLPRSCQE

TCDVGGFEVTKGTKVIVNAWALARSPERWHDPEEFRPERFADDDGSSAAVAVDYRGSQFEYIPFGSGRRMCPGNTFGLAA

LELMVARLLYYFDWSLPDGMRPEELDMDTVVGSTMRRRNHLHLVASPYKETELTVGI*

&

>Sb01g047640|Sorbi1

MEPFFLFIELALVLCFLTLYYRHLQSKKTSPLEPTEWPIVGHLPGLVANIHHFHDWATGVLTGAGCNFEARGGRTGLRYF

ITCDPSNVRHIFTSNFANYPKGEEYAVIFDVLGGGIFNADGESWRRQRVMAQMLMTGPRFRAFTARCSRDKVERSLLPFL

AHHAADEGSSRPPCDLHDVFLRLTFDMTCSLVFGVDPGCLAVGLPVVPFARAMDDALETLFLRHITPVAYWKLMNVLEVG

QEKKMAAARRTIDSFVAATVAKRRADKLKECEGVSNSFDLLSSFICHEDSSSGANDDVFLRDTTVNLLLAGRDTTGAALS

WFFYLISKNPRVEQKLLDELAPIASRRRKGADDDAADTAAASGCMVTFDANELGSLVYLHAALSECLRLYPSVPFEHKVA

AAADVLPSGQELKAGDKVLVFNYSMGRMKGVWGKDCMEFRPERWLNEEGTKLRYEPSYKFISFNAGPRTCLGKEMAFVQM

KTVAAAVLWNFAVEVVPGHVVEPKLSIILHMKNGLAVKVRRRDGTAAPSSCVTACI*

>estExt_fgenesh1_pm.C_chr_11174|Sorbi1 74% to CYP96B5, almost identical to Sb01g047640
MVAPFFILSKTSPLEPTEWPIVGHLPGLVANIHHFHDWATGVLTGAGCNFEARGGRTGLRYFITCDPSNVRHIFTSNFAN

YPKGEEYAVIFDVLGGGIFNADGESWRRQRVMAQMLMTGPRFRAFTARCSRDKVERSLLPFLAHHAADEGSSRPPCDLHD

VFLRLTFDMTCSLVFGVDPGCLAVGLPVVPFARAMDDALETLFLRHITPVAYWKLMNVLEVGQEKKMAAARRTIDSFVAA

TVAKRRADKLKECEGVSNSFDLLSSFICHEDSSSGANDDVFLRDTTVNLLLAGRDTTGAALSWFFYLISKNPRVEQKLLD

ELAPIASRRRKGADDDAADTAAASGCMVTFDANELGSLVYLHAALSECLRLYPSVPFEHKVAAAADVLPSGQELKAGDKV

LVFNYSMGRMKGVWGKDCMEFRPERWLNEEGTKLRYEPSYKFISFNAGPRTCLGKEMAFVQMKTVAAAVLWNFAVEVVPG

HVVEPKLSIILHMKNGLAVKVRRRDGTAAPSSCVTACI*

&

>Sb03g001070|Sorbi1 65% to CYP71T1, no partner
MDVSPFVALLLVALLSLLLFATRRKGSPSSRDGWRRRLPPSPPGLPLLGHLPLLGSLPHRNLRSMAASYGPVMLLRLGRV

PTVVASSAAAAQEVMKARDLAFASRPRVRMAERLLYGRDNMAFAPYGESWRQARRVCVLHLLSQRRVHSFRHAREQEAAA

MVGRVRRAAGGAGAVNLNAILISYTNGVISRAVFGDDGSYGLDGGEGEKLANLFADFEELLGTVTVGEFVPWLAWVDTLM

GLDAKVTRTAEEMGALLDRVITEHRQRRRGNRRQEGDDHRDFVDVLLDVNEAEEEAGGVKFDNVAIKSNILVLFAAATDT

TYTTLVWAMAELVNHPHEMRRVQDEIRAAVAGSGHDDDVVTEDHLDKLRYLRRVIKETLRLHAPLPLLLPHETMEDTELL

GYHVPARTRVIVNAWAIARDLATWERADEFVPERFADDDDDDVKTDYLLGQDFRFVPFGAGRRGCPGVGFAAPAMELALA

SLLYHFDWALPAGGASKVEMEELNGLSVRLKAILHLVAKPWYPQ*

&

>gw1.10.2339.1|Sorbi1

GTRLPPGPWRLPVIGTLHHLMTVKNPRLVHRALAVLARRWDAPVMYVRLGELHAVVVSSADAAREVIRENDTNFATRSMT

ATIRATIGDKVGLVLSPHGAMWRRLRRICTTELLSARRVRSFRSIREDEAAHLARAIATDARSGGERRQLVNVSELVSRY

VSDTVLRAIMGERFRWREEFMATLDKAMTRGAEFSAGDLFPSSMLLLRAINGTVSESKALNAKLFELVDRAIDQRRGRKA

GAAAGDGALLDVLLRLQEHDDDLDCPLTMATIKAVILDMFGTGTSTTSTTIQWAMLELMKNPKLMQKAQQEIRHVLGCKS

RVTEDDLTSLKYLKLVIKETLRLHPGTCVLFPKASQESCKILGYDVPKGMLMIMNVWAINRDPNYWDDADVFKPERFEGT

SVDFRGTDFQFLPFSGGRRMCPGIMLAHANIELALATLLYHFDWQLPPGVTPDEVDMTEKFGVDVRPKRDVYL

>Sb10g009350|Sorbi1 59% to CYP71AC1, identical to gw1.10.2339.1
MALLLAWCLYMILIFVPLALVLLDLRCLWTPACAPGTRLPPGPWRLPVIGTLHHLMTVKNPRLVHRALAVLARRWDAPVM

YVRLGELHAVVVSSADAAREVIRENDTNFATRSMTATIRATIGDKVGLVLSPHGAMWRRLRRICTTELLSARRVRSFRSI

REDEAAHLARAIATDARSGGERRQLVNVSELVSRYVSDTVLRAIMGERFRWREEFMATLDKAMTRGAEFSAGDLFPSSML

LLRAINGTVSESKALNAKLFELVDRAIDQRRGRKAGAAAGDGALLDVLLRLQEHDDDLDCPLTMATIKAVILDMFGTGTS

TTSTTIQWAMLELMKNPKLMQKAQQEIRHVLGCKSRVTEDDLTSLKYLKLVIKETLRLHPGTCVLFPKASQESCKILGYD

VPKGMLMIMNVWAINRDPNYWDDADVFKPERFEGTSVDFRGTDFQFLPFSGGRRMCPGIMLAHANIELALATLLYHFDWQ

LPPGVTPDEVDMTEKFGVDVRPKRDVYLCPGLVLPLKIE*

&

>Sb06g015320|Sorbi1 77% to CYP77A9, almost identical to fgenesh1_pg.C_chr_6000790
MPMQQPTSVVHAAMEEASLSSLSFLQLAFTAVAATAALALAVAVTRYNRRYTGLRLPPGPPGWPVVGNLFQVAFSGKLFI

HYIRDLRKEYGPILTLRMGERTLVIISSAELAHEALVEKGREFASRPRENTTRNIFSSNKFTVNSAVYGAEWRSLRRNMV

SGMLSTSRLREFAHARRRAMDRFVSRMRAEAAASPDGGSVWVLRNARFAVFCILLDMTFGLLDLHEEHIVRIDAVMKRVL

LAVGVRMDDYLPFLRPFFWRHQRRALAVRREQIDTLLPLISRRRAILRDMQQRSSSPSPPPDPNVAAPFSYLDSVLDLHI

EGRDGAPTDDELVTLCAELINGGTDTTATAIEWGMARIVDNPSIQARLHEEIMQQVGDARPVDDKDTDAMPYLQAFVKEL

LRKHPPTYFSLTHAAVQPGSKLAGYDVPVDANLDIFLPAISEDPKLWDRPTEFDPDRFLSGGETADMTGSGGIRMIPFGA

GRRICPGLAMGTTHIALMVARMVQAFEWRAHPSQPPLDFKDKVEFTVVMDRPLLAAVKPRNLSF*

>fgenesh1_pg.C_chr_6000790|Sorbi1

MEEASLSSLSFLQLAFTAVAATAALALAVAVTRYNRRYTGLRLPPGPPGWPVVGNLFQVAFSGKLFIHYIRDLRKEYGPI

LTLRMGERTLVIISSAELAHEALVEKGREFASRPRENTTRNIFSSNKFTVNSAVYGAEWRSLRRNMVSGMLSTSRLREFA

HARRRAMDRFVSRMRAEAAASPDGGSVWVLRNARFAVFCILLDMTFGLLDLHEEHIVRIDAVMKRVLLAVGVRMDDYLPF

LRPFFWRHQRRALAVRREQIDTLLPLISRRRAILRDMQQRSSSPSPPPDPNVAAPFSYLDSVLDLHIEGRDGAPTDDELV

TLCAELINGGTDTTATAIEWGMARIVDNPSIQARLHEEIMQQVGDARPVDDKDTDAMPYLQAFVKELLRKHPPTYFSLTH

AAVQPGSKLAGYDVPVDANLDIFLPAISEDPKLWDRPTEFDPDRFLSGGETADMTGSGGIRMIPFGAGRRICPGLAMGTT

HIALMVARMVQAFEWRAHPSQPPLDFKDKVEFTVVMDRPLLAAVKPRNLSF*

&

>Sb08g001320|Sorbi1

MATVSSSSSELQSSSLTLLVLLPVIYISYHLIKRALTPTKKKTKKPTTHGLKSHPLLGHLPAFLKNRHRFLDWSTELIVG

SPDHRMGFWIPGMRTGIVTGNPADVEHVLRANFANYPKGDRATAMLRDFLGAGLFNSDGEQWLWQRKNASREFSSRSLRS

FVVDVVSDEVAGRLLPLLRSAADGYGHGHGRVVLDLQDVLERSAFDTICMVAFGHDPCCLCLADGGGDGGVCWADDSKSE

FMRAFGEAQDLIIGRFLDPVEVSWKVKKWLNVGTERRLKKAIADVHAFAMDIVRARRQSASASASADQSQRDDVLSRFVA

SAEHSDETLRDIVLSFLIAGRETTSSALTWFFWLLSSSPPAVTARILAEVRGARASTGTRRGQPLGFDALRGMHYLHAAL

TESMRLYPPVPLDSQSCAEDDTLPDGTHVGKGWSVTYSAYAMGRIPAIWGDDCAEFRPERWLGDDGVFRPESPFRYTVFH

AGPRMCLGKEMAYVQMKSVVACVLEEFVVDVRKEVAGGSGGVPEHVLSVTLRMKGGLPVQVRRREEC*

>e_gw1.5.372.1|Sorbi1 66% to CYP714C3, almost identical to Sb05g001320
MEKLLEIVLVVSTILFGLALVYLYEILWLRLEKIRKKLRRQGINGPKPTLLYGNTQEMKRIRQELKCVQRKDRDMNGYIS

TIFPHFLLWRKTYGSVFLYSTGVLEVLHVAQPEMVKDMGHSTPSELGKPRHLMKSRKPLFGLGILTANGDLWAYEKKILA

PQFFVEKIKGMIGLIVDATVPLLQSWENMLDSTGGSKEIYVDGYLRNFSADVIARACFGSNFVEGKDIFCKLRQLQKLIS

EQDTFVGLSALWKYLPTKRNWEIQKLDQEVRLLILDLSREHRSRSRSNADTHMSTYDNLLHAIVDGANQSPSYFSAPEDF

IVDNCKNIYFAGHETAAVTATWGLMLLAAHPDWQDRARAEVLEVCCGQTVMDTDILRQLKTLTMVIQETLRLYPPASLIM

REALKDIRLGGVDVPRGTIIQVAISMLHLDMEAWGPDANEFRPDRFANGAAAACKPAHMYVPFGYGPRLCTGQNLAMAEL

KVLLARLLTKFSFSLSPGYQHSPVFRLTIEPEFGMPLVVTRLP*

>gw1.8.384.1|Sorbi1 74% to CYP94D5, identical to Sb08g001320
SELQSSSLTLLVLLPVIYISYHLIKRALTPTKKKTKKPTTHGLKSHPLLGHLPAFLKNRHRFLDWSTELIVGSPDHRMGF

WIPGMRTGIVTGNPADVEHVLRANFANYPKGDRATAMLRDFLGAGLFNSDGEQWLWQRKNASREFSSRSLRSFVVDVVSD

EVAGRLLPLLRSAADGYGHGHGRVVLDLQDVLERSAFDTICMVAFGHDPCCLCLADGGGDGGVCWADDSKSEFMRAFGEA

QDLIIGRFLDPVEVSWKVKKWLNVGTERRLKKAIADVHAFAMDIVRARRQSASASASADQSQRDDVLSRFVASAEHSDET

LRDIVLSFLIAGRETTSSALTWFFWLLSSSPPAVTARILAEVRGARASTGTRRGQPLGFDALRGMHYLHAALTESMRLYP

PVPLDSQSCAEDDTLPDGTHVGKGWSVTYSAYAMGRIPAIWGDDCAEFRPERWLGDDGVFRPESPFRYTVFHAGPRMCLG

KEMAYVQMKSVVACVLEEFVVDVRKEVAGGSGGVPEHVLSVTLRMKGGLPVQVRRRE

>Sb05g001320|Sorbi1 60% to CYP714C3, almost identical to e_gw1.5.372.1 (bottom)
MSHQQRHYNSYELHPTQPDVQCLVCTRPFTLDAEVTDSFEALAICRECKMTVLTDSNSNRDETPRTNRQRRWQRQRSSRV

TGHEPHTEEDAFPQQFSQLINLARQGHEADADSPTVPPRQHASYSSTPSRSQRWHTSDDESDGLSYADSVFGEVEFESNI

SFGDEGGESDTSVDRHAMIGREIVIQLENESYMNTDTDIDPMNAGIYQWDSDDPEDDDEDEQSEESDLDEGDDTMQERRQ

EWHDIAPSGLNEQEAEGAAWTWRTAGSQGVNRTDLRADIEGRAIRRVFIGNPGDYVDARQFEMLLEQFAEDNNSRRGAPP

AAATFIENLSSVVISKRYERNGGVTCPVCKDDMPITTVAKQLPCMHLYHASCILPWLSCRNTCPVCRYELPTDDPEYERS

KHATVNEGGIHGVEHIHPQEAIEETYEPGVDGSSNTGGDTMEETNTREHAVPTAQQPNGAHGRHRWLFIAAAPVEEKILQ

AESLKSRFYKSSDEYLPCFQG

ALVYLYEILWLRLEKIRKKLRRQGINGPKPTLLYGNTQEMKRIRQELKCVQRKDRDMNG

YISTIFPHFLLWRKTYDSCLRKDISKRFVFKWTENLKNGYSTLWSSVLLLCHYMVFENWDRVRVPLLNRSFGGILTANGD

LWAYEKKILAPQFFVEKIKGMIGLIVDATVPLLQSWENMLDSTGGSKEIYVDGYLRNFSADVIARACFGSNFVEGKDIFC

KLRQLQKLISEQDTFVGLSALWKYLPTKRNWEIQKLDQEVRLLILDLSREHRSRSRSNADTHMSTYDNLLHAIVDGANQS

PSYFSAPEDFIVDNCKNIYFAGHETAAVTATWGLMLLAAHPDWQDRARAEVLEVCCGQTVMDTDILRQLKTLTMVIQETL

RLYPPASLIMREALKDIRLGGVDVPRGTIIQVAISMLHLDMEAWGPDANEFRPDRFANGAAAACKPAHMYVPFGYGPRLC

TGQNLAMAELKVLLARLLTKFSFSLSPGYQHSPVFRLTIEPEFGMPLVVTRLP*

&

>Sb01g032600|Sorbi1 56% to CYP99A2, identical to estExt_Genewise1Plus.C_chr_18463
MELISTTTAFLSALMLILVSFLAHKARGKSMNRRPPGPLALPFVGCIHHLLTSQPQAALRDLAQKHGPVMYLKLGQVDTV

VISSPTAAQEALREKDLSLASRPSLLGSEIICYGNRDIAFAPYGDYWRSLRKMCTVELLNASKVRQFAAIRDSETMSLVR

EIRCAAAATGGGGGGEPVNLGGLLLSCSNSITGRAAFGNRCSSELKADFLSAISVVLSNMSGFCVSDLFPSLRFVDALIG

TKRRLRRAHQQLEDVFGRIISDGEARREERKGSAAGEDEDLLSVMLRIRDEGGFEIPINNTNIKGIILDLFTAGTETTSS

VAEWLMTELMRNPNTMQKAQEEVRQALNHKSPHEHESQMDKLHYLRMVIKETLRLYPPLPLLIPRQCRETCDVGGYEVPK

GSRVIVNAWAIARSQAHWDNADKFMPERFEHNGAADYYKAAATTTQFEYLPFGHGRRICPGMGFGLSTLEILVARLLYYF

DWSLPDGMKVEDLDMDMTVGASARRTNKLHLVASPYQVPM*

>estExt_Genewise1Plus.C_chr_18463|Sorbi1

MELISTTTAFLSALMLILVSFLAHKARGKSMNRRPPGPLALPFVGCIHHLLTSQPQAALRDLAQKHGPVMYLKLGQVDTV

VISSPTAAQEALREKDLSLASRPSLLGSEIICYGNRDIAFAPYGDYWRSLRKMCTVELLNASKVRQFAAIRDSETMSLVR

EIRCAAAATGGGGGGEPVNLGGLLLSCSNSITGRAAFGNRCSSELKADFLSAISVVLSNMSGFCVSDLFPSLRFVDALIG

TKRRLRRAHQQLEDVFGRIISDGEARREERKGSAAGEDEDLLSVMLRIRDEGGFEIPINNTNIKGIILDLFTAGTETTSS

VAEWLMTELMRNPNTMQKAQEEVRQALNHKSPHEHESQMDKLHYLRMVIKETLRLYPPLPLLIPRQCRETCDVGGYEVPK

GSRVIVNAWAIARSQAHWDNADKFMPERFEHNGAADYYKAAATTTQFEYLPFGHGRRICPGMGFGLSTLEILVARLLYYF

DWSLPDGMKVEDLDMDMTVGASARRTNKLHLVASPYQVPM*

&

>estExt_fgenesh1_kg.C_chr_10221|Sorbi1

MSMHYLAALSVTLLGAILLRWAFKWMNYGRTGGEEGMLLPPGSRGLPFLGETLEFFAASPTLELVPFFKRRLERFGPIFR

TNIVGEDMIVSLDPELNARVLQQEERGFQIWYPSSFMRILGADNMVSMLGPLHRHIRNLVLRLFGPEALRLVLLRDVQRS

ARDELRSWLDRPEVEVRTATSRMIFGVTAKKLISHDDVASGGSLWKCFDAWTKGLMSFPICVPGTAFYRCMQGRKNVMKV

LKQQLDERRNGAERKTVDFFDLVIDELDKPNSIMSESIALNLLFLLLFASHETTSMGLTVILKFLTDNPKSLQELTEEHE

KIMERRVDPDSDITWEEYKSMKFTSHVIHESLRLANIAPVVFRQANQDVHIKGYTIPEGSKIMICPSAAHLNSKVYEDPL

AFNPWRWKDTPEPVGGSKDFMAFGGGLRLCVGAEFAKLQMAMFLHYLVTNYRWKALSKGTMMLYPGLRFPDGFHIQLHKK

T*

>Sb01g012860|Sorbi1 77% to CYP87C2, almost identical to estExt_fgenesh1_kg.C_chr_10221
MSMHYLAALSVTLLGAILLRWAFKWMNYGRTGGEEGMLLPPGSRGLPFLGETLEFFAASPTLELVPFFKRRLESTVT*PS

CRASTLLLAMSMHYLAALSVTLLGAILLRWAFKWMNYGRTGGEEGMLLPPGSRGLPFLGETLEFFAASPTLELVPFFKRR

LERYMCIYCTTTIFTNQVPCIDRSFDDFIEV*EPPA*SNKVPAADDVRRRRLVAGACRFGPIFRTNIVGEDMIVSLDPEL

NARVLQQEERGFQIWYPSSFMRILGADNMVSMLGPLHRHIRNLVLRLFGPEALRLVLLRDVQRSARDELRSWLDRPEVEV

RTATSRVRAHLPDEHSRRGHDRVAGPGAERARAAAGGARLPDLVPFLFHAHLGR*QHGLHARTAPPPH*EPRAPPLRARG

PPPGAAPRRAAERARRAPVMARPAGSRGQDGHLQDDIWRHGKEADQPRRRGIRRKPVEMLRRLD*GPDVIPDLRSWNSLL

*MHADDIWRHGKEADQPRRRGIRRKPVEMLRRLD*GPDVIPDLRSWNSLL*MHAGTQERYEGTQATAR*AQERSRAQDRG

FLRSCD**ARQAKLYNEREHRVELIVLAPLCKP*NDVNGADRDTQVSNGQSKILARIDRTQERYEGTQATAR*AQERSRA

QDRGFLRSCD**ARQAKLYNEREHRVELIVLAPLCKP*NDVNGADRDTQVSNGQSKILARIDRGA*KNHGKKGGSRL*YH

LGGVQVYEIHISRGA*KNHGKKGGSRL*YHLGGVQVYEIHISRHT*IS*ARKHRSGGVQTSKPGRTHKGSYMNLLGSQTS

LRWCSDKQTRTYT*RDTLSQKDQRS*FVHLQLT*IQRFTRTPWHSIHGDGRIHYPRRIKDHDLSICSSPEFKGLRGPLGI

QSMEMEGYS*TSWWL*GFYGLWGWFAVMCWC*VCQAANGYVPPLLGHQLQDTPEPVGGSKDFMAFGGGLRLCVGAEFAKL

QMAMFLHYLVTNYRWKALSKGTMMLYPGLRFPDGFHIQLHKKT*

&

>Sb02g022600|Sorbi1

MSAFVLAVAGAALLLGFFYIVKNRWSRSKLPPSPSSLPLVGHLHLIGRLPHRSLHQLHLRYGGDGGLLLLQLGRRRTLVV

STAAAAADLFRNHDLAFSSRPHNALAHKQTYGSRYISFTPYGDHWRRAKKVAVVHLLSQRRVDAFAPVRQAEAAALVART

RRAAEAGEAVQLKELLYGYTNSVVTRAAAGTAGTTAERLRQLLAHTATLVAGFQADDLLPDAAARVFRCATGLEKKIDDM

NEAWDKFLSEIMAEHKEKTRQGLGQGGDFLDVLLQLREEGGLEGLELTDDDGIKAIAKDLIAAATDTTAVTLEWAMAELI

RNPRVMAKLQDEIARVAGIGNGNAEHLITVAIGDAELNRMGYLRAVVKEVFRLHPTAPLLLPRESMAAAGVQGGRYEIPA

KTVLLVNVWAIGRDPAAWDAPEEFRPERFLQVAGGEAKAVDLRGTDYQLLPFGAGRRICPGISFALAALELALASLLRHF

DWELPSGMRPADLDMVEAPGLSTPPRVPLVLVPKLRPLA*

>fgenesh1_pg.C_chr_2001884|Sorbi1 67% to CYP71AK2, identical to Sb02g022600
MAALQSRQRPRPARSSRAQARQKDQVGHVPDMQRPQIRQLLEPLLELRVPDLRAPKHDGRDGDVDAAHPGHAVHRDVERA

ERGQRRAEAVARAHDAEDLVLVLGHQLAHRGEQLLPRAVLGEGRPLIAGDVDERLSLSSRQSEEK

MSAFVLAVAGAALLL

GFFYIVKNRWSRSKLPPSPSSLPLVGHLHLIGRLPHRSLHQLHLRYGGDGGLLLLQLGRRRTLVVSTAAAAADLFRNHDL

AFSSRPHNALAHKQTYGSRYISFTPYGDHWRRAKKVAVVHLLSQRRVDAFAPVRQAEAAALVARTRRAAEAGEAVQLKEL

LYGYTNSVVTRAAAGTAGTTAERLRQLLAHTATLVAGFQADDLLPDAAARVFRCATGLEKKIDDMNEAWDKFLSEIMAEH

KEKTRQGLGQGGDFLDVLLQLREEGGLEGLELTDDDGIKAIAKDLIAAATDTTAVTLEWAMAELIRNPRVMAKLQDEIAR

VAGIGNGNAEHLITVAIGDAELNRMGYLRAVVKEVFRLHPTAPLLLPRESMAAAGVQGGRYEIPAKTVLLVNVWAIGRDP

AAWDAPEEFRPERFLQVAGGEAKAVDLRGTDYQLLPFGAGRRICPGISFALAALELALASLLRHFDWELPSGMRPADLDM

VEAPGLSTPPRVPLVLVPKLRPLA*

&

>estExt_fgenesh1_pm.C_1830001|Sorbi1

MEGVQTKFLPRARAHMSISPRFGPIFRTNIIGEDLIVSLDPELNALVLQQEERGFQIWYPSSFMRVLGASNIVSALGPLH

RHIRNLVLRLFGPEALRLVLLHDVQRSARDELRSWLDRPDVEVKTATSRMIFGITARKLISHDDAASGGSLCKCFDAWTK

GLLSFPLCVPGTAFYKSMRGRQNVMKILKRQLDERRSAAKRKTVDFFDLVIDELNKPNPIMNENVALDLLLLLLFASHET

TSIGLTAIIKFLTDNPKALQELTDEHEKIVERRVDPDSDITWEEYKSMKFTSHVIHESLRMANIAPVVFRQANHDVHIKG

YTIPEGSKIMICPSAAHLNSDVYEDPLAFNPWRWKDTPEPVGGSKDFMAFGIGLRLCVGADFAKLQMAMFLHCLVTNYRW

KAISKGKMMFYPGLRFPDGFRIQLLTKA*

>Sb0183s002030|Sorbi1 65% to CYP87C2, almost identical to estExt_fgenesh1_pm.C_1830001
MRVLGASNIVSALGPLHRHIRNLVLRLFGPEALRLVLLHDVQRSARDELRSWLDRPDVEVKTATSRMIFGITARKLISHD

DAASGGSLCKCFDAWTKGLLSFPLCVPGTAFYKSMRGRQNVMKILKRQLDERRSAAKRKTVDFFDLVIDELNKPNPIMNE

NVALDLLLLLLFASHETTSIGLTAIIKFLTDNPKALQELTDEHEKIVERRVDPDSDITWEEYKSMKFTSHVIHESLRMAN

IAPVVFRQANHDVHIKGYTIPEGSKIMICPSAAHLNSDVYEDPLAFNPWRWKDTPEPVGGSKDFMAFGIGLRLCVGADFA

KLQMAMFLHCLVTNYRWKAISKGKMMFYPGLRFPDGFRIQLLTKA*

&

>Sb09g006260|Sorbi1

MWPIIIRGGSWPPSSVDVGSVTAALLLAAAVIFIPRVWSSSRTRRPQVPASGGSTAGGARLPAGSLGWPLLGETLAFIRA

AYSPRPESFVEKRRLWYGKVFKSHLWGSPAVVSSDPEVSRAVLQADASAFVPWYPRSLMELMGQSSILVLGGGLQRRVHG

LAGAFFKSPQLKAQVTADMQRRVGRAMDVWSRRHHRSMSSNGCGGAPPVRVQDEAKSIVFEILVRALIGIEEGDEMQYLR

QQFQEFIAGLISLPVKLPGCQLYRSLRAKKRMTKLIKMIIQEKRKKMIAEGEDLRGTHPRDMIDVLLGNGNDELTDELIS

DNMIDFMIPAEDSVPVLITLAVKYLSECPLALQQLEEENMELKSQKSDTGETLEWTDYMSLTFTQHVITETLRMGNIING

IMRKAVRDVEVRGHLIPKGWRVLVYFRAVHLDAAVHDDPHAFNPWRWKERADVVPVMSSGGGGGFTPFGGGQRLCPGLDL

ARLEASIFLHHLVTSFRWVAEEDTVVNFPTVRLKRGMPITVTPRT*

>fgenesh1_pg.C_chr_9000702|Sorbi1 68% to CYP90D3, identical to Sb09g006260
MWPIIIRGGSWPPSSVDVGSVTAALLLAAAVIFIPRVWSSSRTRRPQVPASGGSTAGGARLPAGSLGWPLLGETLAFIRA

AYSPRPESFVEKRRLWYGKVFKSHLWGSPAVVSSDPEVSRAVLQADASAFVPWYPRSLMELMGQSSILVLGGGLQRRVHG

LAGAFFKSPQLKAQVTADMQRRVGRAMDVWSRRHHRSMSSNGCGGAPPVRVQDEAKSIVFEILVRALIGIEEGDEMQYLR

QQFQEFIAGLISLPVKLPGCQLYRSLRAKKRMTKLIKMIIQEKRKKMIAEGEDLRGTHPRDMIDVLLGNGNDELTDELIS

DNMIDFMIPAEDSVPVLITLAVKYLSECPLALQQLEEENMELKSQKSDTGETLEWTDYMSLTFTQHVITETLRMGNIING

IMRKAVRDVEVRGHLIPKGWRVLVYFRAVHLDAAVHDDPHAFNPWRWKERADVVPVMSSGGGGGFTPFGGGQRLCPGLDL

ARLEASIFLHHLVTSFRWVAEEDTVVNFPTVRLKRGMPITVTPRT*

&

>Sb02g038670|Sorbi1

MVLTMATGQEDSLLLLLLPTTSPLPPLMAVFILAAVLLWLSPGGPAWALSRCRRPPSGPTGVVTALSSPVAHRTLAALSH

AVDGGKALMAFSVGLTRLVVSSQPDTAREILVNPAFSDRPIKDAARHLLFHRAMGFAPSGDAHWRGLRRLAANHLFGPRR

VAAAAHHRVSIGEAMVADVAAAMARHGEVSLKRVLHIASLNHIMATVFGKHYDMDSQEGVLLEEMVTEGYDLLGTFNWAD

HLPLIKHLDLQGVRRRCNRLVQKVEVFVGKIIQEHRARRANGGVDDEYMGDFVDVLLDLEGEEKLSESDMIAVLWEMIFR

GADTVAILMEWIMARMALHPEIQSKAQAELDGVVVGGVADADVGNLPYIQCIVKETLRMHPPGPLLSWARLAIHDAHVGG

HLVPAGTTAMVNMWSIAHDPAIWAEPEKFRPERFQEEDVSVLGSDLRLAPFGAGRRVCPGKMLALATTHLWIAQLLHEFE

WAPAAANGGVDLSERLNMSLEMATPLVCKAVPRAQLA*

>fgenesh1_pm.C_chr_2000601|Sorbi1 75% to CYP78B5, identical to Sb02g038670
MAVFILAAVLLWLSPGGPAWALSRCRRPPSGPTGVVTALSSPVAHRTLAALSHAVDGGKALMAFSVGLTRLVVSSQPDTA

REILVNPAFSDRPIKDAARHLLFHRAMGFAPSGDAHWRGLRRLAANHLFGPRRVAAAAHHRVSIGEAMVADVAAAMARHG

EVSLKRVLHIASLNHIMATVFGKHYDMDSQEGVLLEEMVTEGYDLLGTFNWADHLPLIKHLDLQGVRRRCNRLVQKVEVF

VGKIIQEHRARRANGGVDDEYMGDFVDVLLDLEGEEKLSESDMIAVLWEMIFRGADTVAILMEWIMARMALHPEIQSKAQ

AELDGVVVGGVADADVGNLPYIQCIVKETLRMHPPGPLLSWARLAIHDAHVGGHLVPAGTTAMVNMWSIAHDPAIWAEPE

KFRPERFQEEDVSVLGSDLRLAPFGAGRRVCPGKMLALATTHLWIAQLLHEFEWAPAAANGGVDLSERLNMSLEMATPLV

CKAVPRAQLA*

&

>Sb08g019480|Sorbi1 66% to CYP81N2, no partner
MDAAATGVSSSGGVPQLLLLPALAVTLLLAAAVWSRRGRNNGAPSPPSRPLLGHLHLLGKPLHRSLAALAAAHGGGAGGQ

LQLQLAPLLSLRLGARRALLAAEEGFTAHDAALAARPRVLAGDRLGYGYTMLVWASHGDHWRALRRLLALEVFSASRVTA

RTADRSAEVAALVGRLSSLLHLHGGGGGAKLTLRPRLFELVLGVMLRALTGDRAHGGDVRTFQEIVEETFAVSGAPSVGD

FFPALRWVDRLRGVDAALVRLQARRDAFVGGLVQDQRRRRDAGSGRDTPEKKSIIDELLSLQEADPEYYTDTIIKGLVLM

LLTAGTDTSALTIEWAMAQLLTNPEAMRKVSAEIDTNVGTARLVEESDITNLPYLQCVVKETLRLRPVGPVIPAHEAMED

CTIGGFHVRRGTMVLVNAWAIHRDPKLWDAPEEFRPERFLDAGMVTAVTTPMLPFGLGRRRCPGEGLALRLISLTLAVLV

QCFEWDVGEGGVVDMTEGVGLTMPMAVPLAAVCRPRQFVKSMLSTST*

&

>Sb01g034470|Sorbi1 77% to CYP75A11, no partner
MQLAALCIDPLVLSCAFLCLLLHVALRSLLHPSSASSSGRRGGHHQLPPGPPGLPILGALPLVGPAPHAGLAALARKYGP

IMYLKMGTTGVVVASSPGAARTFLKALDAKYANRPAVASAADITYGCQNMVFANYGPKWKLMRKLASVHLLGARALADWA

HVRRDEAGHLLRGVAEAAAARRPVVVPEVLVCALANIVGQITVSKRVFDAQGDESNRYKDMIVSLLTGAGLFNISDFVPA

LARLDLQGVQAKLRRVHHQFDGLITKLLAEHAATAADRARDGRQDFVDRLRAAIDAGADDESGETITEVNIKGLIFDMFT

AGTDTSSIIVEWAMSEMLKNPPVMARAQEELDRTVGRGRRLEESDLPSLPYLQAVCKEAMRLHPSTPLSLPHFSFDACDD

VGGGYRVPANTRLLINVWAIGRDPATWEAPLEFRPERFLPGAAAEKVDPMGNYFELIPFGAGRRICAGKLAGMVFVQYFL

GTLLHAFNWRLADGEELDMRETFGLTLPKAVPLRAIVTPRLLPEAYA*

&

>Sb01g001160|Sorbi1 56% to CYP71E4, no partner
MAAVHVIVEGGSSSSPQHQHQQWRLTLVLAVVVPLVFLILLARTRTRRRAKSGSSTEKGRRLLHLPPGPPTLPILGNLHQ

LGALPHQSLRELARRHGPVMLLRLGSVPTLVVSSAEAAREVMKTRDADCCSRPDTPGARRLSYGHKDVAFSPYGDYWRDM

RKLFVVEFLSARRVRAADYAREAEVDKLIGRLSLSSSAGGRPVRLEDHIFRLMDGVIGTVAFGNIYGTEQFAHKKHFHDV

LDEAMSAKAGFSAEDYYPNAAGRLLDRLTGAAARRERVFRDLDAFFDTIIDQHLVNPPPSRATTPGGAGHGPDLIDVFVD

LMEMEERQVDGSFRFTRDHIKGLLSNVFTASVDTSSVTMVWAMAELMRRPAMLRKAQEEVRSVVGGGGRETERVHPDDVA

KLRYLKAVVKETLRLHPAAPLLLPRETLRQVSICGYDVPAKTRVLVNAWAIGRDPRSWGDRPEEFDPDRFNDGGGVGFNG

THFELVPFGAGRRMCPGMGMGVATVEFTLANLLYCFDWELPDGVGVDDVSMQEAGGLSVHKKTPLLLVPTRYKCRSRDQS

LVSTQ*

&

>Sb08g019500|Sorbi1 67% to CYP81P1, no partner
MEISQQLLLYASLLLLFAWLLLRQASPRKRSNGQGGRQIPSPPALPFLGHLHLLKTKPLHRSLAALATRYGDGSGLLHLR

FGAKRVLLVTSPSVADECFTVHDVALADRPGLASRRALTRDCPAIAMCSYGPLWRQLRRLATVHALCAHRLAATSGARDA

EARAMAADLWRRAGAGARAGAGTVAVKAAAYEFAANVIMAMVAGTRMTGDQVRRFMEMTEAGLAAAGAANRHDSLPVLRL

LDFGRTRRRLAGIAEARRQFGQSILDDYRRRRQRHPGGADDDAGETAARTVLGDLLRQQEEEEQSPEHLDDVVIRSVCLS

LLQGGTDTTASTIEWATALLLTNPSAAKKATAEIDAVVGTSRLLRESDLAGLPYLRCVVSETLRLYPLAPNHVPHEASRD

CVVAAAVVARGTMVLVDVYSMQRDPAAWGERPDEFVPERFMDDNGGGGRRDGSSGGSRWMMPFGMGRRKCPGESLALRMV

GVALGVMLQCFEWEPEGGKKKEEVDMSEGSGLTMPMATPLVAVCRPRAKMESLLKAL*

&

>fgenesh1_pg.C_chr_5002281|Sorbi1

MASVDSGRPLSSRGSSEEQGVSKIYVLSEQPMPPLLLILWLDSGATHHAVGDARILCNLRDPPAGTAVRAADGVRLLVHK

IGDILTQCIKIQDVYLVLGLQENLISVRQLAKDKKIVTIFYENYAELWREGKMVGGAIADNVTSLYQLRYLTMPTGDPEA

GTSRYIREEAMDVATAREATNRSSFLQLLSLSNSTSTETKMIHACIHVLNNCYKSEDGLRVQNMFSAAAADSTYTRRLVW

AMAELINHPHEMRRVQAEIRAAVAAAGNDDDDVTEDDLELLPYNKQVIKEMLRLCTPVPLLLPRETMEHTEHLGYHVPAR

THIFFNAWAISRGPTVWRSADEFMPERFADDDMKKTTTEYLLWQDFDEFVPFGASWRRGCSGVGFAAPAMELELALASLL

YHFGWELPAGRPPAAPKDELSVRLKTTLHLVAKPWSSQ*

>Sb05g026395|Sorbi1 56% to CYP71T1, identical to fgenesh1_pg.C_chr_5002281
MLRLCTPVPLLLPRETMEHTEHLGYHVPARTHIFFNAWAISRGPTVWRSADEFMPERFADDDMKKTTTEYLLWQDFDEFV

PFGASWRRGCSGVGFAAPAMELELALASLLYHFGWELPAGRPPAAPKDELSVRLKTTLHLVAKPWSSQ*

&

>Sb01g033490|Sorbi1

MALAVVLDGFADGLPAVKAALALFLPLLLFIVLRHFSDAARSNSNREHKRTPPSPSAMPLIGHLHLIAGGLPHVSLRDLA

ARQQGEGGLMLLRLGTVPTLVVSSSHAAQQILRTHDASFASRPGSVVGDILSYGPSDVGFAPYGEWWRQGKKLVTTHLLS

AKKVQSNRAAREEEVGAVIARTRGAAAAHAPVDMSELLSSFTNDIICRAVAGRSFRVEGRNKVFRELIDVGMAVVGGFNL

ENFYPRLAKVAGGVLTWPARRGAERLRRRWDDILDALIDEHAREMAGADGRGDLQESDFIHVLLSVQEEYGLTRNSIKGI

LADMFTAGTDTAYLVLEFAMAELMLHQDALAKLQAEVRKTMPDGQETISEENLAGMTYLKAVIKETLRLHPPSPLLVPHL

SLEDCDVDNYTVPAGTTVFINAWAIGRDPRMWNAPEEFMPERFIDSKGDITGADFRGNDFQFLPFGSGRRICPGVNFALA

SIEIMLANLVYHFDWELPEDVHNIDMTEVFGLTVRRKEKLLLIPRFHPPSPQEE*

>e_gw1.1.14342.1|Sorbi1 56% to CYP71C15, identical to Sb01g033490
MALAVVLDGFADGLPAVKAALALFLPLLLFIVLRHFSDAARSNSNREHKRTPPSPSAMPLIGHLHLIAGGLPHVSLRDLA

ARQQGEGGLMLLRLGTVPTLVVSSSHAAQQILRTHDASFASRPGSVVGDILSYGPSDVGFAPYGEWWRQGKKLVTTHLLS

AKKVQSNRAAREEEVGAVIARTRGAAAAHAPVDMSELLSSFTNDIICRAVAGRSFRVEGRNKVFRELIDVGMAVVGGFNL

ENFYPRLAKVAGGVLTWPARRGAERLRRRWDDILDALIDEHAREMAGADGRGDLQESDFIHVLLSVQEEYGLTRNSIKGI

LADMFTAGTDTAYLVLEFAMAELMLHQDALAKLQAEVRKTMPDGQETISEENLAGMTYLKAVIKETLRLHPPSPLLVPHL

SLEDCDVDNYTVPAGTTVFINAWAIGRDPRMWNAPEEFMPERFIDSKGDITGADFRGNDFQFLPFGSGRRICPGVNFALA

SIEIMLANLVYHFDWELPEDVHNIDMTEVFGLTVRRKEKLLLIPRFHPPSPQEE*

&

>Sb10g027350|Sorbi1 53% to CYP71C15, no partner
MAQATVIGHQLSGDSPSLVVKALFPFLVPFLLLFVLLRYFSTGATINNNNQRKRPPPSPPALPLIGHLHLVRAHPHVSMR

SLAARHGGEDLMLLRLGTVPTLVASSPRAAQAVLRTHDQSLASRPSSIFGDILGYGPSDVGLAPYGNAWRQAKKLVTTHL

LSTKKVQSYRAAREEEVGVVIDKIRSAAMADAGGVDLTELLSLFTTDMVSRAVAGGSFRVGGLDKMFKEVMDASMALLGG

FSLENFYPGLAKVAGGVLMWPGRRRAEKLRDRWDEVLDKVIDQHASMAADGAPAPDESDFTDVLLSVQEEYGLTRDSIKA

ILADMFAAGADAPYLVLEFAMAQLMLHQDVMARLQAEVRSIMMPTNKGQQVITEEHLTGMSYLKAVIKETLRLHPPSPLL

LPHQSLEECTVDGYVVPAGATVFVNAWAIGRDPRFWEAAEEFKPERFINNGATDEQGGGVDFRGFDFQFLPFGSGRRMCP

GMNFALANVEIMLANLVWHFDWEMAGASTEIDMTEVFGLTVHRKEKLILTPRLQSYVAQPRTGLEG*

&

>Sb03g001040|Sorbi1 59% to CYP71T1, no partner
MVTSALLALLLLIALLSFLLFSTGRNTSPSHGDGLLGHLPLLGSSARKRADDGQRRLPPSPTGLPLLGHLHLLGSLPHRS

LRSLAATHGPVMLLRLGRVPTVVASSAAAAEEAMKTRDLAFSGRPRLLMAQRLLYGCDVGFAPYGEYWRQARRVCAVHLL

SPRRTASFRRAREQEVAALVARVRAGDGAGAVNLSDALICYSKAIISRAAFGDGDYGLHGDKGGEKLRRVLADFQELLLA

APMREVAPWLGWVDTLTGLEAKTRRTFEALDGLLERVIADHRRRRREGGGGRPAVDGVAADEDDHRDFVDVLLDVNEMDN

DAGLRLDTDNIKAIILDVFAAGTDTSSTVLGWAMAELMNHPGEMRKLQAEVRGAVTVAGGIQDVTENHLDRMPYLKAVIS

ETMRLHAPAPLLIPRETTEDTELLGHHIPARTRVVINAWAIGRDPASWERAEEFVPERFVGSAGAPPVEYSYSKVGVGQD

FRSVPFGAGRRGCPGAVFAAPTVELALANLLYHFDWAAPTVHGGGVGTPPVDVSEVYGLSVRLKTPLILVAKPWLGT*

&

>Sb02g041120|Sorbi1

MASSSSSSSSCDAAGVPFTLLGALITAGPAAWPACVGGGRAFLRDYARRGTNALLWAGLLAVTWILLLRVTALLRLWALG

SRIPGPRALLADPGLAAVLRDGGDITGFLSKLHGRYGPVVRLWVGPSQLLVSVIDPTLVKEVLTKAEDKLPLTGRTYNLA

CGKLGLFVSLFQKVKRTRDSLKMFLNEKITVGASQSSFKIIDAVLNRINTIMSKDFMDTRSFSQHMAFNIIGATLLGDAF

FEWSDASAYEELLMLVAKDGCFWASYAIPPFWRPSYRRYRTLCAKLKILTESVVRKSRQNSSLNHFDQRSYLKSKGTDPN

RRVLDNMMASHCLHGAIGGPLNSEEEICGNIMGLMLHGISASANLIGNILTKLVLSPELQDQLHVEIVSVCNESSKLEVD

DLLRMQVLLATVCESARLLPAGPLLQRCSLKHDLKLGSGITVPAQSILVVPLHLVQMDASVWGDDADQFNPHRFLKKDVD

LREIFGAPKGSNRINVFSECAKTESFLPFGSGSRECVGQKFVVLAISMLIASLLRSYEVHPHPSLSKEMDTAVDSSHLHM

PNPKIILTKRRI*

>estExt_fgenesh1_pg.C_chr_23849|Sorbi1 68% to CYP727A1, identical to Sb02g041120
MASSSSSSSSCDAAGVPFTLLGALITAGPAAWPACVGGGRAFLRDYARRGTNALLWAGLLAVTWILLLRVTALLRLWALG

SRIPGPRALLADPGLAAVLRDGGDITGFLSKLHGRYGPVVRLWVGPSQLLVSVIDPTLVKEVLTKAEDKLPLTGRTYNLA

CGKLGLFVSLFQKVKRTRDSLKMFLNEKITVGASQSSFKIIDAVLNRINTIMSKDFMDTRSFSQHMAFNIIGATLLGDAF

FEWSDASAYEELLMLVAKDGCFWASYAIPPFWRPSYRRYRTLCAKLKILTESVVRKSRQNSSLNHFDQRSYLKSKGTDPN

RRVLDNMMASHCLHGAIGGPLNSEEEICGNIMGLMLHGISASANLIGNILTKLVLSPELQDQLHVEIVSVCNESSKLEVD

DLLRMQVLLATVCESARLLPAGPLLQRCSLKHDLKLGSGITVPAQSILVVPLHLVQMDASVWGDDADQFNPHRFLKKDVD

LREIFGAPKGSNRINVFSECAKTESFLPFGSGSRECVGQKFVVLAISMLIASLLRSYEVHPHPSLSKEMDTAVDSSHLHM

PNPKIILTKRRI*

&

>Sb01g040500|Sorbi1 68% to CYP87B5, identical to fgenesh1_pg.C_chr_1004200
MEALQVPYAILGWSVSTLVVGWLLHWVYKWRHPPCNGKLPPGSMGFPIVGETFQFFRPSPSLGIPVFYKERLNRYGPVFR

TSLVGQPVVVSLDAEVNRFIFQQEGKLFRSWYPDTSNSIFGKESINSYDGILHRYVRGLAARDFGLNNLKGPFLTEMADV

VATSLQAWAAQPSIEVKEAISNMIFDMTAKKLIGVDVARARELRKNYESFFQGLIAFPLYVPGTTFYRCMQGRKKVQSVL

KELLKERLSAPEKRHGDLLDIVVDDLQSEKPVATDKFAIDAIAALLFASFATIASTLSVAMKFLTDNPKVVEALTEEHET

ILKKREGVNSSITWDEYKSMTFTAQVMNEITRVGNVAPGIFRKSLKDVQVNGYTIPAGWLVMISPMAVHLNPRLFEDPLT

FNPWRWQEMQDNKSTLLRNFMPFGGGIRLCVGAEFSKVLIALFIHTLVTNYRWREVKGGDVLRISEIVFPQGYHIQLLPR

T*

>fgenesh1_pg.C_chr_1004200|Sorbi1

MEALQVPYAILGWSVSTLVVGWLLHWVYKWRHPPCNGKLPPGSMGFPIVGETFQFFRPSPSLGIPVFYKERLNRYGPVFR

TSLVGQPVVVSLDAEVNRFIFQQEGKLFRSWYPDTSNSIFGKESINSYDGILHRYVRGLAARDFGLNNLKGPFLTEMADV

VATSLQAWAAQPSIEVKEAISNMIFDMTAKKLIGVDVARARELRKNYESFFQGLIAFPLYVPGTTFYRCMQGRKKVQSVL

KELLKERLSAPEKRHGDLLDIVVDDLQSEKPVATDKFAIDAIAALLFASFATIASTLSVAMKFLTDNPKVVEALTEEHET

ILKKREGVNSSITWDEYKSMTFTAQVMNEITRVGNVAPGIFRKSLKDVQVNGYTIPAGWLVMISPMAVHLNPRLFEDPLT

FNPWRWQEMQDNKSTLLRNFMPFGGGIRLCVGAEFSKVLIALFIHTLVTNYRWREVKGGDVLRISEIVFPQGYHIQLLPR

T*

&

>Sb03g028610|Sorbi1 78% to CYP72A18, no partner
MATRVLLMLRETSPWALAGAAASVALLWLVAWTLEWAWWTPRRLDRALRAQGLKGTRYRLFTGDLRETARVNREARKNPL

PLGCHDIAPRVQPMLHSAMKEYGKLSFTWFGPTPRVMIPDPELVKEVLSNKFGHFGKPRSSRIGKLLANGVVNHDGEKWA

KHRRILNPAFHHEKIKRMLPVFSTCCIETIIRWENSMPSEGSSEIDVWPEFQNLTGDVISRTAFGSNYQEGRRIFQLQGE

LAERLIQSIQTIFIPGYWFLPTKNNRRMKEIDLEIRKILREIIGKREKATRNGETNNDDLLGLLLESNTRQSNGNASLGL

TTEDVIEECKLFYFAGMETTSVLLTWTLIVLSMHPEWQERAREEVLSHFGRTRPDFDSLSRLKIVTMILHEVLRLYPPAT

FLTRRTYKEMELGGIKYPAGVNLLLPIIFIHHDPDIWGKDASEFNPERFANGISNATRHQAAFFPFGGGPRICIGQSFAL

LEAKMALCTILQRFSFELSPSYTHAPYTVITLHPQHGAQIRLKKL*

&

>Sb01g022690|Sorbi1 84% to CYP78A11, almost identical to estExt_fgenesh1_pm.C_chr_10587
MAMASAVSSCTDSTWWVYALPTLLGSDTLCAHPALLAGLLFLTTVTAALLAWAASPGGPAWAHGRGRLGATPIVGPRGLP

VFGSIFALSRGLPHRTLAAMARAAGPRAKELMAFSVGDTPAVVSSCPATAREVLAHPSFADRPVKRSARELMFARAIGFA

PNGEYWRRLRRVASTHLFSPRRVAAHEPGRQGDAEAMLRSVAAEQSASGTVVLRPHLQAAALNNIMGSVFGTRYDVTSGA

TAGAAEAEQLKSMVREGFELLGAFNWSDHLPWLAHLYDPSNVTRRCAALVPRVQTFVRGVIDEHRRRRQNSAALDLNDNA

DFVYVLLSLDGDEKLRDDDMVAILWEMIFRGTDTTALLTEWCMAELVRHPAVQARLRAEVDAAVGAGGRPTDADVARMPY

LQAVVKETLRAHPPGPLLSWARLATADVPLSNGMVVPAGTTAMVNMWAITHDAGVWADPDAFAPERFLPSEGGADVDVRG

VDLRLAPFGAGRRVCPGKNLGLTTVGLWVARLVHAFEWALPDGAPPVCLDEVLKLSLEMKTPLAAAAIPRTA*

>estExt_fgenesh1_pm.C_chr_10587|Sorbi1

MVTFMLAKKKIHTYSASYIHILYIFSISANQILHRYTELRPTHGAKPMWPAWAHGRGRLGATPIVGPRGLPVFGSIFALS

RGLPHRTLAAMARAAGPRAKELMAFSVGDTPAVVSSCPATAREVLAHPSFADRPVKRSARELMFARAIGFAPNGEYWRRL

RRVASTHLFSPRRVAAHEPGRQGDAEAMLRSVAAEQSASGTVVLRPHLQAAALNNIMGSVFGTRYDVTSGATAGAAEAEQ

LKSMVREGFELLGAFNWSDHLPWLAHLYDPSNVTRRCAALVPRVQTFVRGVIDEHRRRRQNSAALDLNDNADFVYVLLSL

DGDEKLRDDDMVAILWEMIFRGTDTTALLTEWCMAELVRHPAVQARLRAEVDAAVGAGGRPTDADVARMPYLQAVVKETL

RAHPPGPLLSWARLATADVPLSNGMVVPAGTTAMVNMWAITHDAGVWADPDAFAPERFLPSEGGADVDVRGVDLRLAPFG

AGRRVCPGKNLGLTTVGLWVARLVHAFEWALPDGAPPVCLDEVLKLSLEMKTPLAAAAIPRTA*

*

&

>Sb08g020350|Sorbi1

MAAPELWCVWPWVTLAVSTLICYLTHRRRRRDWGSTPRPPGPRPLPLIGNLLDLRDARGNLHHTLARLARAHGAPVMRLD

LGLVPAVVVSSRDAAAEAFAAHDRRIAARPARDSKRALGLCDRSVLSLPSSDPLWRHLRGVLAAHVLSPRSLAASRAPRE

RKVADLVAYLRARAGTVVDVKEAVYGGVANLVSTAMFSIEVVVFDVGAAAEFAAAAVGGPRVAGAPGGTHGVAFDLQGCR

RRVARHLPKVLQVLGDIVDRRLSEKEASSSSTAGSNNKGGDFLDVLLELESTGKITRDNLTLILFDIFAAGSDTMAITVV

WAMAELFRNPGVMAKLRAEIKDAVGDREALEEADAAGLPYLEAVVKEAMRLHPAAPVLLPHKAVEDGVEIGGYAVPRGCT

VIFNSWAIMRDPAAWERPDEFVPERFLGREVDFRGKQLEFVPFGSGRRLCPGLPMVERVVPLVLASLVHAFEWQLPAGMS

ADQVDVSDKFTDTSVLAFPPIKAVPLIIT*

>fgenesh1_pm.C_chr_8000525|Sorbi1 67% to CYP76M9, almost identical to Sb08g020350
MAAPELWCVWPWVTLAVSTLICYLTHRRRRRDWGSTPRPPGPRPLPLIGNLLDLRDARGNLHHTLARLARAHGAPVMRLD

LGLVPAVVVSSRDAAAEAFAAHDRRIAARPARDSKRALGLCDRSVLSLPSSDPLWRHLRGVLAAHVLSPRSLAASRAPRE

RKVADLVAYLRARAGTVVDVKEAVYGGVANLVSTAMFSIELLEELMECLGKPNVSDFFPFLRAFDLQGCRRRVARHLPKV

LQVLGDIVDRRLSEKEASSSSTAGSNNKGGDFLDVLLELESTGKITRDNLTLILFDIFAAGSDTMAITVVWAMAELFRNP

GVMAKLRAEIKDAVGDREALEEADAAGLPYLEAVVKEAMRLHPAAPVLLPHKAVEDGVEIGGYAVPRGCTVIFNSWAIMR

DPAAWERPDEFVPERFLGREVDFRGKQLEFVPFGSGRRLCPGLPMVERVVPLVLASLVHAFEWQLPAGMSADQVDVSDKF

TDTSVLAFPPIKAVPLIIT*

&

>Sb01g034730|Sorbi1 66% to CYP92A9, no partner
METELLPFLVGVVLATALLVVAALRHRKRSSTSTSKHRRLPPGPRPWPIIGNLNLIGALPHRSIHALSARYGPFMSLRFG

SVPVVVGSSVDAARFFLKTNDASFIDRPKMASGKHTAYDYSDIVWSPYGAYWRQARKLWKAHLFSDRQLRSQEHVRSEEL

RALLRDLSLSSSAAAGRGGVVVVLKEHLLMFSLNVISRMALGGKYVGEGGTDAGSPISPAEFRWMVDELFLLNGVFCVGD

FIPWLSWLDIQGYVGRMKRLGKMFDRFLEHVVEEHSQRRRREGDKFVAADMVDLLLELADDPKLEVPIKRDGVKGFALDL

IAGGTDSSAVTIEWAMSELLRKPEVLAKAVEELDGVIGHGRLVTEQDIRSLPYVEAIVKETMRLHPVTPLLAPRLCREDA

STGSYDIPRGTLVFVNVWAIGRDPAVWGGDAEEFRPERFAGSAVDVKGQDLELLPFGSGRRMCPGYVLGLKMVQVTLANL

LHAFAWRLPDGVAPEKLSMQEKFGLAVPRVVPLEAVAVPRLPAHLYAGP*

&

>e_gw1.3.18627.1|Sorbi1

MQPQVAAVFFVSAACTVALAALLAVLRMRPPWWCACPVCEAYLTASWAADFDNLCDWYAHLLRTSPAQTVHVHVLRNVLT

ANPATVDHMLRARFDNYPKGAPFSAILADFLGRGIFNVDGDAWLFQRKLAAAELASPALRAFAVRVVASELRSRLIPLLH

SASREREGEEGRVLDLQDVFRRFAFDCICKISFGLDPGCLELSMPVSSFERAFDMASTLSARRATVPMHIIWKLKRLLNF

GDERRLRDAVHLVDTLAAEVIRQRRKLGGAASGGSDLLSRFMGSINDDKYLRDIVVSFMLAGRDTVASALTAFFLLLSDH

PEVAAAIRDEATRVAGDDVRLTASTFNKLKGMHYVHAALSESMRLFPPVQFDSKFAAGDDTLPDGTAVAKGTRVTYHAYA

MGRMESVWGPDCGEFRPERWLQNGRFVPENPYRYPVFQAGARVCIGKELALMEMKAVIVAVVRSFDIEATDRSSRRPKFA

PGLTATFAGGLPVRVRRRARVSGHNPPI*

>Sb03g040440|Sorbi1 86% to CYP94C3, identical to e_gw1.3.18627.1

MAAETGAAALRDAASALASSMQPQVAAVFFVSAACTVALAALLAVLRMRPPWWCACPVCEAYLTASWAADFDNLCDWYAH

LLRTSPAQTVHVHVLRNVLTANPATVDHMLRARFDNYPKGAPFSAILADFLGRGIFNVDGDAWLFQRKLAAAELASPALR

AFAVRVVASELRSRLIPLLHSASREREGEEGRVLDLQDVFRRFAFDCICKISFGLDPGCLELSMPVSSFERAFDMASTLS

ARRATVPMHIIWKLKRLLNFGDERRLRDAVHLVDTLAAEVIRQRRKLGGAASGGSDLLSRFMGSINDDKYLRDIVVSFML

AGRDTVASALTAFFLLLSDHPEVAAAIRDEATRVAGDDVRLTASTFNKLKGMHYVHAALSESMRLFPPVQFDSKFAAGDD

TLPDGTAVAKGTRVTYHAYAMGRMESVWGPDCGEFRPERWLQNGRFVPENPYRYPVFQAGARVCIGKELALMEMKAVIVA

VVRSFDIEATDRSSRRPKFAPGLTATFAGGLPVRVRRRARVSGHNPPI*

&

>Sb01g034460|Sorbi1 78% to CYP75A11, no partner
MKLAALCTDPVVLSCAFLCLLLHLALRSLLHPSSAASSSGRRAGAGGHLPPGPPGLPILGALPLVGPAPHAGLAALARKY

GPIMYLKMGTTGVVVASSPCAAKTFLKALDAKYANRPAVASAADITYRRQNMVFADYGPKWKLMRKLASVHLLGARALAD

WACVRRDEAGHLLRGVAEAAAARRPVVVPELLVCALANIVGQITVSKRVFDAQGDDSNRYKDMIVSLLTGTGMFNISDFV

PALARLDLQGVQAKLRRIHHQFDGLITKLLAEHAATAADRARQGRQDFVDRLRATMDAGADDESGETITEVNIKGLIFDM

FTAGTDTSSIIVEWAMAEMLKNPSVMARAQEELDRVVGRGRRLEESDLPSLPYLQAVCKEAMRLHPSTPLSLPHFSFDAC

DDDVAAGGYRVPANTRLLINIWAIGRDPAAWKKPLEFRPERFLPGGGAEKVDPMGNCFELIPFGAGRRICAGKLAGMVFV

QYFLGTLLHAFDWSLPDGEEKLDMSETFGLALPKAVPLRAVVTPRLVPEAYA*

&

>Sb01g042470|Sorbi1

MAAFWLLLLFVASAVLVLRTWRARSIISKARQAGPTYPPGLEPYPLIGHLPQFLANRHRVLDWMTEFLERQTTCTFVLRR

PGGVRGAITANPANVEHFLRTSFDRYPKGPRFSLLLNDFLGRGIFNADGEAWRAQRKVASHEFNTRSLRAFVARCVHTEL

HGRLLPLLRRAAASGSPLDLQDALERFAFDNICRVAFDHDPCQLPDDGDAGADSSFADAFRDAENLSAGRFRYALPGFWK

IKKALNVGSEKRLRESIAMVHDFADRIIQSRREEMLTAGFDKHDLLSRFMASQDETYSESEVPLRDVVISFLLAGRETTS

SALTWFFWLLSSRPDLQRRIRDEVAAVRARRRAQGDVDSIVGFDLDELREMHYVHAAITESMRLYPPVPINSLRAETDDV

LPDGTAVQAGWFVAYNSYAMGRMKSVWGDDAREYRPERWLNTGDGTFRPDSPFRFVAFHAGPRLCLGKEMAYIQMKSIVA

CVLEELDVAVDGAHQPRPVASLTLRMADGLPVTVKPRRD*

>estExt_Genewise1Plus.C_chr_110666|Sorbi1 75% to CYP94D15, identical to Sb01g042470
MAAFWLLLLFVASAVLVLRTWRARSIISKARQAGPTYPPGLEPYPLIGHLPQFLANRHRVLDWMTEFLERQTTCTFVLRR

PGGVRGAITANPANVEHFLRTSFDRYPKGPRFSLLLNDFLGRGIFNADGEAWRAQRKVASHEFNTRSLRAFVARCVHTEL

HGRLLPLLRRAAASGSPLDLQDALERFAFDNICRVAFDHDPCQLPDDGDAGADSSFADAFRDAENLSAGRFRYALPGFWK

IKKALNVGSEKRLRESIAMVHDFADRIIQSRREEMLTAGFDKHDLLSRFMASQDETYSESEVPLRDVVISFLLAGRETTS

SALTWFFWLLSSRPDLQRRIRDEVAAVRARRRAQGDVDSIVGFDLDELREMHYVHAAITESMRLYPPVPINSLRAETDDV

LPDGTAVQAGWFVAYNSYAMGRMKSVWGDDAREYRPERWLNTGDGTFRPDSPFRFVAFHAGPRLCLGKEMAYIQMKSIVA

CVLEELDVAVDGAHQPRPVASLTLRMADGLPVTVKPRRD*

&

>Sb01g018855|Sorbi1

MLPSLLLGLRGDMYEWITGVLKARGGTFTFRGPWFTNLQCVVTADPRNLEHLLKTRFGSFPKGPYFRDTVRDLLGDGIFG

ADDEVWRRQRKAASLEFHSAEFRALTASSLVELVHRRLLPVLADAEASGGGGAAVDLQDVLLRLTFDNVCMIAFGVDPGC

LRPDLPEIPFARAFEDATEATTIRFITPTAVWRAMRALGVGHERVLQRCLAGVDEFAYDVIRRRKEELAAEAAGRGRSDL

LTVFTKMRDEDGRPYTDKFLRDICVNFILAGRDTSSVALAWFFWLLGRNPGVEAKIVEEIEGIVAARKEAAAGREVEEEE

LVFRPEEVKRMEYLHAALSEALRLYPSVPVDHKEVVEDEVFPDGTVLKKGTKVIYAMYSMGRMESIWGDDCREYKPERWL

RDGRFMSESAYKFTAFNGGPRLCLGKDFAYYQMKFAASSILHRYRVHVVDGHPVAPKLALTMYMKHGLKVTLTKRDKTKL

*

>estExt_fgenesh1_pg.C_chr_11992|Sorbi1 83% to CYP86B3, almost identical to Sb01g018855
MSRRASDLELPLQDVLSVVTYVGQAYANTLPSIHERPWTPPSRKTPTVAAAPAGAGSGSGGLASLLPEVQTVELLVAVSI

FVAIHSLRQRRTQGLPTWPLVGMLPSLLLGLRGDMYEWITGVLKARGGTFTFRGPWFTNLQCVVTADPRNLEHLLKTRFG

SFPKGPYFRDTVRDLLGDGIFGADDEVWRRQRKAASLEFHSAEFRALTASSLVELVHRRLLPVLADAEASGGGGAAVDLQ

DVLLRLTFDNVCMIAFGVDPGCLRPDLPEIPFARAFEDATEATTIRFITPTAVWRAMRALGVGHERVLQRCLAGVDEFAY

DVIRRRKEELAAEAAGRGRSDLLTVFTKMRDEDGRPYTDKFLRDICVNFILAGRDTSSVALAWFFWLLGRNPGVEAKIVE

EIEGIVAARKEAAAGREVEEEELVFRPEEVKRMEYLHAALSEALRLYPSVPVDHKEVVEDEVFPDGTVLKKGTKVIYAMY

SMGRMESIWGDDCREYKPERWLRDGRFMSESAYKFTAFNGGPRLCLGKDFAYYQMKFAASSILHRYRVHVVDGHPVAPKL

ALTMYMKHGLKVTLTKRDKTKL*

&

>Sb01g001780|Sorbi1

MAALSPSQWQMGLLVLLPVLLVSLYFLLTSRSRSAKDGGAPRLPPGPAQVPVLGNLHQLGWLPHQNLREMARRHGPVMLL

RLGTVPAVVVSSAEAAREMLKAHDVDCCSRPISPGSKRLSYDLKDVTFTPYGEYWREMRRLLIVELLSMRRVKTARRARE

QQVDKLVANLTRAAGASAPVALNEHIFGLADGIIGTVAFGNINGTEWFAHKKRFQLVVEEGMDMLASFSAEDFFPNAAGR

LVDRLTGHAARRERVFRDLDAFFEMVIDQHTDPARPEPPDNGGDLVDALINLCKEQYCGTFGFTREHVKAVILDAFLAGI

DTVAVTLLWAMSEMMRKPQVLRKAQDEVRAAAAGVGGNKPRVEHDDVARLPYLKMVVKETLRLHPPSTLMPRETIREVRV

CGYDVPAKTRVFVNLWAIGRDPASWTAAEEFDPERFDGSDVDLDYNGAHFELLPFGAGRRIWPGLAMGEANVTFALANLL

YCFDWALPEGMAPEDVSMEEAGALTFKPKTPLVVLPTRRHHHRAAHVV*

>e_gw1.1.469.1|Sorbi1 61% to CYP71E4, identical to Sb01g001780
MGLLVLLPVLLVSLYFLLTSRSRSAKDGGAPRLPPGPAQVPVLGNLHQLGWLPHQNLREMARRHGPVMLLRLGTVPAVVV

SSAEAAREMLKAHDVDCCSRPISPGSKRLSYDLKDVTFTPYGEYWREMRRLLIVELLSMRRVKTARRAREQQVDKLVANL

TRAAGASAPVALNEHIFGLADGIIGTVAFGNINGTEWFAHKKRFQLVVEEGMDMLASFSAEDFFPNAAGRLVDRLTGHAA

RRERVFRDLDAFFEMVIDQHTDPARPEPPDNGGDLVDALINLCKEQYCGTFGFTREHVKAVILDAFLAGIDTVAVTLLWA

MSEMMRKPQVLRKAQDEVRAAAAGVGGNKPRVEHDDVARLPYLKMVVKETLRLHPPSTLMPRETIREVRVCGYDVPAKTR

VFVNLWAIGRDPASWTAAEEFDPERFDGSDVDLDYNGAHFELLPFGAGRRIWPGLAMGEANVTFALANLLYCFDWALPEG

MAPEDVSMEEAGALTFKPKTPLVVLPTRRHHHRAAHVV*

&

>Sb03g028600|Sorbi1 78% to CYP72A18, no partner
MPLPFLCFSSTAPMVTSVLLILRETSPWALVGAAASVALLWLVAWTLEWAWWTPRRLDRALRAQGLKGTKYRLLTGDVRE

NARLNREARTKPLALGSHDIIPRVLPMLHNVVKEYGTNSFTWFGPVPRVIIPDPELVREVLSNKFGHFGKPRFSRLGKLL

ANGLANHEGEKWAKHRRILNPAFHHEKIKRMLPVFATCCTDMINRWENSMSSEGSSEIDVWPEFQNLTGDVISRTAFGSN

YQEGRNIFQLQGEQAERLIQSFQTIFIPGYWFLPTKNNRRMKEIDREICKVLHGIIRKRERAFIDGEGSNDDLLGLLVES

NMRESNGNAKLGMSTKDIIEECKLFYFAGMETTSVLLTWTLIVLSMHPEWQERARDEVLNHFGRGRPDFDSLNRLKIVTM

ILYEVLRLYPPVILLTRRTYKEMELGGITYPSGVSLLLPIIFIHHDPNIWGKDASEFNPQRFEDGISNATKHQAAFFPFG

WGPRICIGQNFALLEAKMALCTILQRFSFELSPSYTHAPYTVITLHPQHGAQIRLKKL*

&

>Sb03g001050|Sorbi1 59% to CYP71T2, no partner
MDVSPFLALLPIALLSLAFFSTRRKTSRCHGDGHKRSLPPSPPGFPLLGHLPLLGSLPHRKLRAMARTHGPVMLLRLGRV

PIVVASSAAAAQEAMKTRDVAFASRYRGPMAERLLYGGRDMAFAPYGEHWRQARRVCVLHLLSHRCVLSFRRVREQETAA

LLRRVRGRLDDDDAAVNLSHLLVAYSSVVLLRAAFGNDSGGYGLVGEGKILRKLLVDYVELLGWGALGEVVPWLAWVDSL

RGVHAKATRTFDALDGLLERGIAEHRKRRRGGRREGDGSDDDDDSRRSFVSVLLDVKEEEETGEILFDTVTVKAIILDMF

VGGSDTTTSVVEWAMAELINHPDAMHKLQDEIRRTVIHGGGDNNQVTEDHLRKLRHLRPVLKETLRLHTPAQLVSRETVE

DTELLGYHVPARTRVLINVGAIALDPATWERAEEFLPERWFGGDDDDHYATAPAPAGHNFTFLPFGGGRRGCPGAGFAMA

TVELVLASLLYHFDWGMPAGGPSTVDMDELSGLFAVRLKKPLRLVAKPWSP*

&

>fgenesh1_pg.C_chr_5001706|Sorbi1 51% to CYP723A3, identical to e_gw1.297.3.1
MTQWLPVAVAVLVLLAAAATHLRSSSSRHCAGNTRRTVPVPVPATIEVRDPEAARRMIVDHADTFSDHPAVPFPVDLDAG

HPKTTSINSAPYGPLWRALRCNLTAGVLHPSRLAHLAPLQRDAVESLVADLAARGRGGAGRARDEVVAVRDALYTAVFKV

VARMCFGDDGIGERDVRAMQRTLREFFHSGVDARRLASSRLARLLHWRQWRYLVGTRGRLAEVFVPAIAARRRRLRRSDG

GGVRSYVDTLLDLRVPDDDDDEDGEPSSGSGGSARRRALRDDEMVRLVWEFLGAGTETVVACVEWTLARLVAHPEVQEKL

HRELSAGDQRSLQDLPYLRAVILESLRLHPPVPFILRDVVGLPEGAAAAAAAVGKAVALPPRNGAPVRFVFMAEDIGRDP

KAWTDAEEFRPERFVGGGEGEDVSPIPGRKQIRMMPFGAGRRHCPGAGLAVIQAKCFVAALVREFEWAPPARGGGGVDHT

PTNALFLKVMASPLRARIVPRRS*

>e_gw1.297.3.1|Sorbi1

MTQWLPVAVAVLVLLAAAATHLRSSSSRHCAGNTRRTVPVPVPATIEVRDPEAARRMIVDHADTFSDHPAVPFPVDLDAG

HPKTTSINSAPYGPLWRALRCNLTAGVLHPSRLAHLAPLQRDAVESLVADLAARGRGGAGRARDEVVAVRDALYTAVFKV

VARMCFGDDGIGERDVRAMQRTLREFFHSGVDARRLASSRLARLLHWRQWRYLVGTRGRLAEVFVPAIAARRRRLRRSDG

GGVRSYVDTLLDLRVPDDDDDEDGEPSSGSGGSARRRALRDDEMVRLVWEFLGAGTETVVACVEWTLARLVAHPEVQEKL

HRELSAGDQRSLQDLPYLRAVILESLRLHPPVPFILRDVVGLPEGAAAAAAAVGKAVALPPRNGAPVRFVFMAEDIGRDP

KAWTDAEEFRPERFVGGGEGEDVSPIPGRKQIRMMPFGAGRRHCPGAGLAVIQAKCFVAALVREFEWAPPARGGGGVDHT

PTNALFLKVMASPLRARIVPRRS*

&

>estExt_Genewise1Plus.C_chr_51095|Sorbi1

MEGGLLANNPSSYALLCCVTVGIAWLLHWVYRWVCPPCKGRLPPGSMGFPVIGETLQYMKLSPSIDIPSFFRQRLKSCYI

YRYGPMFKTCLAGQPIVVSLDPELNRFIFQQEGKLFRIWYPQTANTIFGKKSITTFTGPVHKFIRSFASKLFGPENIKES

LIHELEDAMKQHFAAWAAKPSVEVNDAIADMIFGLVAKKIIGIAPEESKELRKYYDDFFNGVLCFPIYFPGTTFYKCMKG

KRNVEQKLTQLLKHRLSTPEKKHGDLLDLLVEELRSEKPLIDEVFAIDTLSGLLFGSFVTISGTLTVGLKLLKDNPEVVE

TLKEEHEAILKKREDRNSGFTWQEYKSMTFTAQVMNEITRISNIAPGIFRKTLTDVQVNGYTIPAGWLVMISPMVGHLNP

TLFEDPLKFNPGRWTTQDKEKQSIQQRNLMPFGGGIRLCLGAEFAKLFISLFLYVLVPNYRWIEIKGGEVSRVGEMVVPH

GYHIQLLPRT*

>Sb05g004900|Sorbi1 48% to CYP87B5, almost identical to estExt_Genewise1Plus.C_chr_51095
MEGGLLANNPSSYALLCCVTVGIAWLLHWVYRWVCPPCKGRLPPGSMGFPVIGETLQYMKLSPSIDIPSFFRQRLKSAKQ

TDG*PGEENPF*F*SQYVLAS*GWKEVCWPIIHHHMHFYVVLRWGLHGYFTGFTDGCVPHARGDFLLAPWASPLLARRSN

T*NLALLSTSRASSAND*RVAIYIGTAPCSRPAWRGSLSWFPLIQS*TGSSSSKRASCSEFGTRRQQTQYSARRASPHSQ

VPSTSSSAVLRPSFLALKTSRNRSSMS*RMP*SSTSQHGLPSLASR*TMPSQMYGPMFKTCLAGQPIVVSLDPELNRFIF

QQEGKLFRIWYPQTANTIFGKKSITTFTGPVHKFIRSFASKLFGPENIKESLIHELEDAMKQHFAAWAAKPSVEVNDAIA

DMIFGLVAKKIIGIAPEESKELRKYYDDFFNGVLCFPIYFPGTTFYKCMKMIFGLVAKKIIGIAPEESKELRKYYDDFFN

GVLCFPIYFPGTTFYKCMKGKRNVEQKLTQLLKHRLSTPEKKHGDLLDLLVEELRSEKPLIDEVFAIDTLSGLLFGSFVT

ISGTLTVGLKLLKDNPEVVETLKGKRNVEQKLTQLLKHRLSTPEKKHGDLLDLLVEELRSEKPLIDEVFAIDTLSGLLFG

SFVTISGTLTVGLKLLKDNPEVVETLKEEHEAILKKREDRNSGFTWQEYKSMTFTAQEEHEAILKKREDRNSGFTWQEYK

SMTFTAQVMNEITRISNIAPGIFRKTLTDVQVNGYE*DYKDQ*YCTWNFQENSNRCASEWLHNPCRVASYD*PYGGSSKP

NAI*GSTQIQSREVDGYTIPAGWLVMISPMVGHLNPTLFEDPLKFNPGRWTTQDKEKQSIQQRNLMPFGGGIRLCLGAEF

AKLFISLFLYVLVPNYRHRTRKNKAFSRGI*CHLEEA*GFVLGQSLPSFSFHFSSTF*CQTTDGLR*KEEKYHALGRWWF

LTAIISNSFLGPKIIYLQFPPCIFEL*SIQ*

&

>Sb02g009220|Sorbi1 70% to CYP76P3, no partner
MAFFLVCMSTLLFISISSYVFQLLADRHRRLPPGPRPLPLIGNLLDVATELPHRSLARLAGRHGPLITVRLGTLLTIVAS

SPSTAREILQTHNGSLTGRSPPDAWLALGHAANSVFVLPPGRRWRALRRIGTEHLLAARQLDGARVRPLLRDGVLDLVRR

VSELSAAAEAAEAEAPVVEVVHAAFAAMMELQWRAMFSAGLDDAAARALHDAAREAVALSLKPNVSDFFPALAAADLQGV

RRGFARRVALVYRLVDEEIERRTRDRREAAGAGGGGTVSSCETKDLLDVMLDMSLEQGKDDGVTISVNRDVMRTFLTDIF

LATVDTISSTIEWAMAELLQHPDTLRKIQQELRSVLGSKPNVEHSDVGRLPYLRAAIRETLRLHPVVPLVPNEAEQAVEI

HGHAVPKGCTVLVNLWAVHRDAGEWPEPDRFVPERFLQPRHEETGFVGTTEFEFIPFSAGRRACLGLPLAARMLHAMLGS

LLLRFDWALQREATENGVDMSESLGLTMTMATPLKAIAKPWGV*

&

>Sb03g037380|Sorbi1 75% to CYP98A4, almost identical to estExt_Genewise1.C_chr_39393
METASFLSVALALAALVPVSLLLLNRLLYGKLPPGPRRRPVVGNLFDVRPVRCRCYQEWARRYGPIMTVWLGTTPTVVVS

TSELAKEVLKTHDQHLADRCRDRSSERFSRGGQDLIWADYGPHYIKVRKLCNLELFTQRRLEALRPIREDEVTAMVESVY

KAATAPGNEGKPLVVKNHLSMVAFNNITRLAFGKRFVNAAGELDEQGREFKAIVHNGIKVGASLSIAQHIPWLRWLAPVD

EQAFKAHGDRRDRLTVKIMEEQAKALKQHGAQQHFVDALFTLRDKYDLSDDTVIGLLWDMITAGTDTTVISVEWAMAELL

RNPRVQEKLQEELDDVVGRDRVLSETDFPNLPYLQAVVKESLRLHPPTPLMLPHRASASVKIAGYDIPKGANVVVNVWAV

ARDPAVWDDPLEFRPERFLRENIDIKGADFRVLPFGAGRRVCPGAQLGINLVASMIGHMVHHFRWTLPEGTRPEDVRMVE

SPGLVTFMDTPLQAVATPRLDKEELYRRVPSEI*

>estExt_Genewise1.C_chr_39393|Sorbi1

METASFLSVALALAALVPVSLLLLNRLLYGKLPPGPRRRPVVGNLFDVRPVRCRCYQEWARRYGPIMTVWLGTTPTVVVS

TSELAKEVLKTHDQHLADRCRDRSSERFSRGGQDLIWADYGPHYIKVRKLCNLELFTQRRLEALRPIREDEVTAMVESVY

KAATAPGKPLVVKNHLSMVAFNNITRLAFGKRFVNAAGELDEQGREFKAIVHNGIKVGASLSIAQHIPWLRWLAPVDEQA

FKAHGDRRDRLTVKIMEEQAKALKQHGAQQHFVDALFTLRDKYDLSDDTVIGLLWDMITAGTDTTVISVEWAMAELLRNP

RVQEKLQEELDDVVGRDRVLSETDFPNLPYLQAVVKESLRLHPPTPLMLPHRASASVKIAGYDIPKGANVVVNVWAVARD

PAVWDDPLEFRPERFLRENIDIKGADFRVLPFGAGRRVCPGAQLGINLVASMIGHMVHHFRWTLPEGTRPEDVRMVESPG

LVTFMDTPLQAVATPRLDKEELYRRVPSEI*

&

>Sb01g034710|Sorbi1 66% to CYP92A15, no partner
MELAPSSASFLAVVVAAAAALFLATILRLRPRSTRNKYRLPPGPRPWPVIGNLNLIGRLPHRSIHELSKRYGPLMSLRFG

SFPVVVGSSVDTARLFLRTHDLAFIDRPQTAAGKYTTYNCGGLFYQPYGAYWRQGRKLCQAELFNERRLTSLEHVRGEEV

RAMVRDLHAAASAAAAGCSGGGGGGGRAVVALKEHLYMVNLHVISRMLLGKKYIVDGSGSPATPEEFRWLIDEHFFLNGV

LNVADMIPWLSCLDPHGYIKRMKRSAKMWDRFLEHVLDEHNRRRRREGKDFVAMDMMDVLLELADDPNLEVPIKRDNVKA

FILDLMGGGTDTSAVTVEWAMSELLRNPDVLAKATEELDRVIGQDRLVAERDIPNLPYMEAIVKETLRLHPVAPLLTPRL

SREDVSAGGYDIPAGTRVFVNTWSIGRDPAVWEAPMEFRPERFVVGSRGGGVDLKGQHFELLPFGSGRRMCPGMGLALRM

VPMILANLLHAFAWRLPDGVAAEELSMEETFGITVPRLVPLEAIAEPKLPARLYAGP*

&

>Sb07g022300|Sorbi1 71% to CYP92A12, no partner
MELPVPPLLLTCLAMVLAIVILRRTLKGKPRRVYRLPPGPRPWPIIGNFNLIGALPHRSIHELSKKYGELMHLRFGSYSV

VVGSSADMAKLFLKTHDLLFLDRPKTAAGKHTTYNYGDITWSPYGAYWRHARRICATQLFSPGRLASFEHIRADEVRSLV

RGLFAASASASGSGCAVRLNKDHLYTLSMNVITRMVLGKRLFDGGGDDDDDVAEGPVSSLADFKWMMDELLLVNGVLNIG

DWIPWLDWLDLQGYMRRMKRIGKRFSEFIDYILDEHDDRRRREGESFVARDMVDVLMQLADDPTFDVQIGRVGVKAFTQD

LIVGGSESTAVTVEWAISELLRKPSLFAMATEELDRVVGHGRWVTEKDIAHLPYLQSIVKETMRLHPIVPLLIPRVTRED

ASIAGYDIPKGTCVLINEFRPERFVGSKIDVKGQDFELLPFGSGRRMCPGYNLGLKEIQLTLANLLHGFTWSLPEGMAKE

DLSMDEVFGLSTTRKLPLEVIVQPRLPAELYA*

&

>Sb08g016070|Sorbi1 58% to CYP71AB2, identical to e_gw1.8.11741.1

MDHTVYYYCLVALLPLVYFLLKSLGCRSHRRLQLPPGPWQLPIIGSIHHLRGSLVHRALRDLSLRHGPLMLLKFGEVPVV

VASTPDATKEVMKTHGAIFSTKPLSFTIKTFSKDGLGIAFAPYGDYWRQLRKICIMELLSARRVRSLRPVREEEALRLVR

AVLSSSSSTMAGGAAPSLVDLGKLVAMYAADASLHAIMGRRFKVKDRDTLLCYLDKGIRLAAKFTLRDLFPSSWLVRVLS

WRAVREVEAYRHSFFAFMDDVVGEHLERRRSTEEEEEEEEYLIDVLLRIQKEGNLQFPLTMRMIQAVILDLIVGGIESAT

TTLQWAMAELMRNPGILSKAQAEVRRVFMGQTKVAEDRLGELSYLQLVIKETLRLHVPGPLLNPRECQEQCRILGYDVPK

GAMVLVNAWAIARSPDYWVEPDMFHPERFVGDTRDFKGNDFDFIPFGTGRRICPGMGFGLANIELGLASLLFYFDWSLPE

GIIPSELDMTETMEVTARRKADLLLSATPCVKLPS*

>e_gw1.8.11741.1|Sorbi1

MDHTVYYYCLVALLPLVYFLLKSLGCRSHRRLQLPPGPWQLPIIGSIHHLRGSLVHRALRDLSLRHGPLMLLKFGEVPVV

VASTPDATKEVMKTHGAIFSTKPLSFTIKTFSKDGLGIAFAPYGDYWRQLRKICIMELLSARRVRSLRPVREEEALRLVR

AVLSSSSSTMAGGAAPSLVDLGKLVAMYAADASLHAIMGRRFKVKDRDTLLCYLDKGIRLAAKFTLRDLFPSSWLVRVLS

WRAVREVEAYRHSFFAFMDDVVGEHLERRRSTEEEEEEEEYLIDVLLRIQKEGNLQFPLTMRMIQAVILDLIVGGIESAT

TTLQWAMAELMRNPGILSKAQAEVRRVFMGQTKVAEDRLGELSYLQLVIKETLRLHVPGPLLNPRECQEQCRILGYDVPK

GAMVLVNAWAIARSPDYWVEPDMFHPERFVGDTRDFKGNDFDFIPFGTGRRICPGMGFGLANIELGLASLLFYFDWSLPE

GIIPSELDMTETMEVTARRKADLLLSATPCVKLPS*

&

>Sb01g042460|Sorbi1 63% to CYP94D15, no partner
MVKLEQDLASIDQGFVLLRSRQRRQAGPTYAPGLEPYPLIRHLPQFLANRHRVLDWITEFLERQTTCTFELRRPGGRTSF

ERYRKGPRVSSLLHDFLGRGIFNADGETWRAQRKVASHEFNTRSLRAFVARCVHAELHGRLLPLLRRAAASGATLDLQDV

LERFAFDNICRVAFDHDPLQLPDEGDAAVDSSFADAFRDAANFSAGRFRYALPEFWKAKKALNVGSEKRHRESIAMVHNC

ADRIILSRREEMLSAGFEKHDLLSRFMLLSSRPDVQRRIRDEVAAVRARRRAQGDVDSVAGFDLDVLREMHYVHTAITES

MRLYPPVPINSLRAETDDVLPDGTAVQAGMKSWRSNSYAMGRMKSVWGDDAKEYRPERWLNTGDGTFRPDNPFRFVAFHF

HAGPRLCLDKEIAYIQMKSIVACLLEELDVAVDGAYRPRQVASLTLRMADGLPVTVKPR*

&

>Sb01g015080|Sorbi1 67% to CYP71W1, almost identical to e_gw1.1.4219.1
MDIWIVPFVAFLLLALLVKLTIRSSGTSSPLTNPSALRLPPGPWQLPLIGSLHHLLLSRFRDLPHRALREMSGTYGPLML

LRFGAVPTLVVSSAEAAGEVMRTHDLAFCDRYLSATFDIITCGGNNIISSRYNERWRELRKVCVLELFSQQRVLSFRPVR

EHEVARLLRSISDECGGGGGGHHQPVNLSQGICRMINDVVARTVIGDRCKYQDEYLRELDQVVRLNGGFNMADLYPSSRL

VRRFSTAARDMARCQRNLYRIIERIIQERAVVMQATAEREEDDDLLGVLLRLQAGGGLRFALTTEIVSTIIFDIFSAGSE

TSSTVLVWAMSELVKNPQVMHKAQSEVREAFKGQHKITKDDLVKLRYLPLVIKETMRLHAPVPLLIPRECRETCQVMGYD

VPKGTRVFVNVWAISRDNKFWGDGEVFRPERFGSSSVDFRGTDFEFTPFGAGRRICPGITLGLANMELSLASLLYHFDWD

LPDGVSFGQGDKRDLVHYILEAANAIAIILSAREFVLLGGRDSCAHAIGCRGATPMPLLDGRCPEVAWWEYTEQRGAGLV

*

>e_gw1.1.4219.1|Sorbi1 68% to CYP71W1, almost identical to Sb01g015080
MDIWIVPFVAFLLLALLVKLTIRSSGTSSPLTNPSALRLPPGPWQLPLIGSLHHLLLSRFRDLPHRALREMSGTYGPLML

LRFGAVPTLVVSSAEAAGEVMRTHDLAFCDRYLSATFDIITCGGNNIISSRYNERWRELRKVCVLELFSQQRVLSFRPVR

EHEVARLLRSISDECGGGGGGHHQPVNLSQGICRMINDVVARTVIGDRCKYQDEYLRELDQVVRLNGGFNMADLYPSSRL

VRRFSTAARDMARCQRNLYRIIERIIQERAVVMQATAEREEDDDLLGVLLRLQAGGGLRFALTTEIVSTIIFDIFSAGSE

TSSTVLVWAMSELVKNPQVMHKAQSEVREAFKGQHKITKDDLVKLRYLPLVIKETMRLHAPVPLLIPRECRETCQVMGYD

VPKGTRVFVNVWAISRDNKFWGDGEVFRPERFGSSSVDFRGTDFEFTPFGAGRRICPGITLGLANMELSLASLLYHFDWD

LPDGVRLEELDMTEVFGITLRKKSMLWLKAKPHNNFVSN*

&

>Sb10g025100|Sorbi1

MDDHYYVYVYLGLALVSLLLVVLAKRRRGRADGHGLRLPPGPWQLPLIGSMHHLAGQLPHRAMRDLARRHGPVMLLRIGE

VPTLVISSREAAREVMKTHDTSFASRPLSATVRVLTNNGRDIIFAPYGEHWRQLRKLAITELLSARRVLSFRAIREEEVA

SVLRDCAAAAGAEEEESRPVEMRARLSALVADATVRAVMGDRCRDRDVFLRELDRSIGLSAGFNPADLWPSSRIVGKLSG

AVRRAEECRDTVFGILDGIIKEHLQRMDSNGAGAGEAREDLLDVLLKIHKDGNLQIPLDMDVLKAVIFDIFGAGSETSAT

TLEWAMAELIRNPKAMQRATAEVREAFGARGAVAEHALGELRYLQLVIRETFRLHTPLPLLLPRQSQEPCRVLGYDVPAG

TTVLVNVWALGRDGRYWSGDPEEFRPERFETDEASAVEFKGADFELLPFGAGRRMCPGMSFGLANVELALASLLFHFDWE

APGVSEPAEFDMTEAFGITARRKANLLLRPILRVPLPAGV*

>e_gw1.10.15154.1|Sorbi1 75% to CYP71Y3, identical to Sb10g025100
MDDHYYVYVYLGLALVSLLLVVLAKRRRGRADGHGLRLPPGPWQLPLIGSMHHLAGQLPHRAMRDLARRHGPVMLLRIGE

VPTLVISSREAAREVMKTHDTSFASRPLSATVRVLTNNGRDIIFAPYGEHWRQLRKLAITELLSARRVLSFRAIREEEVA

SVLRDCAAAAGAEEEESRPVEMRARLSALVADATVRAVMGDRCRDRDVFLRELDRSIGLSAGFNPADLWPSSRIVGKLSG

AVRRAEECRDTVFGILDGIIKEHLQRMDSNGAGAGEAREDLLDVLLKIHKDGNLQIPLDMDVLKAVIFDIFGAGSETSAT

TLEWAMAELIRNPKAMQRATAEVREAFGARGAVAEHALGELRYLQLVIRETFRLHTPLPLLLPRQSQEPCRVLGYDVPAG

TTVLVNVWALGRDGRYWSGDPEEFRPERFETDEASAVEFKGADFELLPFGAGRRMCPGMSFGLANVELALASLLFHFDWE

APGVSEPAEFDMTEAFGITARRKANLLLRPILRVPLPAGV*

&

>Sb01g017270|Sorbi1 82% to CYP84A5, identical to estExt_Genewise1.C_chr_13657
MAAVAKIAMEWLQDPLSCVFLVTLAVVLLQLRRRGKAPLPPGPKPLPIVGNMAMMDQLTHRGLAALADKYGGLLHLRLGR

LHAFAVSTPEYAREVLQTHDGVFSNRPATIAIAYLTYDRADMAFAHYGPFWRQMRKLCVMKLFSRRRAETWVAVRDECAA

LVRAVATSGGEKAVNLGELIFTLTKNVTFRAAFGTRDGEDQEEFIAILQEFSKLFGAFNIGDFLPWLGWMDLQGINRRLR

AARSALDRFIDKIIDEHVKRGKSPDDADADMVDDMLAFFAEAKPAAVNGGAAANGDDLQNTLRLTRDNIKAIIMDVMFGG

TETVASAIEWAMAEMMHSPDDLRRVQQELADVVGLDRNVNESDLDKLPFLKCVIKETLRLHPPIPLLLHETADDCVVGGG

GGRRYSVPRGSRVMINVWAIGRHRGSWKDADVFRPSRFTPDGDAAGLDFKGGCFEFLPFGSGRRSCPGTALGLYALELAV

AQLAHGFNWSLPDGMKPSELDMSDVFGLTAPRATRLYAVPTPRLNCPLY*

>estExt_Genewise1.C_chr_13657|Sorbi1

MAAVAKIAMEWLQDPLSCVFLVTLAVVLLQLRRRGKAPLPPGPKPLPIVGNMAMMDQLTHRGLAALADKYGGLLHLRLGR

LHAFAVSTPEYAREVLQTHDGVFSNRPATIAIAYLTYDRADMAFAHYGPFWRQMRKLCVMKLFSRRRAETWVAVRDECAA

LVRAVATSGGEKAVNLGELIFTLTKNVTFRAAFGTRDGEDQEEFIAILQEFSKLFGAFNIGDFLPWLGWMDLQGINRRLR

AARSALDRFIDKIIDEHVKRGKSPDDADADMVDDMLAFFAEAKPAAVNGGAAANGDDLQNTLRLTRDNIKAIIMDVMFGG

TETVASAIEWAMAEMMHSPDDLRRVQQELADVVGLDRNVNESDLDKLPFLKCVIKETLRLHPPIPLLLHETADDCVVGGG

GGRRYSVPRGSRVMINVWAIGRHRGSWKDADVFRPSRFTPDGDAAGLDFKGGCFEFLPFGSGRRSCPGTALGLYALELAV

AQLAHGFNWSLPDGMKPSELDMSDVFGLTAPRATRLYAVPTPRLNCPLY*

&

>Sb01g001180|Sorbi1

MDSIGKCMDPQLPLEISVPGVPRDRRRTNTNTNTNPRGREPASSYIMPTNHTQQSEAKQAELEAAHTPHSSRPAIPQGKQ

GHGQLTMATTATPQLLGGSVPQQWQTCLLVLLPVLLVSYYLLTSRSRNRSRSGKLGGAPRLPPGPAQLPILGNLHLLGPL

PHKNLRELARRYGPVMQLRLGTVPTVVVSSAEAAREVLKVHDVDCCSRPASPGPKRLSYDLKNVGFAPYGEYWREMRKLF

ALELLSMRRVKAACYAREQEMDRLVADLDRAAASKASIVLNDHVFALTDGIIGTVAFGNIYASKQFAHKERFQHVLDDAM

DMMASFSAEDFFPNAAGRLADRLSGFLARRERIFNELDVFFEKVIDQHMDPARPVPDNGGDLVDVLINLCKEHDGTLRFT

RDHVKAIVLDTFIGAIDTSSVTILWAMSELMRKPQVLRKAQAEVRAAVGDDKPRVNSEDAAKIPYLKMVVKETLRLHPPA

TLLVPRETMRDTTICGYDVPANTRVFVNAWAIGRDPASWPAPDEFNPDRFVGSDVDYYGSHFELIPFGAGRRICPGLTMG

ETNVTFTLANLLYCYDWALPGAMKPEDVSMEETGALTFHRKTPLVVVPTKYKNRRAA*

>fgenesh1_pm.C_chr_1000035|Sorbi1 61% to CYP71E4, almost identical to Sb01g001180
MVNHRRVNLFFLSIFNTSCICRKIRCDGCLPILGNLHLLGPLPHKNLRELARRYGPVMQLRLGTVPTVVVSSAEAAREVL

KVHDVDCCSRPASPGPKRLSYDLKNVGFAPYGEYWREMRKLFALELLSMRRVKAACYAREQEMDRLVADLDRAAASKASI

VLNDHVFALTDGIIGTVAFGNIYASKQFAHKERFQHVLDDAMDMMASFSAEDFFPNAAGRLADRLSGFLARRERIFNELD

VFFEKVIDQHMDPARPVPDNGGDLVDVLINLCKEHDGTLRFTRDHVKAIVLDTFIGAIDTSSVTILWAMSELMRKPQVLR

KAQAEVRAAVGDDKPRVNSEDAAKIPYLKMVVKETLRLHPPATLLVPRETMRDTTICGYDVPANTRVFVNAWAIGRDPAS

WPAPDEFNPDRFVGSDVDYYGSHFELIPFGAGRRICPGLTMGETNVTFTLANLLYCYDWALPGAMKPEDVSMEETGALTF

HRKTPLVVVPTKYKNRRAA*

&

>Sb03g042660|Sorbi1 58% to CYP704A5, almost identical to fgenesh1_pm.C_chr_3001492
MDYTTPPTWAAFAGLALLAIISYVGAVRRRRSGRRYPPAVGTVFHKLYHFRRLHDYLTDLSRGRKTFRLLAPGRRLIYTC

DPAVVEHILRANFANYGKGAFNRDNTGDLLGDGIFAVTFGSDLDTLGAASSGGGGGGGDEGSRFASAVDDASEFTLLRYV

NPFWKAMRLLNVGPEAALRERVKAVDAFVYERIRARSEELRAAAAAARQGGLPVARRDMLSRFIEAATTTGGDGAATAGA

GTAAAAAAVDHKYLRDIVLSIVIAGKDTSVEALAWFFYMACKHPRVQERVFREAREATGEKASSMDEFARCLTDEALGKM

HYLHAALTETLRLYPALPLNNKECFSDDVLPGGFSVGKGDVVFYVPYAMGRMEYLWGSDAEVFRPERWLHDNGEFQQESP

FKFTAFQAGPRICLGKEFAYRQMKVLAAVLLRFFVFSLRDEEASVNYRATITLLIEHGLHLMATPR*

>fgenesh1_pm.C_chr_3001492|Sorbi1

MDYTTPPTWAAFAGLALLAIISYVGAVRRRRSGRRYPPAVGTVFHKLYHFRRLHDYLTDLSRGRKTFRLLAPGRRLIYTC

DPAVVEHILRANFANYGKGAFNRDNTGDLLGDGIFAVTFGSDLDTLGAASSGGGGGGGDEGSRFASAVDDASEFTLLRYV

NPFWKAMRLLNVGPEAALRERVKAVDAFVYERIRAGTAAAAAAVDHKYLRDIVLSIVIAGKDTSVEALAWFFYMACKHPR

VQERVFREAREATGEKASSMDEFARCLTDEALGKMHYLHAALTETLRLYPALPLNNKECFSDDVLPGGFSVGKGDVVFYV

PYAMGRMEYLWGSDAEVFRPERWLHDNGEFQQESPFKFTAFQAGPRICLGKEFAYRQMKVLAAVLLRFFVFSLRDEEASV

NYRATITLLIEHGLHLMATPR*

&

>Sb07g020940|Sorbi1 83% to CYP735A3, no partner
MALGVVGLVLALPLLFLLTRAAWITVSCYYLTPARIRTILAGQGVHGPPPRLLVGNLRDVSALVAEATAGDMSSLSHDIV

GRLLPHYVLWSKMYGRLFVYWYGSEPRVCVTDAGMVRELLSSRHAHVTGKSWLQRQGAKHFIGRGLIMANGATWSHQRHV

VAPAFMADRLRGRVGHMAECARQTARALREAVARAGNEVEVGAHMARLAGDIIARTEFDTSYDTGKRIFDLIEELQRLTA

RSSRHLWVPGSQYLPSKYRREIKRLNGELEQLLKESIERSREIADEGRTPSSACGMGLLGMLLAEMEKNKNDGELGYDAQ

MMIDECKTFFFAGHETSALLLTWAIMLLATNPSWQDKARAEVAGVCGGAPPTADHLPKLTVLQMVINETLRLYPPATLLP

RMAFEDITLGSGPGDELRVPKGASLWIPLLAIHHDEAVWGADAHEFRPDRFAPGRPRPWAGRFLPFASGPRNCVGQAYAM

VEAKVVLAVMLASFRFGISDEYRHAPVNVLTLRPRHGVPVRLLPLTPQ*

&

>Sb04g000730|Sorbi1 65% to CYP89E1, no partner
MEDSGACWPLLLLPLAASLLFLLYCRIHGGRKNSAPGSEGNNGRLPPGPPTLLFLAKFLSLRRSVFDLGPLLRELHARHG

PVISLRLLFATHVFVADRRLAHRALVHGGATFADRPPVVEPEGLFSAGGRDINTSPYGPYWRLVRRNLATEALHRGRVGL

FEPARRSACDALVTSLSASAAADETATLRPFLRRAMFQLLAHMCFGAQLGREVLDEIEELQHRMILSYTTFPIFAVFPAV

TKRLFRKRWAAYVALARRMDEVFVPLIHATRGGGGDDPPCYADSLRTLRVAEEGDRPLTDAEMTSLCTEFLTGGTDTTVT

VVEWIMAELVNHPDVQAKVHDEVKNAPDGDLQLQAMPMPYLKAVVLEGLRLHPPGHFVLPHGVRGDAEIGGYTVPKGAQV

NFLVAEMGRDETVWTAAREFRPERFVDGGEGCDVDITGTKEIKMMPFGVGRRMCPGYALGMHHAEYFVARLVRDLEWLPP

ADGEVVDMAELMEFTTVMKHPLRARVVPRN*

&

>Sb04g005770|Sorbi1

MDSLTYYLCLFLAALLPLLLLKLFKNRDNNSLRLPPGPWRLPVIGSLHHLLGSPFPHHVMADIAGRLEAPLIYLKLGEVP

VVVASSQDAAREIMKTHDVNFATRPLSPTMKDLMADVEGLVFAPYGPLWRQLRKISTMELLSARRVQSFRGVREEEVGRL

VAAIAAASPTGEAVNLSQRIAELTNDTAVRSMIGDRFEKQQEFLENMAERRELASVIGGMARRAAVNRRKMFELMDYAIK

KHEERRAAMAKSAEGEGIVKEDLLDVLLRIQKEGGLEVPLTMGMIKGIIMDLFGAGSETSASTLQWAMSELVRNPKVMEM

AQAEVREKLQGKPTVTEDDLVELRYIKLIIKETLRVHPVVPLLLPRECRESCKIMGYDVPKGATVFVNVWAICRDPKYWD

DAATFKLERFEAGTIDFKGTDFEYTPFGAGRRMCPGMAFAQASMELVLAALLYHFDWKLPDGMLPSELDMTEEMSITARR

KHDLYLQPVVSVPPHAV*

>estExt_fgenesh1_pm.C_chr_40212|Sorbi1 64% to CYP71X11, almost identical to Sb04g005770
MDSLTYYLCLFLAALLPLLLLKLFKNRDNNSLRLPPGPWRLPVIGSLHHLLGSPFPHHVMADIAGRLEAPLIYLKLGEVP

VVVASSQDAAREIMKTHDVNFATRPLSPTMKDLMADVEGLVFAPYGPLWRQLRKISTMELLSARRVQSFRGVREEEVGRL

VAAIAAASPTGEAVNLSQRIAELTNDTAVRSMIGDRTGFSLGDLFPSSRLASVIGGMARRAAVNRRKMFELMDYAIKKHE

ERRAAMAKSAEGEGIVKEDLLDVLLRIQKEGGLEDLFGAGSETSASTLQWAMSELVRNPKVMEMAQAEVREKLQGKPTVT

EDDLVELRYIKLIIKETLRVHPVVPLLLPRECRESCKIMGYDVPKGATVFVNVWAICRDPKYWDDAATFKLERFEAGTID

FKGTDFEYTPFGAGRRMCPGMAFAQASMELVLAALLYHFDWKLPDGMLPSELDMTEEMSITARRKHDLYLQPVVSVPPHA

V*

&

>estExt_Genewise1.C_chr_107065|Sorbi1

MDQELQSSYHYLFWAAILLLPLLAINVKLRRRNHGNKPPPGPWQLPVIGSLHHLVGALPHRAMRDLARRHGPLMLLRLGE

LPVVVASSPDAAREVMRTHDAAFATRPRTATLRELTRDGLGVAFAPHGEHWRQLRKLCVTELLSARRVRSLRGGREAEAA

NLVASVASSSSSKAVNVSALLATYVTDAVVRAVVGGQIRDRDAFLEKLDEGVRVAAGFSLADVFPSSRLARAFSGAARAA

EAHHREMTRLMDGVIAEHQERRAAGAGNDEDDLLDVLLRIQKHGGLQVPLDMGTIRAVIIDLFSAGSETTATTLQWAMAE

LMRHPAALRKAQAEVRRVLAGQNRVAEDALPKMHYLQLVIKETLRLHAAVPLLLPRECQEETRGVLRYDVPRGAMVLVNA

WAIGRDAASWGPDAEEFRPERFEDGGARAKVDFRGTDFEFVPFGAGRRICPGIALGLAVMELGLASLLFHFDWALPGGAA

PEELDMAEGLGITARRKNDLWLQATVRVTVPIV*

>Sb10g025160|Sorbi1 79% to CYP71AF1, identical to estExt_Genewise1.C_chr_107065
MDQELQSSYHYLFWAAILLLPLLAINVKLRRRNHGNKPPPGPWQLPVIGSLHHLVGALPHRAMRDLARRHGPLMLLRLGE

LPVVVASSPDAAREVMRTHDAAFATRPRTATLRELTRDGLGVAFAPHGEHWRQLRKLCVTELLSARRVRSLRGGREAEAA

NLVASVASSSSSKAVNVSALLATYVTDAVVRAVVGGQIRDRDAFLEKLDEGVRVAAGFSLADVFPSSRLARAFSGAARAA

EAHHREMTRLMDGVIAEHQERRAAGAGNDEDDLLDVLLRIQKHGGLQVPLDMGTIRAVIIDLFSAGSETTATTLQWAMAE

LMRHPAALRKAQAEVRRVLAGQNRVAEDALPKMHYLQLVIKETLRLHAAVPLLLPRECQEETRGVLRYDVPRGAMVLVNA

WAIGRDAASWGPDAEEFRPERFEDGGARAKVDFRGTDFEFVPFGAGRRICPGIALGLAVMELGLASLLFHFDWALPGGAA

PEELDMAEGLGITARRKNDLWLQATVRVTVPIV*

&

>Sb03g001010|Sorbi1

MAESLLYGRDVAFAPYGEYWRQARRVSVVHLLSARRVGSFRRVREQEATALAARASTGAGGAAVDLSELLTEYANAVVSR

AAFGDESARGLFDEFQSGRRQRKVFTDFQKLIGTVPVGELLPWLGWVDAITGLEGKIRRTFEALDGLLEKVIDDHRRRPR

GEGDGDGRDFVDVLLDVHKNDKEVGIQLATNEIKAIILDMFAAGTDTTTTAMEWAMAELVTHPRAMRRAQDEVRAAAAGS

TGVNEDHVAQLDYLKAVVKETLRLHAPLPLLVPREPAADAEILGFHVPASTRVLVNAWAISRDPATWERAEEFVPERFLG

SAVDFRGQHFELLPFGAGRRMCPGIRFAEASAEMALASLLYHFDWEAAGGQGSREGTPTPSLDMTEANGLAVHIKSGLPL

LAKPWVP*

>e_gw1.3.303.1|Sorbi1 68% to CYP71T3, almost identical to Sb03g001010
MHIYINVTVCIVLSRNPVHPIASRSCRSITPTSRRDGRRLPLPPSPWGLPLLGHLHLLGALPHRSLASLARAHGPVLLLR

LGRVPTVVVSSAAAAEEVMRARDLAFASRPPSAMAESLLYGRDVAFAPYGEYWRQARRVSVVHLLSARRVGSFRRVREQE

ATALAARASTGAGGAAVDLSELLTEYANAVVSRAAFGDESARGLFDEFQSGRRQRKVFTDFQKLIGTVPVGELLPWLGWV

DAITGLEGKIRRTFEALDGLLEKVIDDHRRRPRGEGDGDGRDFVDVLLDVHKNDKEVGIQLATNEIKAIILDMFAAGTDT

TTTAMEWAMAELVTHPRAMRRAQDEVRAAAAGSTGVNEDHVAQLDYLKAVVKETLRLHAPLPLLVPREPAADAEILGFHV

PASTRVLVNAWAISRDPATWERAEEFVPERFLGSAVDFRGQHFELLPFGAGRRMCPGIRFAEASAEMALASLLYHFDWEA

AGGQGSREGTPTPSLDMTEANGLAVHIKSGLPLLAKPWVP*

&

>Sb02g007420|Sorbi1 76% to CYP76M9, identical to e_gw1.2.2117.1
MAARELYWWPWATLAAVSLLLYYLMTNRRRRWGSRSGRRRPPGPRPLPLIGNLLDLREGNLHHTLARLARAHGAPVMRLD

LGLVPAVVISSRDAAREAFTAHDRRLAARAVPDGKRALNFCDRSMIWLPSSDPLWRTLRGVVASHVFSPRSLAATRAVRE

RKVRDLVAYLRGRAGMEVDVKEAVYGGVINLVSSSLFSVDVVDVGAASAHALQELVEELIECIAKPNVSDFFPFLRPLDL

QGWRRWVAGHLSKIFQVLDDIIDRRLAVAASASTSKGDDRHGDFLDVLVELKSRGKITRDNLTLVLFDVFTAGSDTMALT

VEWAMAELLRNPGIMAKVRAEIKGAVGGKKEGAVDEDDVASLPYLQAVVKEAMRLHPVAPVMLPHMAVEDGVEIGGYAVP

RGCTVIFNTWAIMRDPAAWERPDEFVPERFLSRELDSLGKQFEFIPFGSGRRLCPGVPMAERVVPLILASLVHAFEWQLP

DGMSAEQVDVSEKFTTANVLAFPLKVVPVIV*

>e_gw1.2.2117.1|Sorbi1

MTNRRRRWGSRSGRRRPPGPRPLPLIGNLLDLREGNLHHTLARLARAHGAPVMRLDLGLVPAVVISSRDAAREAFTAHDR

RLAARAVPDGKRALNFCDRSMIWLPSSDPLWRTLRGVVASHVFSPRSLAATRAVRERKVRDLVAYLRGRAGMEVDVKEAV

YGGVINLVSSSLFSVDVVDVGAASAHALQELVEELIECIAKPNVSDFFPFLRPLDLQGWRRWVAGHLSKIFQVLDDIIDR

RLAVAASASTSKGDDRHGDFLDVLVELKSRGKITRDNLTLVLFDVFTAGSDTMALTVEWAMAELLRNPGIMAKVRAEIKG

AVGGKKEGAVDEDDVASLPYLQAVVKEAMRLHPVAPVMLPHMAVEDGVEIGGYAVPRGCTVIFNTWAIMRDPAAWERPDE

FVPERFLSRELDSLGKQFEFIPFGSGRRLCPGVPMAERVVPLILASLVHAFEWQLPDGMSAEQVDVSEKFTTANVLAFPL

KVVPVIV*

&

>Sb06g025830|Sorbi1 79% to CYP87A4, no partner
MCAYHYHMRLSGVAAVVLLLLLYAVHRWRNPRCSGGRLPPGSMGLPLVGETLQFFSPDASLDVPRFVRHRLARYGPIFKT

SLVGHPVVVSADEELNYMVFQQEGRLFQSWYPDSFVEILGRDNVGEQQGAMFKHLKNMVLRYLGPESLRESSMLRDVEHA

VGSSLCTWSTLPAVELKEAVSTMVFDLSANKLLGLEPSRSKILRKSFFDFVRGLISFPLYLPGTAYYSCMKGRQSAMEVL

QEVLEERKRSVQLPGAGGGAMETTRRHGDFLDLVIQEMTKEKPLVTDRMALDLMFVLLFASFHTTSLALTLAVKLLADHP

RVLEELTVEHETILSGRKACHGSDGITWMEYKSMTFTSQVINETVRLANIAPGIFRKALKDIRFKGFTIPAGWGVMVCPP

AVHLNPVIYPDPLIFNPTRFKDKPEIDRGSRHFMAFGGGLRSCVGADFSKLQMSIFLHFLVTRYRWKNLWGGKIVRNPGL

EFSDGYHIQIRHWN*

&

>Sb05g021580|Sorbi1

MEEMTQWLPVAVAVLVLLAAAATHLRSSSSRHCAGNTRRTVPVPVPATIEVRDPEAARRMIVDHADTFSDHPAVPFPVDL

DAGHPKTTSINSAPYGPLWRALRCNLTAGVLHPSRLAHLAPLQRDAVESLVADLAARGRGGAGRARDEVVAVRDALYTAV

FKVVARMCFGDDGIGERDVRAMQRTLREFFHSGVDARRLASSRLARLLHWRQWRYLVGTRGRLAEVFVPAIAARRRRLRR

SDGGGVRSYVDTLLDLRVPDDDDDEDGEPSSGSGGSARRRALRDDEMVRLVWEFLGAGTETVVACVEWTLARLVAHPEVQ

EKLHRELSAGDQRSLQDLPYLRAVILESLRLHPPVPFILRDVVGLPEGAAAAAAAVGKAVALPPRNGAPVRFVFMAEDIG

RDPKAWTDAEEFRPERFVGGGEGEDVSPIPGRKQIRMMPFGAGRRHCPGAGLAVIQAKCFVAALVREFEWAPPARGGGGV

DHTPTNALFLKVMASPLRARIVPRRS*

>Sb0297s002020|Sorbi1 51% to CYP723A3, identiocal to Sb05g021580
MEEMTQWLPVAVAVLVLLAAAATHLRSSSSRHCAGNTRRTVPVPVPATIEVRDPEAARRMIVDHADTFSDHPAVPFPVDL

DAGHPKTTSINSAPYGPLWRALRCNLTAGVLHPSRLAHLAPLQRDAVESLVADLAARGRGGAGRARDEVVAVRDALYTAV

FKVVARMCFGDDGIGERDVRAMQRTLREFFHSGVDARRLASSRLARLLHWRQWRYLVGTRGRLAEVFVPAIAARRRRLRR

SDGGGVRSYVDTLLDLRVPDDDDDEDGEPSSGSGGSARRRALRDDEMVRLVWEFLGAGTETVVACVEWTLARLVAHPEVQ

EKLHRELSAGDQRSLQDLPYLRAVILESLRLHPPVPFILRDVVGLPEGAAAAAAAVGKAVALPPRNGAPVRFVFMAEDIG

RDPKAWTDAEEFRPERFVGGGEGEDVSPIPGRKQIRMMPFGAGRRHCPGAGLAVIQAKCFVAALVREFEWAPPARGGGGV

DHTPTNALFLK

&

>Sb01g017180|Sorbi1 69% to CYP89B9, no partner
MAAQLLVVAALLLLPLVAVLFGKQHGPRKGKNGARLPPGPPGLPRYSSDVEALLRRLVARYGPVVSLRAGSSLSIFIADR

RIAHAALVQSGAALADRPAVTRALLGESDNTILRSSYGPVWRLLRRNLVAETLHPSRVKLFAPARAWVRRVLAEKLGREA

EEAQARAEAPPPVMETFRYAMFCLLVLMCFGERLDEPAVRTIASAQYGWLMFVAKNSSLFAFWPALTKILFRGRLQTGLA

SRQRQKELFVPLIDARRVRKRQQQLKNQGDAAVVAPEEETTTLGHSYVDTLLDIRLPEEGDRALTDDEMSNLCSEFLGAG

TDTTSTALQWIMAELVKNPDTQEKLYNEIKATCGDEQEGVGEEDTQKMPYLKAVVLEGLRRHPPAHFVLSHKAAEDMEVG

GYLIPKGASVNFTVAEMGWDEREWDRPMEFVPERFLAGGDGEGVDVTGSREIKMMPFGAGRRICAGLGIAMLHLEYFVAN

LVREFEWKEVPGNEVDFAETREFTTVMKKPLRAHLVRRVSVKQ*

&

>Sb01g035170|Sorbi1 60% to CYP81L4, almost identical to e_gw1.1.15486.1
MAVAVVIALFIPALLLTLVQRRQHTGHNKPPPDPPEPRGIPLVGHLHLLIKKPLHRTLAHLADRQRHGDVLGLRFGSTTR

VAVVSSASVAQQCLVALDTSFGNRPRLPSAKILSYDWSTMGHSNCGAFWRQVRRTAATEISSVERVQHFADVHEQEARAM

ARRLCRVALAASEGRALVDVKARLWEMLMNGLLDMLCKRTSSRSSDEQDDTVEVSEEARCFMAMVEETMELTLTVWDFLP

APARWLLDVNAVGRRLQRLQADRTEFLQRLIEEHKEMEKGGEVTRRTLVRVLLELQKKDPEACTDQLIRSSCISAIEAGA

LSTSYTIEWVMSLLLNYPHVMKKARDEIDACVGEPKRLLEATDLPKLPYLRCIILETLRLYPVVPLLIPRESSTDCMVSG

FHIPKGTMLVVNAFAIHRDPGTWDDPETFLPERFEDGRNQAQAGKMVDLSFGMGRRRCPAENLGMQLAGIALGTMIQCFN

WERVGTELVDMAEGSGLTMAKKLESPMATKEPCLDRIDKFVSSDSSCITTASTLSLMPHIDPATKCNMDASTDALHNLRY

VGGRMKIKKINE*

>e_gw1.1.15486.1|Sorbi1

MAVAVVIALFIPALLLTLVQRRQHTGHNKPPPDPPEPRGIPLVGHLHLLIKKPLHRTLAHLADRQRHGDVLGLRFGSTTR

VAVVSSASVAQQCLVALDTSFGNRPRLPSAKILSYDWSTMGHSNCGAFWRQVRRTAATEISSVERVQHFADVHEQEARAM

ARRLCRVALAASEGRALVDVKARLWEMLMNGLLDMLCKRTSSRSDEQDDTVEVSEEARCFMAMVEETMELTLTVWDFLPA

PARWLLDVNAVGRRLQRLQADRTEFLQRLIEEHKEMEKGGEVTRRTLVRVLLELQKKDPEACTDQLIRSSCISAIEAGAL

STSYTIEWVMSLLLNYPHVMKKARDEIDACVGEPKRLLEATDLPKLPYLRCIILETLRLYPVVPLLIPRESSTDCMVSGF

HIPKGTMLVVNAFAIHRDPGTWDDPETFLPERFEDGRNQAQAGKMVDLSFGMGRRRCPAENLGMQLAGIALGTMIQCFNW

ERVGTELVDMAEGSGLTMAKKVPLEAFCRPRASMLHLLSQI

&

>Sb01g042310|Sorbi1 75% to CYP94D15, identical to e_gw1.1.17171.1

MTAFWLLLLFVASTVQVLRTWRARSIVNKAGPTYPPGLQPYPLIGHLPQFLANRHRLLDWMTEALERQTTCTFVLRWPGG

VRGAITANPANVEHVLRTSFDNYPKGPRFTSVLHDFLGRGIFNADGEAWRAQRKVASHEFSTRSLRAFVARCVHAELHGR

LLPLLRRAATASSAPLDLQDALERFAFDNICRVAFDHDPRQLADDGDDTADCTFADAFRDAANLSVGRVLYAVTGFWKIK

KALNVGSEKRLRESIATVHDFADRIIQSRREEMLIRAGLDKHDLLSRFVASQDETYSESEVPLRDVVVSFLLAGRETTSS

ALTWFFWLLSSRTDVQRRIRDEVAAVRARRRAQGDVDSVVGFDLDELREMHYVHAAITESMRLYPPVPVNSLRAEADDVL

PDGTTVRAGWFVAYNSYGMGRMESVWGDDAREYRPERWLNPVDGTFRPASPFRFVSFHAGPRLCLGKEMAYIQMKSIVAC

VLKEFDVAVDGAYRPRQVASLTLRMADGLPVTVKPRRD*

>e_gw1.1.17171.1|Sorbi1

MTAFWLLLLFVASTVQVLRTWRARSIVNKAGPTYPPGLQPYPLIGHLPQFLANRHRLLDWMTEALERQTTCTFVLRWPGG

VRGAITANPANVEHVLRTSFDNYPKGPRFTSVLHDFLGRGIFNADGEAWRAQRKVASHEFSTRSLRAFVARCVHAELHGR

LLPLLRRAATASSAPLDLQDALERFAFDNICRVAFDHDPRQLADDGDDTADCTFADAFRDAANLSVGRVLYAVTGFWKIK

KALNVGSEKRLRESIATVHDFADRIIQSRREEMLIRAGLDKHDLLSRFVASQDETYSESEVPLRDVVVSFLLAGRETTSS

ALTWFFWLLSSRTDVQRRIRDEVAAVRARRRAQGDVDSVVGFDLDELREMHYVHAAITESMRLYPPVPVNSLRAEADDVL

PDGTTVRAGWFVAYNSYGMGRMESVWGDDAREYRPERWLNPVDGTFRPASPFRFVSFHAGPRLCLGKEMAYIQMKSIVAC

VLKEFDVAVDGAYRPRQVASLTLRMADGLPVTVKPRRD*

&

>Sb09g020650|Sorbi1 73% to CYP94D7, no partner
MEVSLTSSPLLILFLALLCFLYYLRQQDPKKQPRVHGLKSYPVVGVLPHLVKNHRRLLEWSADVVTKSPTHTMSFKVPGL

IGAAITANPANVEHILKTNFANYPKGEVTVSTIEDFLGHGIFNSDGDQWLWQRKAASYEFSKRSLRSFVVDTVRFEVAER

LLPLLDRAARDDGRTLDVQDVLERFAFDNICCVAFDHDPACLAEDGMAAPQSAEFMRAFNDVQDAVMARFMAPARSLWRV

KRLLNLEPERRLREALATVRGYADRIVRERRNRGEGDAGHDFLSRFAASGEHSDEGLLDVVTNFIIAGRDTTSSALTWFF

WLVSGRPDVEDKIVGEIRTVRAASQGTSTTGATFSFDELRDMHYLHAAITESMRLYPPVPMDSRRCEQDDFLPDGTFVGA

GWQASYSAFAMARVEDIWGNDCEEFRPERWLGDDGAFRPESPFKYPVFHAGPRVCLGKEMAYIQMKSIVACAFERFSFRF

VGGEERPGLVLSFTLRMKGGLPMQVSKRSYGRDM*

&

>Sb02g005500|Sorbi1

MEGSKLFLVLSLPVLLIVVLSRLKSLLVAKPKLNLPPAPWMLPVIGSLHHLISSTPSPHQAMCRLAKKYGPIMMLRLGEV

PALVLSSPEAAEEVLKTNDLKFADRNLNATLNALTYNGTDLTFAPYGERWRQLRKICVTELLNPGAARLLSYRHIREEEV

ARFIQNLTTLAGAGSPVDLTKMIYRFINDTFVRESVGSRCKYQDEYLDAFRTALRQTSSVTVADIFPSSRLLQLLGTAPR

KVFTARSRMQRVLKQVIREKMEAMDRGDDEEGAGNECFLSVLIRLQKENSAPVELTDNTVVALMFDMFAAGSETSSITLT

WCMTELLRFPAVMAKAQAEVRDAFKGKNKITEQDLEGLRYLKLVIKETLRLHPPGPVLIPRVCRETCQIMGYDIAEGTVL

FINVWSIGRDPKYWDNPMEFKPERFEKNNLDYKGTNFEYLPFGAGRRMCPGINLGLDNIELALASFLYHFDWKLPDGIEP

KDVDVSEASGMAASKKTSLILHPVTRISPANNA*

>e_gw1.2.1100.1|Sorbi1 65% to CYP71Z9, identical to Sb02g005500
MEGSKLFLVLSLPVLLIVVLSRLKSLLVAKPKLNLPPAPWMLPVIGSLHHLISSTPSPHQAMCRLAKKYGPIMMLRLGEV

PALVLSSPEAAEEVLKTNDLKFADRNLNATLNALTYNGTDLTFAPYGERWRQLRKICVTELLNPGAARLLSYRHIREEEV

ARFIQNLTTLAGAGSPVDLTKMIYRFINDTFVRESVGSRCKYQDEYLDAFRTALRQTSSVTVADIFPSSRLLQLLGTAPR

KVFTARSRMQRVLKQVIREKMEAMDRGDDEEGAGNECFLSVLIRLQKENSAPVELTDNTVVALMFDMFAAGSETSSITLT

WCMTELLRFPAVMAKAQAEVRDAFKGKNKITEQDLEGLRYLKLVIKETLRLHPPGPVLIPRVCRETCQIMGYDIAEGTVL

FINVWSIGRDPKYWDNPMEFKPERFEKNNLDYKGTNFEYLPFGAGRRMCPGINLGLDNIELALASFLYHFDWKLPDGIEP

KDVDVSEASGMAASKKTSLILHPVTRISPANNA*

&

>Sb02g007570|Sorbi1 62% to CYP81A6, no partner
MEVYVAVLSFLVAASLYILLGRRRSSKMNGEHKPPSPPSIPVLGHLHLLRKPVHAALARLAARHGPEVLSLRLGSRDAVV

VTSAARARECFTERDLCFATRPRFAALDLVTFGGTTLPTCAYGAYWRDLRRVATVHLLSARRVGRIMSGAIAAEVRAAVR

RLHRAAAAAPAPGGAARVELKRRLFGLILGALMETIAGTTNNRTSTRDEDDDADADMTPEANEFKQTLDVMASLVGAANT

WDYFPLLRRFDVFGVKRKIMAAVRRRDAFLQRLVDAERRRLELDDDGLREEESMIAVLLSLQKSEPEIYTDTVIMSLCSS

MFSAGTETTATAAEWAMSLLLNHPEILRKAQAEIDASVGSSRLLSAADVPRLGYLQCVVTEALRLYPAVPLLVPHESTVD

CSVGGHHVPRGTMLLVNAYAIHRDPAAWADPAAFRPERFEGGGGGAATPAAAAEALMIPFGLGRRKCPGETLALRTLGLV

LGTLVQCFDWDRVGDDQVDMAEGAAGLMLPRAAPLEAMCRPRRAMLGVLQDL*

&

>Sb02g037140|Sorbi1 77% to CYP89B4, identical to estExt_Genewise1Plus.C_chr_29931
MEISWLVLAGGLLLSSLLVLRRHAKNRRLPPGPPAVPLFGNLLWLRNSAADVEPLLRKLFKRYGPVVTLRMGSRLAIFVA

DRRLAHAALVGAGAVTMANRPQAATSSLLGVSDNIITRADYGPVWRLLRRNLVAETLHPSRVRLFAPARAWVRGVLMDKL

RAGSGAGDVMEAFRYTMFCLLVLMCFGERLDEPAVRAIEDAERTWLLYISQQMSVFFFFPSVTRHVFRGRLQTARALRRR

QAELFVPLINARREYKRQAKAGQAPARETTFQHSYVDTLLDITLPAEEGHRALTDDEIVTLCSEFLTAGTDTTSTGLQWI

MAELVKNPAVQDRLHAEIKATCGDDDEAVSEEAVHGMPYLKAVILEGLRKHPPGHFVLPHKAAEDMDVGGYLIPKGATVN

FMVAEMGRDEQEWERPMEFVPERFLEGGDGVGVDMTGTKGIRMMPFGVGRRICAGLSIAMLHLEFFVANMVREFEWREAP

GHEVEFGEKSEFTTVMKKPLRPRLVPRRT*

>estExt_Genewise1Plus.C_chr_29931|Sorbi1

MEISWLVLAGGLLLSSLLVLRRHAKNRRLPPGPPAVPLFGNLLWLRNSAADVEPLLRKLFKRYGPVVTLRMGSRLAIFVA

DRRLAHAALVGAGAVTMANRPQAATSSLLGVSDNIITRADYGPVWRLLRRNLVAETLHPSRVRLFAPARAWVRGVLMDKL

RAGSGAGDVMEAFRYTMFCLLVLMCFGERLDEPAVRAIEDAERTWLLYISQQMSVFFFFPSVTRHVFRGRLQTARALRRR

QAELFVPLINARREYKRQAKAGQAPARETTFQHSYVDTLLDITLPAEEGHRALTDDEIVTLCSEFLTAGTDTTSTGLQWI

MAELVKNPAVQDRLHAEIKATCGDDDEAVSEEAVHGMPYLKAVILEGLRKHPPGHFVLPHKAAEDMDVGGYLIPKGATVN

FMVAEMGRDEQEWERPMEFVPERFLEGGDGVGVDMTGTKGIRMMPFGVGRRICAGLSIAMLHLEFFVANMVREFEWREAP

GHEVEFGEKSEFTTVMKKPLRPRLVPRRT*

&

>Sb06g010870|Sorbi1

MAHQATIVIDDLTTANSPLLKAVFPLLVPVILLFVLLRYFSTGATTTNTKQGKKLLPSPPALPLIGHLHLVGAHPHVSMR

GLAARHGGEDLMLLRLGTVPTLVAFSPRAAQAVLRTHDQSLASRPRSIFGDILGYGPSDVGFAPYGEGWRQAKKLVTTHL

LNTKKVQSYRAAREEEVGLVVDKIRCAAMAGAAVDLSELLSSFTTDMISRAVVGRSFRVDGLDKVFKEAMDASMAVLGGF

NLENFYPGLAKVAGGVLMWPGRRKAERLRDQWDEVLDKVIDQHASMAAASHESDFTHVMLSVQEEYGLTRDGIKGILSDM

FAAGTDTAYLVLEFTMAELMLHQDVMARLQAEVRNSIMPKNQEVITEEYLTGMPYLKAVIKETLRLHPPSPLLLPHQSLE

ECTIDGYVVPAGTTVFVNAWAIGRDLRLWDAAEEFMPERFIDKGATEGVDFRGIDFQFLPFGSGRRMCPGMNFGLANVEI

MLANLVCHFDWEMAGGANEIDMTEVFGLTVHRKEKLILTPRLQSCVA*

>fgenesh1_pm.C_chr_6000072|Sorbi1 56% to CYP71C15, almost identical to Sb06g010870
MWNSLPLPVVIFRPIWPAKCIGATTTNTKQGKKLLPSPPALPLIGHLHLVGAHPHVSMRGLAARHGGEDLMLLRLGTVPT

LVAFSPRAAQAVLRTHDQSLASRPRSIFGDILGYGPSDVGFAPYGEGWRQAKKLVTTHLLNTKKVQSYRAAREEEVGLVV

DKIRCAAMAGAAVDLSELLSSFTTDMISRAVVGRSFRVDGLDKVFKEAMDASMAVLGGFNLENFYPGLAKVAGGVLMWPG

RRKAERLRDQWDEVLDKVIDQHASMAAASHESDFTHVMLSVQEEYGLTRDGIKGILSDMFAAGTDTAYLVLEFTMAELML

HQDVMARLQAEVRNSIMPKNQEVITEEYLTGMPYLKAVIKETLRLHPPSPLLLPHQSLEECTIDGYVVPAGTTVFVNAWA

IGRDLRLWDAAEEFMPERFIDKGATEGVDFRGIDFQFLPFGSGRRMCPGMNFGLANVEIMLANLVCHFDWEMAGGANEID

MTEVFGLTVHRKEKLILTPRARSTRIIMMMI*

&

>Sb09g018930|Sorbi1 73% to CYP94E3, identical to estExt_fgenesh1_pg.C_chr_91239
MEAIRLAYVLVFLLPFFLLLLRLRKRPATTTAHSPHPNPVLGNTLAFIRNRRRFFDWYTDLLRAAPSGAAVEAWGPFGAG

HAVTTASPADVDHLLRAGFDGYARGALFRDATADLIGDGLFAADGRLWSLQRKLASHAFSSRSLRRFTGDVLAVHLRRRF

LPLLDAAAARDGGDVAVDLQDALRRFGFRTICHVAFGVEGLDGNDDEDPATQEALFAAFDTAVEISFRRALTPATFVRRL

TKLLDVGKSRRLREAVRVIDDYAMSVVESKAARRQRNNLDDGSADLLSRFMAATDDDGGSELGAMFATPEAKLRFLRDMV

VTFVLAGKDTTSSALTWFFWLLAANPRCERRAHEEAASCCDDDDDDGDVKGMHYLHAAITEAMRLYPPVPFNGRVAVRDD

VLPGGAAVRAGWYANYSAYAMGRMEKLWGKDCLEFVPERWLGERGEFVPVDAARFPVFHAGPRVCLGKEMAYVQMKTVAA

ALLRRFRVDVVAPVANMEAPPAYEMTATMKMKGGLWVRLRRRED*

>estExt_fgenesh1_pg.C_chr_91239|Sorbi1

MEAIRLAYVLVFLLPFFLLLLRLRKRPATTTAHSPHPNPVLGNTLAFIRNRRRFFDWYTDLLRAAPSGAAVEAWGPFGAG

HAVTTASPADVDHLLRAGFDGYARGALFRDATADLIGDGLFAADGRLWSLQRKLASHAFSSRSLRRFTGDVLAVHLRRRF

LPLLDAAAARDGGDVAVDLQDALRRFGFRTICHVAFGVEGLDGNDDEDPATQEALFAAFDTAVEISFRRALTPATFVRRL

TKLLDVGKSRRLREAVRVIDDYAMSVVESKAARRQRNNLDDGSADLLSRFMAATDDDGGSELGAMFATPEAKLRFLRDMV

VTFVLAGKDTTSSALTWFFWLLAANPRCERRAHEEAASCCDDDDDDGDVKGMHYLHAAITEAMRLYPPVPFNGRVAVRDD

VLPGGAAVRAGWYANYSAYAMGRMEKLWGKDCLEFVPERWLGERGEFVPVDAARFPVFHAGPRVCLGKEMAYVQMKTVAA

ALLRRFRVDVVAPVANMEAPPAYEMTATMKMKGGLWVRLRRRED*

&

>Sb10g025130|Sorbi1

MKQHRQEVVAFMDA

MVREHGDSRVADDDDDKEDLLDVLLRIQREGDLQFPLTTDNIKSVIGDMFAGGSEPAATTLQWIMA

ELMSNPRVMKKAQDEVRRALAVAGRQRVTEDDLSNLHYMHLVIKEGLRLHPPLPLLLPRECRSSCQVLGFDVPAGTIVFV

NAWAIARDPSSWDKPEEFVPERFEGSGVDFKGTDFEYVPFGAGRRMCPGMAFGLVTMELALASLLYHFDWELPPGMTAMD

IDLSEEMGVTARRLHDLLLVPFVRVPVQI*

>e_gw1.10.15449.1|Sorbi1 72% to CYP71K9, almost identical to Sb10g025130
MVREHGDSRVADDDDDKEDLLDVLLRIQREGDLQFPLTTDNIKSVIGDMFAGGSEPAATTLQWIMAELMSNPRVMKKAQD

EVRRALAVAGRQRVTEDDLSNLHYMHLVIKEGLRLHPPLPLLLPRECRSSCQVLGFDVPAGTIVFVNAWAIARDPSSWDK

PEEFVPERFEGSGVDFKGTDFEYVPFGAGRRMCPGMAFGLVTMELALASLLYHFDWELPPGMTAMDIDLSEEMGVTARRL

HDLLLVPFVRVPVQI*

&

>Sb07g001360|Sorbi1 37% to CYP89D1, identical to estExt_fgenesh1_pg.C_chr_70148
MPLIRPCMQAATMQVLQLLLPLLLALAPVSILLVVRRATPPPIKARLATLKSAIARARKPIIFVTDFATAHHLLVRGSRS

TTAAAAGGGSFSNRPPSMAPSAVLSGRRYHNINSAPYGQLWRALRYNLTSGVLHPTHLHRYAAARRHALRGLVADLSEQQ

QVAAGVVLAAESIRSAVFGLVSTMCFGDGVDAGVVRAMADVQTELVLSLSTVRTFVFVPFLAVSKLIYRKRWNKLAAIRQ

KQEELYLTLIDGCRRHRRDSADETPPTYVHTLIDLQVPVEELDKQNSVGGEDRQQQRRLKDGELVGLCSEFLGSSTESVS

ASLQWIMANLMKRPDMQEAIRKEVDAAVDADAEEVGEEVLGKLDYLNAVILEALRLHPTTKLAFRQVTEEDQVVHDGHRI

PAGTKMVFPLEALARDKTVWDDPDEFMPERFHGCGGGESTKKLLSMAAEMKMMPFGGGRRMCPAISVSLLHISYFMANLL

REFEWREADGEHTIQLHTDPAIEMFNFMKRPLRAHLVIRRQKGTKFR*

>estExt_fgenesh1_pg.C_chr_70148|Sorbi1

MPLIRPCMQAATMQVLQLLLPLLLALAPVSILLVVRRATPPPIKARLATLKSAIARARKPIIFVTDFATAHHLLVRGSRS

TTAAAAGGGSFSNRPPSMAPSAVLSGRRYHNINSAPYGQLWRALRYNLTSGVLHPTHLHRYAAARRHALRGLVADLSEQQ

QVAAGVVLAAESIRSAVFGLVSTMCFGDGVDAGVVRAMADVQTELVLSLSTVRTFVFVPFLAVSKLIYRKRWNKLAAIRQ

KQEELYLTLIDGCRRHRRDSADETPPTYVHTLIDLQVPVEELDKQNSVGGEDRQQQRRLKDGELVGLCSEFLGSSTESVS

ASLQWIMANLMKRPDMQEAIRKEVDAAVDADAEEVGEEVLGKLDYLNAVILEALRLHPTTKLAFRQVTEEDQVVHDGHRI

PAGTKMVFPLEALARDKTVWDDPDEFMPERFHGCGGGESTKKLLSMAAEMKMMPFGGGRRMCPAISVSLLHISYFMANLL

REFEWREADGEHTIQLHTDPAIEMFNFMKRPLRAHLVIRRQKGTKFR*

&

>Sb09g024210|Sorbi1

MDASLLLSVALAVVLIPLSLALLNRLRLGRLPPGPRPWPVLGNLRQIKPIRCRCFQEWAERYGPVISVWFGSGLTVVVST

SELAKEVLKENDQQLADRPRNRSTQRFSRNGQDLIWADYGPHYIKVRKLCNLELFTPKRLEALRPIREDEVTAMVESVYR

AATAPGNEGKPMVVRNHLSMVAFNNITRLAFGKRFMNANGDIDEQGREFKTIVNNGIKIGASLSVAEFIWYLRWLCPLNE

ELYKTHNERRDRLTMKIIEEHAKSLKESGAKQHFVDALFTLKQQYDLSEDTVIGLLWDMITAGMDTTVISVEWAMAELVR

NPRVQKKLQEELDRVVGRDRVMLETDFQNLPYLQAVVKESLRLHPPTPLMLPHKASTNVKIGGYDIPKGANVMVNVWAVA

RDPKVWSNPLEYRPERFLEENIDIKGSDFRVLPFGAGRRVCPGAQLGINLVASMIGHLLHHFEWSLPEGTRPEDVNMMES

PGLVTFMGTPLQAVAKPRLEKEELYNRVPVEM*

>estExt_Genewise1Plus.C_chr_96864|Sorbi1 89% to CYP98A4, identical to Sb09g024210
MDASLLLSVALAVVLIPLSLALLNRLRLGRLPPGPRPWPVLGNLRQIKPIRCRCFQEWAERYGPVISVWFGSGLTVVVST

SELAKEVLKENDQQLADRPRNRSTQRFSRNGQDLIWADYGPHYIKVRKLCNLELFTPKRLEALRPIREDEVTAMVESVYR

AATAPGNEGKPMVVRNHLSMVAFNNITRLAFGKRFMNANGDIDEQGREFKTIVNNGIKIGASLSVAEFIWYLRWLCPLNE

ELYKTHNERRDRLTMKIIEEHAKSLKESGAKQHFVDALFTLKQQYDLSEDTVIGLLWDMITAGMDTTVISVEWAMAELVR

NPRVQKKLQEELDRVVGRDRVMLETDFQNLPYLQAVVKESLRLHPPTPLMLPHKASTNVKIGGYDIPKGANVMVNVWAVA

RDPKVWSNPLEYRPERFLEENIDIKGSDFRVLPFGAGRRVCPGAQLGINLVASMIGHLLHHFEWSLPEGTRPEDVNMMES

PGLVTFMGTPLQAVAKPRLEKEELYNRVPVEM*

&

>Sb01g034340|Sorbi1 70% to CYP709E1, no partner
MFRAQGVRGPPYRFLRGNNHDVRRMRAEGDALRLDVRDHNYLPRVMPHFLTWKQQYGGPFLYWFGPQPRICLLDYESVRQ

VLFNKSGHFFKIDAHPTILALLGKGLVLVEGTDWVRHRRVVNPAFAMDKLKTMTTTMVSCAEPLIKEWERLASSNESREV

EVEFSKLFQDLTADIISHTGFGSSYKQGKEVFHTQRQLLALAVATLLNVQLPGLKYLPTKNNRLKWMLDKKIKTMLMAII

QPRLASNGGGYGDDLLGLMLEACLTTEQGEKGDELTLTLTMDEIIDECKTFFFAGHETTSRLLTWTMFLLSVYPEWQERL

REEVLRERGKENPTADMLNKFKEMTMVLLETLRLYTPVMVMLRKPISDIRLGSLSIPKGNGIAIPIPFLHRDKEVWGDNA

NDFDPLRFENGITNAAKTPQALLSFSIGPRSCIGQNFAMLEAKSVMAMILKKFSFTLSSSYVHAPADHITLQPKFGLPIV

LRPLDV*

&

>fgenesh1_pg.C_chr_10000512|Sorbi1

MVRLPERALARQVLHGAIPPPTPVASAKKVENVGFYGFGVAVMVGLVLVLQNRTHQSAEPLEPTGHYKTRNRQLIGTSRN

SQSRIEHILKTNFANYPKGELTVSMIEDFLGHGIFNSDGEQWLWQRKAASYEFSKRSLRNFVVDAVRFEVVERLLPLLDR

ARRDGRSVDVQDVLERFALDNICRVAFGEDPACLAEEGGMAASESAEFMRAFNDAQSAIMARFMSPVKSLWRLKRLLNLE

PERRMREAVGTIHGYADRIIRERRARGEAAGPAACGRDDDFLSRFAASGEHSDESLRDVVTNFLLAGRDTTSSALTWFFW

LISTRPDVEEKIVREVRAVRRASSGQESAGAAPATFSFDELRDMQYLHAAITESMRLYPPVAMDTHSCKEDDFLPDGTFV

GQGWLTTYSAFAMGRVEDIWGEDCEEFRPERWIGDDGAFRPESPFKYPVFHAGPRMCLGKEMAYIQMKSIVACVLERFSF

QFVGGEGRPGLVLSLTLRMEGGLTMKVITRTNSALV*

>Sb10g004820|Sorbi1 77% to CYP94D11, almost identical to fgenesh1_pg.C_chr_10000512
MVRLPERALARQVLHGAIPPPTPVASAKKVENVGFYGFGVAVMVGLVLVLQVRDTRVLAACAAVLAALIVGLVAFCLDVA

GSRIEHILKTNFANYPKGELTVSMIEDFLGHGIFNSDGEQWLWQRKAASYEFSKRSLRNFVVDAVRFEVVERLLPLLDRA

RRDGRSVDVQDVLERFALDNICRVAFGEDPACLAEEGGMAASESAEFMRAFNDAQSAIMARFMSPVKSLWRLKRLLNLEP

ERRMREAVGTIHGYADRIIRERRARGEAAGPAACGRDDDFLSRFAASGEHSDESLRDVVTNFLLAGRDTTSSALTWFFWL

ISTRPDVEEKIVREVRAVRRASSGQESAGAAPATFSFDELRDMQYLHAAITESMRLYPPVAMDTHSCKEDDFLPDGTFVG

QGWLTTYSAFAMGRVEDIWGEDCEEFRPERWIGDDGAFRPESPFKYPVFHAGPRMCLGKEMAYIQMKSIVACVLERFSFQ

FVGGEGRPGLVLSLTLRMEGGLTMKVITRTNSALV*

&

>Sb04g017460|Sorbi1

MAVSAARVAVATAVSLAVHWLLRSFLQAQHPALGLLLLAAVFLGIAATGNAGAANAPPGPAAVPVFGNWLQVGNDLNHRF

LARLSARYGPVFRLRLGVRNLVVVSDPRLATEVLHTQGVEFGSRPRNVVFDIFTANGADMVFTEYGDHWRRMRRVMTLPF

FTARVVQQYRDMWEAEMDAVVSDISGDGAAQQAGFVVRRRLQLMLYNIMYRMMFDARFDSVDDPMFVEATRFNSERSRLA

QSFDYNYGDFIPILRPFLRGYLNKCKDLQTRRLAFFNNNYVEKRRKVMDTPGDKNKLRCAIDHILQAEKSGEITSENVIY

IVENINVAAIETTLWSIEWALAEVVNHPAVQRKVRDEIKAVVGDDEPITESTIHRLPYLQAVIKETLRLHSPIPLLVPHM

NLEEAKLGGYTIPKGSKVVVNAWWLANNPELWEKPEEFRPERFLGEEKSVDATVGGKVDFRFLPFGVGRRSCPGIILALP

ILALIVGKLVRSFEMVPPPGVEKLDVSEKGGQFSLHIAKHSVIAFHPVSA*

>estExt_Genewise1Plus.C_chr_44973|Sorbi1 86% to CYP73A39, identical to Sb04g017460
MAVSAARVAVATAVSLAVHWLLRSFLQAQHPALGLLLLAAVFLGIAATGNAGAANAPPGPAAVPVFGNWLQVGNDLNHRF

LARLSARYGPVFRLRLGVRNLVVVSDPRLATEVLHTQGVEFGSRPRNVVFDIFTANGADMVFTEYGDHWRRMRRVMTLPF

FTARVVQQYRDMWEAEMDAVVSDISGDGAAQQAGFVVRRRLQLMLYNIMYRMMFDARFDSVDDPMFVEATRFNSERSRLA

QSFDYNYGDFIPILRPFLRGYLNKCKDLQTRRLAFFNNNYVEKRRKVMDTPGDKNKLRCAIDHILQAEKSGEITSENVIY

IVENINVAAIETTLWSIEWALAEVVNHPAVQRKVRDEIKAVVGDDEPITESTIHRLPYLQAVIKETLRLHSPIPLLVPHM

NLEEAKLGGYTIPKGSKVVVNAWWLANNPELWEKPEEFRPERFLGEEKSVDATVGGKVDFRFLPFGVGRRSCPGIILALP

ILALIVGKLVRSFEMVPPPGVEKLDVSEKGGQFSLHIAKHSVIAFHPVSA*

&

>Sb01g001200|Sorbi1 58% to CYP79A7, no partner
MATMEVEAAAATVLAAPLLSSSAILKLLLFVVTLSYLARALRRPRKSTTKCSSTTCASPPAGVGNPPLPPGPVPWPVVGN

LPEMLLNKPAFRWIHQMMREMGTDIACVKLGGVHVVSITCPEIAREVLRKQDANFISRPLTFASETFSGGYRNAVLSPYG

DQWKKMRRVLTSEIICPSRHAWLHDKRTDEADNLTRYVYNLATKAATGDVAVDVRHVARHYCGNVIRRLMFNRRYFGEPQ

ADGGPGPMEVLHMDAVFTSLGLLYAFCVSDYLPWLRGLDLDGHEKIVKEANVAVNRLHDTVIDDRWRQWKSGERQEMEDF

LDVLITLKDAQGNPLLTIEEVKAQSQDITFAAVDNPSNAVEWALAEMVNNPEVMAKAMEELDRVVGRERLVQESDIPKLN

YVKACIREAFRLHPVAPFNVPHVALADTTIAGYRVPKGSHVILSRTGLGRNPRVWDEPLRFYPDRHLATAASDVALTEND

LRFISFSTGRRGCIAASLGTAMSVMLFGRLLQGFTWSKPAGVEAVDLSESKSDTFMATPLVLHAEPRLPAHLYPSISI*

&

>Sb01g032440|Sorbi1

MDATTQDSLLFLFPAAATFLSPLLAVLLVALSLLWLVPGGPAWALISTSRSRATPPPGAPGVVTALSGPAAHRALASLSR

SLPGGAALSAFSVGLTRLVVASQPDTARELLASAAFADRPVKDAARGLLFHRAMGFAPSGDYWRALCRISSAYLFSPRSE

SATAPRRVTIGERMLRDLSDAIGRLRRSLVSRVNVFVARIIEEHRQKKKDDVANNGESAAGDFVDVLLGLEGEEKLSDSD

MIAVLWEMIFRGTDTVAILLEWVMARMVLHPGIQSKAQAELDAVVGRGGAVSDADVSRLPYLQRVVKETLRVHPPGPLLS

WARLAVHDAVVGGHLVPAGTTAMVNMWAIARDPAVWADPTAFRPERFEEEDVSVLGGDLRLAPFGAGRRVCPGKTLALAT

VHLWLAQLLHRFQWAPADGGVDLAERLGMSLEMEKPLVCKPTPRW*

>estExt_fgenesh1_pg.C_chr_13272|Sorbi1 55% to CYP78B5, identical to Sb01g032440
MDATTQDSLLFLFPAAATFLSPLLAVLLVALSLLWLVPGGPAWALISTSRSRATPPPGAPGVVTALSGPAAHRALASLSR

SLPGGAALSAFSVGLTRLVVASQPDTARELLASAAFADRPVKDAARGLLFHRAMGFAPSGDYWRALCRISSAYLFSPRSE

SATAPRRVTIGERMLRDLSDAIGRLRRSLVSRVNVFVARIIEEHRQKKKDDVANNGESAAGDFVDVLLGLEGEEKLSDSD

MIAVLWEMIFRGTDTVAILLEWVMARMVLHPGIQSKAQAELDAVVGRGGAVSDADVSRLPYLQRVVKETLRVHPPGPLLS

WARLAVHDAVVGGHLVPAGTTAMVNMWAIARDPAVWADPTAFRPERFEEEDVSVLGGDLRLAPFGAGRRVCPGKTLALAT

VHLWLAQLLHRFQWAPADGGVDLAERLGMSLEMEKPLVCKPTPRW*

&

>Sb07g022660|Sorbi1 66% to CYP76M9, no partner
MRLKLGVTTAVVISTRDAAREAFTRQDRRLAARAIPDATRALRFHERSMVWLPSSDPRWKNLRGIVAAHVFSPRSLEAAR

GVRERKVRDLVSYLRGRAGEEVDFGRAMYGGVLNLVSNAFCSVDVVDLGAESSVQGLREVVDDLVKLIAKPNVSDLFPFL

RPLDLQGCRRHAATQVAKVLQVLDGIIDRRLDEDDASSSSSSSSSSSSNKHGDFLDALLELMSTGKITREDVTTIVFDMF

VAGSDTIAITVEWAMAELLRSPSTMDKVRAEIKAAIGSKETIEETDTASLPYLQAVTKEAMRLHPVAPILLPHQCGEDGV

EVGGYAVPKGCMVIFNSWAMMRDPAAWERPDEFRPERFLEEAIEVDFRGKDFEFLPFGSGRRVCPGVPMADVWCRSYWRR

CCTRSSGACRTACPLSGWT*

&

>e_gw1.1.11627.1|Sorbi1

MEFAWPLLAALLLPLSFLLLYHAKNGGKASRRLPPGPAAVPVLGNLFWVRLHGIEILRAIRRFHARHGPLLTLRIGSHLE

VTVSDRHLAHLALVERGAALADRPASASRDLLGLNSSTISTSSYGPLWRIFRRNFVAEVANPARLRLFAPARAAVLAELT

DKLRRRQEGDGTIVQTFQYAMFRLLVAMCFGERLDERAVRDIAAAQRDLLLYSSTKMRVFAFVPAVTRRLFRGRLHAMIA

MRQRLKDTYMPLIDARRRRKNNLGVGGAAADRDMVEDEGTQTQTTLPHSYVDTLLDIRLNDNDGDGRELTDDEMIALCSE

FLNGGTDTTSTALQWIMAELVKNPGIQDKLHDEIKATMTTSGGGGGPDHISEEDVQRMPYLKAVVLEGLRRHPPGHMVLP

HAPAEDIEVGGYVIPKGTTVNFLVVDMGMDERAWERPTEFAPERFLPGGDGEDVDITGTREIRMMPFGAGRRICPGLNVA

TLHLEFFVANLVREFEWRQVEGEEVDVEGEKAEFTVVMANPLQARLVPRATD*

>Sb01g026530|Sorbi1 71% to CYP89B11, identical to e_gw1.1.11627.1
MEFAWPLLAALLLPLSFLLLYHAKNGGKASRRLPPGPAAVPVLGNLFWVRLHGIEILRAIRRFHARHGPLLTLRIGSHLE

VTVSDRHLAHLALVERGAALADRPASASRDLLGLNSSTISTSSYGPLWRIFRRNFVAEVANPARLRLFAPARAAVLAELT

DKLRRRQEGDGTIVQTFQYAMFRLLVAMCFGERLDERAVRDIAAAQRDLLLYSSTKMRVFAFVPAVTRRLFRGRLHAMIA

MRQRLKDTYMPLIDARRRRKNNLGVGGAAADRDMVEDEGTQTQTTLPHSYVDTLLDIRLNDNDGDGRELTDDEMIALCSE

FLNGGTDTTSTALQWIMAELVKNPGIQDKLHDEIKATMTTSGGGGGPDHISEEDVQRMPYLKAVVLEGLRRHPPGHMVLP

HAPAEDIEVGGYVIPKGTTVNFLVVDMGMDERAWERPTEFAPERFLPGGDGEDVDITGTREIRMMPFGAGRRICPGLNVA

TLHLEFFVANLVREFEWRQVEGEEVDVEGEKAEFTVVMANPLQARLVPRATD*

&

>Sb05g027640|Sorbi1

MEPR

MIPFIVAFCFVFLALVVRVIIRGYITSRTKPSSSSSVLRLPPGPWQLPLIGSLHHLLLSRFRDLPHRALREMSGTY

GPVMMVRFGSVPTLVVSSAEAAWEVMKTHDLAFCERHQGVILDTMSCGGKDIIGSPYNAHWRELRKLCMQELFSQRRVLT

FRNIREEEVAHLLRSISGECGDDGGRPVNLSEGISRMVNDVAARTVVGNRCKYRDEYMHELDEVARLAGGFNLAELYPSS

RLVRRFSAAARNARRCQRNMYRIIQSIIQEREAMPTPPEGDGDDLLGVLLRLQREGDLQFVLTNEIVSAVIFDIFSAGSE

TSSSVLVWAISELVKNPQVMHKAQSEVRETFKGQDKITEGDLIKLRYLQLVIKETLRLHAPLLLPRVCRESCQVMGYDVL

KGTKVFVNVWAILRDQKLWHDAEEFKPERFENSSIDFRGNDFKFIPFGAGRRICPGITLGLANIELALASLLYHFDWALP

DGVKLEEFDMVEVFGVALRKKSMLWIKAKPYSNFIPN*

>e_gw1.5.17072.1|Sorbi1 66% to CYP71W1, almost identical to Sb05g027640
MIPFIVAFCFVFLALVVRVIIRGYITSRTKPSSSSSVLRLPPGPWQLPLIGSLHHLLLSRFRDLPHRALREMSGTYGPVM

MVRFGSVPTLVVSSAEAAWEVMKTHDLAFCERHQGVILDTMSCGGKDIIGSPYNAHWRELRKLCMQELFSQRRVLTFRNI

REEEVAHLLRSISGECGDDGGRPVNLSEGISRMVNDVAARTVVGNRCKYRDEYMHELDEVARLAGGFNLAELYPSSRLVR

RFSAAARNARRCQRNMYRIIQSIIQEREAMPTPPEGDGDDLLGVLLRLQREGDLQFVLTNEIVSAVIFDIFSAGSETSSS

VLVWAISELVKNPQVMHKAQSEVRETFKGQDKITEGDLIKLRYLQLVIKETLRLHAPLLLPRVCRESCQVMGYDVLKGTK

VFVNVWAILRDQKLWHDAEEFKPERFENSSIDFRGNDFKFIPFGAGRRICPGITLGLANIELALASLLYHFDWALPDGVK

LEEFDMVEVFGVALRKKSMLWIKAKPYSNFIPN*

&

>Sb05g027010|Sorbi1 51% to CYP723A3, no partner
MEVFFLMAGLALVVFIAIFRRTSSRSARALPAVPNIEVRDRAIARSMLVDHADTFSDRPVSPFHVKFVRAERVNLSYSIS

TVPHGPLWRALRCNLTAGILHPSRLGRLAGLQRQAVDGLVAGLSSGCGHDDDVVVIRDGLHTAVLTLQMRMCFGDGGFDA

GDVRAVQRVLKDFFDGMVDAPVLATSRTARLLHWRRWRRFLAVRSRMTKLLLPLIMERQRRRQSMSMCCSDSGDDGGGIR

PYVDSLLDLQVPSHDDGSVRRALTDDEKANLVWEFLGAGTETVVSCVEWALAHLVNQPEVQEKLRREVDVHGGSDTPTPY

LRAVILESLRLHPPVAVIQRDVVVRSVDDGGGGAAAAVIGVHVPPEEEDGSSGVDVVRFTIVPGAIGRDSRTWTDDADEF

RPERFLAGGEGEAVGPMPGPKDVRMLPFGAGTRHCPGMALGMAHVRLLLAALVRAFQWEWEVPAAAATAALVDLTEVDGF

VKHMKTPLRARITPRT*

&

>Sb01g015360|Sorbi1 68% to CYP71W1, no partner
MMRIQFLAFVVLLALLLLRLIRSYVTSSRTKPSPALRLPPGPWQLPLIGSLHHLLLSRFSDLPHRALREMSGTYGPLMML

RFGAVPTLVVSSAEAAREVMRTHDLTFCDRNLSVTMEIISCGGKDIIFSAYNAHWRELRKLCMVELFSQRRVLTFRNIRE

EEVANLLRSVSRESADGQRPVNLSDGICRMVNDVAARTVVGDRCKYRDEYMHELDEVVRLFGGFNLADLYPSSQLVRRFS

AAARDARRCQRNMYRIIRSIIHEREAEAMATAPERDEEDLLGVLLRLQRDGGLQFALTNEIVSTVIWDIFSAGSETSSTV

LVWAMSELVRNPQVMHKAQSEVREAFKGQDKITEGDLIKLRYLQLVIKETLRLHAPVPLLLPREGRESCQVMGYDVPKGT

KVFVNAWAIARDKKLWHDAEEFRPERFENSSVDFRGNDFEFTPFGSGRRICPGITLGLANLELALVSLLYHFDWTLPDGV

KLEEFDMAEIFGITLRKKSMLWIMAKPYNNLIPN*

&

>Sb02g008740|Sorbi1

METSLVTYACLCGATTLSIGWLLHWIYKWMNPPCSGALPPGSMGFPILGESIQFFRRSSSLDVPDFYKIRLKRYGSIFKT

SLVGQPVVTADPEVNRFIFQQEGKLFRSWYPEAANIITGEETIDGFHGPPHKFIRNSINKLFGLEYLKHNLHEVDGAIRK

TFAEWSAKCVIDVHDSTPDMIIDQVAKMLFSLNPSESREWTKNYSAFLQGLISFPLYLPGTTFYHCMQGRRNMQKVMSNL

LRKRLSKPEVKHGDFLDLIIEELQTEKPTIDDKFATDALVALLFTSFVTLAPILTLAFKFLSDNPEVIKALEVVNELTRM

SNATPGVFRKTMTDVQVNGYTIPSGWMVMVCPMAVHVNPEFFEDPLKFNPWRWQDESKRSTLLKSFMPFGIGMRTCPATD

FSKLFTAIFLHVLVTKYRWKNIDGGEVGRMGVIIFPNGYKIKLLPRT*

>e_gw1.2.3124.1|Sorbi1 62% to CYP87B5, almost identical to Sb02g008740
METSLVTYACLCGATTLSIGWLLHWIYKWMNPPCSGALPPGSMGFPILGESIQFFRRSSSLDVPDFYKIRLKRYGSIFKT

SLVGQPVVTADPEVNRFIFQQEGKLFRSWYPEAANIITGEETIDGFHGPPHKFIRNSINKLFGLEYLKHNLHEVDGAIRK

TFAEWSAKCVIDVHDSTPDMIIDQVAKMLFSLNPSESREWTKNYSAFLQGLISFPLYLPGTTFYHCMQGRRNMQKVMSNL

LRKRLSKPEVKHGDFLDLIIEELQTEKPTIDDKFATDALVALLFTSFVTLAPILTLAFKFLSDNPEVIKALEEEHEAIVR

NRCDASSGITWEEYKSLTFTNMVVNELTRMSNATPGVFRKTMTDVQVNGYTIPSGWMVMVCPMAVHVNPEFFEDPLKFNP

WRWQDESKRSTLLKSFMPFGIGMRTCPATDFSKLFTAIFLHVLVTKYRWKNIDGGEVGRMGVIIFPNGYKIKLLPRT*

&

>Sb01g030050|Sorbi1

MPATAFASASVAASPSPWSPRPPPRRGHVRVRAPPPRSGSSAGGGGGDEPSTATPWASPDWLTSLSRAVGRSGGGDDSGI

PVASAKLDDVRDLLGGALFLPLFKWFREEGPVYRLAAGPQDFVIVSDPAVARHVLRGYGSRYAKGLVAEVSEFLFGSGFA

IAEGDLWTVRRRAVVPSLHKRFLSIIVEKVFCKCAERLIEKLEPYASSGEPVNMEARFSQLTLDVIGLSLFNYNFDSLTT

DSPVIDAVYTALKEAELRSTDLLPYWKVDFLCKIIPRQIKAENAVRIIRNTVEELIMKCKEIVEAENEQIEGEEYVNEGD

PSILRFLLASRDEVSSVQLRDDLLSMLVAGHETTGSVLTWTIYLLSKDPTALRRAQDEVDRVLQGRLPKYEDVKELKYLM

RCINESMRLYPHPPVLLRRAIVDDVLPGNYKVKAGQDIMISVYNIHRSPEVWDRADEFIPERFDLEGPVPNESNTDYRFI

PFSGGPRKCVGDQFALLEAIVALAVVLQKIDIQLVPDQKINMTTGATIHTTNGILGGK*

>estExt_Genewise1Plus.C_chr_17868|Sorbi1 86% to CYP97C2, almost identical to Sb01g030050
MPATAFASASVAASPSPWSPRPPPRRGHVRVRAPPPRSGSSAGGGGGDEPSTATPWASPDWLTSLSRAVGRSGGGDDSGI

PVASAKLDDVRDLLGGALFLPLFKWFREEGPVYRLAAGPQDFVIVSDPAVARHVLRGYGSRYAKGLVAEVSEFLFGSGFA

IAEGDLWTVRRRAVVPSLHKRFLSIIVEKVFCKCAERLIEKLEPYASSGEPVNMEARFSQLTLDVIGLSLFNYNFDSLTT

DSPVIDAVYTALKEAELRSTDLLPYWKIDFLCKIIPRQIKAENAVRIIRNTVEELIMKCKEIVEAENEQIEGEEYVNEGD

PSILRFLLASRDEVSSVQLRDDLLSMLVAGHETTGSVLTWTIYLLSKDPTALRRAQDEVDRVLQGRLPKYEDVKELKYLM

RCINESMRLYPHPPVLLRRAIVDDVLPGNYKVKAGQDIMISVYNIHRSPEVWDRADEFIPERFDLEGPVPNESNTDYRFI

PFSGGPRKCVGDQFALLEAIVALAVVLQKIDIQLVPDQKINMTTGATIHTTNGLYMNVSLRKVQQEAELALSESK*

&

>Sb08g016200|Sorbi1 48% to CYP71AB3, almost identical to fgenesh1_pg.C_chr_8001152
MDHGVYYCLVALLPLAYFLLKSLSKKAPCHGLELPPGPWQLPVVGSIHHLRGSLLHRALRDLSLRHGPLMFLKFGELPVV

VASTPDAAKEVMKTHDAIFSTRPQSFAAKTATKDGQGIVRAPYGDHWRQLRKICTMALLNARRVQSLRPAREEEAFRLVQ

AVSSSSSSPSTAAAAAPLVDLGKLVAMYVADASLHAIFGRRFKVTDRDTLLRYLDEGVRLAGGFTARDLFPSSWLARALS

RRRDLIGAGIETATTTMQWAMAELMRNPGMMAKAQAEVRRVFMGQTKVTEDRLGELSYLQMVIKETLRLHVPGPLLVPRE

CQEQCRILGYDVPKGAMVLVNAWAIARSPDCWEEPDAFHPERFLRDTRDFRGNDFEFIPFGSGRRICPGMTFGLANIELG

LASLLFYFDWSLPEGVVPGEMDMTETIGMTAKRKADLLLSASACVNLPS*

>fgenesh1_pg.C_chr_8001152|Sorbi1

MENFVLNLKRPGQAVGMNPSARVTRNPNSRYHALLPLAYFLLKSLSKKAPCHGLELPPGPWQLPVVGSIHHLRGSLLHRA

LRDLSLRHGPLMFLKFGELPVVVASTPDAAKEVMKTHDAIFSTRPQSFAAKTATKDGQGIVRAPYGDHWRQLRKICTMAL

LNARRVQSLRPAREEEAFRLVQAVSSSSSSPSTAAAAAPLVDLGKLVAMYVADASLHAIFGRRFKVTDRDTLLRYLDEGV

RLAGGFTARDLFPSSWLARALSRRRDLIGAGIETATTTMQWAMAELMRNPGMMAKAQAEVRRVFMGQTKVTEDRLGELSY

LQMVIKETLRLHVPGPLLVPRECQEQCRILGYDVPKGAMVLVNAWAIARSPDCWEEPDAFHPERFLRDTRDFRGNDFEFI

PFGSGRRICPGMTFGLANIELGLASLLFYFDWSLPEGVVPGEMDMTETIGMTAKRKADLLLSASACVNLPS*

&

>estExt_fgenesh1_pm.C_chr_70117|Sorbi1

MDAAAAAAAASTTLLYGALLLAALPPGPTGLPLVGSLPSLDPQLHVYFARLADRYGPIFSIRLGSKLGVVVTSPSLAREV

LREQDLVFSGRDVPDAARSISYGGGQNIVWNPVGPTWRLLRRVCVREMLSPAGLDNVHGLRAREFRATLAHLHAQAVAAA

PVDVGAQMFLTVMNVITGTLWGGNVGSDSERAAVGKDFRHLVAEITDMLGAPNVSDFFPALARFDLQGIRRKSDVLKERF

NQMFARIIEQRISAERAGGEPPAPDFLEYMLKLEKEGGDGKTSFTMTNVKALLMDMVVGGTETTSNTVEWAMAELMQKPE

LMAKVRQELDAVVGRDAVVEESHLPQLHYLHAVLKETLRLHPALPLMVPHCPSADATVGGYRVPAGCRVFVNVWAIMRDP

AVWKDPQEFIPERFLGGGEGRKWDFNGSEMDYLPFGSGRRICAGIAMADRMTAYSLAMLLQAFDWELPAGARLELDEKFA

IVMKKATPLVAVPTPRLSKPELYSA*

>Sb07g024990|Sorbi1 75% to CYP706C1, almost identical to estExt_fgenesh1_pm.C_chr_70117

MDAAAAAAAASTTLLYGALLLAAFLFVAAAVRGRGSKSNANGNGGGSLPPGPTGLPLVGSLPSLDPQLHVYFARLADRYG

PIFSIRLGSKLGVVVTSPSLAREVLREQDLVFSGRDVPDAARSISYGGGQNIVWNPVGPTWRLLRRVCVREMLSPAGLDN

VHGLRAREFRATLAHLHAQAVAAAPVDVGAQMFLTVMNVITGTLWGGNVGSDSERAAVGKDFRHLVAEITDMLGAPNVSD

FFPALARFDLQGIRRKSDVLKERFNQMFARIIEQRISAERAGGEPPAPDFLEYMLKLEKEGGDGKTSFTMTNVKALLMDM

VVGGTETTSNTVEWAMAELMQKPELMAKVRQELDAVVGRDAVVEESHLPQLHYLHAVLKETLRLHPALPLMVPHCPSADA

TVGGYRVPAGCRVFVNVWAIMRDPAVWKDPQEFIPERFLGGGEGRKWDFNGSEMDYLPFGSGRRICAGIAMADRMTAYSL

AMLLQAFDWELPAGARLELDEKFAIVMKKATPLVAVPTPRLSKPELYSA*

&

>Sb03g009230|Sorbi1

MATSVPVGLLGEAPSPWNVQQQLLLPPLCAAAVAIVAWCAARAAEWAWLRPRRLERALRAQGIRGTAYRPLAGDAPLSYR

LASEARSRAPLPPGCHAIVPRAMPLVHHTMNEHGKTSVTWFGPTPRVIVTEPELVRQVLSNKFGHFEKAGFGQLTRLLHH

GVSTHQGSKWAKHRRIIIHQPRLPSRQAQGLNQSTKPLSPRHAYIRSSEHVRLSEKSTNVELFDRFLQRMLPAFASCCAD

MVSRWEGLVAAADDGEPCEVDVWPEMQRLTGDVISRVAFGSSYLEGRRIFELQEEQVHLAMLVANKIHIPGYMMLPTRVN

RRMKRIAAEIEGILRGMIATRESSLRAGKATSDDLLGLLLESNMEQFSGEGEGGTNSGGGGGGGMSTDDIIGECKLFYFA

GMETTSEWQDRAREEVLRVFGGGCRSVPDYDGLSRLKIVTMVLYEVLRLYTPLPALHRRTYKPMELGGVRYPAGVMLMLP

LLSIHHDKDVWGPDADEFRPERFAEGIARAAASGGDAPPAFFPFGWGPRTCIGQTFALLEAKIGLAMILGSFVFELSPSY

SHAPFPVVLLQPEHGAQVKLRKLP*

>fgenesh1_pg.C_chr_3001008|Sorbi1 63% to CYP72A24, identical to Sb03g009230
MATSVPVGLLGEAPSPWNVQQQLLLPPLCAAAVAIVAWCAARAAEWAWLRPRRLERALRAQGIRGTAYRPLAGDAPLSYR

LASEARSRAPLPPGCHAIVPRAMPLVHHTMNEHGKTSVTWFGPTPRVIVTEPELVRQVLSNKFGHFEKAGFGQLTRLLHH

GVSTHQGSKWAKHRRIIIHQPRLPSRQAQGLNQSTKPLSPRHAYIRSSEHVRLSEKSTNVELFDRFLQRMLPAFASCCAD

MVSRWEGLVAAADDGEPCEVDVWPEMQRLTGDVISRVAFGSSYLEGRRIFELQEEQVHLAMLVANKIHIPGYMMLPTRVN

RRMKRIAAEIEGILRGMIATRESSLRAGKATSDDLLGLLLESNMEQFSGEGEGGTNSGGGGGGGMSTDDIIGECKLFYFA

GMETTSEWQDRAREEVLRVFGGGCRSVPDYDGLSRLKIVTMVLYEVLRLYTPLPALHRRTYKPMELGGVRYPAGVMLMLP

LLSIHHDKDVWGPDADEFRPERFAEGIARAAASGGDAPPAFFPFGWGPRTCIGQTFALLEAKIGLAMILGSFVFELSPSY

SHAPFPVVLLQPEHGAQVKLRKLP*

&

>Sb05g022730|Sorbi1

MEEFGMPYYGYYALCISLVFLVHAVVRAKFGASKKLVPIKLPPGPWQLPLIGSSHCLLSRRRLPHHRMRDLSLRHGPLML

LKICERVVVVLSSAEAAGEVFRDTAFEQRPTSPALDELYSRHGMGIVFAPYGDHWRLLRRVLVTELLSAQRVESFRRIRE

QEAARLVSSLQQAPAAAAASSPPGQLANIDERLAVFVTDSAVRAIFGDMAMPDRAALLDTVEEALDFSSLFDLRDLFPSS

WLVRMLPRNGKAERNRLEVVRLMEGILRLHEERRSAGQAADEEQDMVDVLLRMQNDKGAMGSVSLTHGIIVDMLMDVFVA

AIKAITCTLRWTMAELMANPRVLEKVQTEIRRVLAGQYRVREEALRDLGYLKAVIKETLRLHPTIPLVPRFCTQDRKIQG

YDVPKGTIVVANVWAISRDPNYWQDQDPDKFVPERFEADQTFNFMGSDFEFIPFGAGRRICPGIAFSQANIEIALASLLY

HFDWALPEGIKPEELDMTDSCGLEVRRKAELLLRPIPRIPLIDE*

&

>Sb08g016196|Sorbi1 60% to CYP71AB2, identical to gw1.8.12712.1
MDHGVYYCLLALIPLVYFLLKSLWKEAPFGYGSRPGLKLPPGPWKLPVIGSIHHLRGSLAHRALRDLSRRHGPLMFLKFG

EVPVIVASTPEAAKELMKTHDAIFSTRPLSFAVKTIIKDGPGIVWAPYGDHWRQLRKICFMELLSARRVQSLRPVREDKA

FRLVQAVASSTAAAAAGAAPPLVDVGKLVTVYVADTSLRAILGRRFKVEDRDTLLHFVDESVRLAGGFTPRDLFPSSWLV

RILSCRASREVEAYHHSLFTFMDGVLAEHLERRRSGEEEEEEDLIDVLLRIQKEGNLQFPLTMRIIEAVIFNLIGGGMET

ATTTLQWAMAELMRNPGIMSKAQAEVRRVFMDETKVTEDRLGELPYLQLVIKETLRLHVPGPLLIPRECQEQCRILGYDV

PKGAMVLVNAWAIARSPDYWEEPDTFHPERFLGDTRDFKGNDFEFIPFGAGRRICPGMAFGLANVELGLASLLFYFDWSL

PEGVVPGELDMTETMGITARRKADLLLSATPCVKLP

>gw1.8.12712.1|Sorbi1

KLPPGPWKLPVIGSIHHLRGSLAHRALRDLSRRHGPLMFLKFGEVPVIVASTPEAAKELMKTHDAIFSTRPLSFAVKTII

KDGPGIVWAPYGDHWRQLRKICFMELLSARRVQSLRPVREDKAFRLVQAVASSTAAAAAGAAPPLVDVGKLVTVYVADTS

LRAILGRRFKVEDRDTLLHFVDESVRLAGGFTPRDLFPSSWLVRILSCRASREVEAYHHSLFTFMDGVLAEHLERRRSGE

EEEEEDLIDVLLRIQKEGNLQFPLTMRIIEAVIFNLIGGGMETATTTLQWAMAELMRNPGIMSKAQAEVRRVFMDETKVT

EDRLGELPYLQLVIKETLRLHVPGPLLIPRECQEQCRILGYDVPKGAMVLVNAWAIARSPDYWEEPDTFHPERFLGDTRD

FKGNDFEFIPFGAGRRICPGMAFGLANVELGLASLLFYFDWSLPEGVVPGELDMTETMGITARRKADLLLSATP

&

>estExt_Genewise1.C_chr_70088|Sorbi1

MAHANNGHRHELLQQRGKPPPQVALVVSVLLVCPLLVLLLVRRCFVTTPSTATARAREQQLSRLPSPPRRLPIIGHLLHL

VGGLPHVSLRDLSAKHGRNGLMLLHLGAVPTLIVSSPSAAQAVLRTQDHIFASRATSPVTDILFYGSTDVVFSPYGEHWR

QVKKIVSAHLLATKKVRSYSHAREHEVRLVMAKIREAATAGTAVDLSELLVSFANDVLCHAVFGNFFREKGRNKLFQELV

EANSSLLSGFNVEDYFPVLVRLDIIKRMVCAKAHRVKKMWDGLLDSLIDDYASMPASKCDDGDENYLIDVLFSLQQENKL

TRDHIKAQLEIMFEAGTDTSFMVLEYAMTQLMRNPRIMNKLHDEVRNTIAKGKEMVTEDELDSLAYLKAVIKETLRLHMP

APLLVPHFSMADCNIEGYTIPSGTRTIVNSWALARDPSYWEKAEEFMPERFMKGGSATAIDNKGNDFQYLPFGAGRRMCP

GGNFAIANIEVMLANLVYHFNWELPLELARTGIDMTESFGVIVHRTKKLLLVPIVPQD*

>Sb07g000550|Sorbi1 60% to CYP71C14, identical to estExt_Genewise1.C_chr_70088
MAHANNGHRHELLQQRGKPPPQVALVVSVLLVCPLLVLLLVRRCFVTTPSTATARAREQQLSRLPSPPRRLPIIGHLLHL

VGGLPHVSLRDLSAKHGRNGLMLLHLGAVPTLIVSSPSAAQAVLRTQDHIFASRATSPVTDILFYGSTDVVFSPYGEHWR

QVKKIVSAHLLATKKVRSYSHAREHEVRLVMAKIREAATAGTAVDLSELLVSFANDVLCHAVFGNFFREKGRNKLFQELV

EANSSLLSGFNVEDYFPVLVRLDIIKRMVCAKAHRVKKMWDGLLDSLIDDYASMPASKCDDGDENYLIDVLFSLQQENKL

TRDHIKAQLEIMFEAGTDTSFMVLEYAMTQLMRNPRIMNKLHDEVRNTIAKGKEMVTEDELDSLAYLKAVIKETLRLHMP

APLLVPHFSMADCNIEGYTIPSGTRTIVNSWALARDPSYWEKAEEFMPERFMKGGSATAIDNKGNDFQYLPFGAGRRMCP

GGNFAIANIEVMLANLVYHFNWELPLELARTGIDMTESFGVIVHRTKKLLLVPIVPQD*

&

>Sb04g032020|Sorbi1

MESLVCVAVWAVTLAMAMASILWTYRWNHPKANGQLPPGSLGFPLLGETLQFFAPNPTSDVSPFVKKRLDRYGNIFKTSI

VGRSVVVSADPELNYYVFQQEGKLFESWYPDTFTEIFGRDNVGSLHGFMYKYLKTLVLRLYGQENLRAVLLADAHRACRA

SLAAWASRPSSVVELKDAISTMIFDLTAKKLISYEASKSSEDLRKNFVAFIRGLISFPVDIPGTAYHECMQGRKKAMKVL

RTMMRERMADRPGRQQSEDFFDVLIEELRREKPVMTEAIALDLMFVLLFASFETTALALTLGVKLLAENPRVLRALTEEH

EAIVSNRKDRDAGLTWAEYKSMTFTSQVTLEIVRLANIVPGIFRKALQDIEFKGYTIPAGWGVMVCPPAVHLNPEIYEDP

LAFNPWRWQDKVEITGGTKHFMAFGGGLRFCVGTDLSKVLMATFIHCLVTKYSWRTIKGGNIVRTPGLSFPDGYHVQLLP

KN*

>fgenesh1_pm.C_chr_4000917|Sorbi1 85% to CYP87A5, identical to Sb04g032020
MESLVCVAVWAVTLAMAMASILWTYRWNHPKANGQLPPGSLGFPLLGETLQFFAPNPTSDVSPFVKKRLDRYGNIFKTSI

VGRSVVVSADPELNYYVFQQEGKLFESWYPDTFTEIFGRDNVGSLHGFMYKYLKTLVLRLYGQENLRAVLLADAHRACRA

SLAAWASRPSSVVELKDAISTMIFDLTAKKLISYEASKSSEDLRKNFVAFIRGLISFPVDIPGTAYHECMQGRKKAMKVL

RTMMRERMADRPGRQQSEDFFDVLIEELRREKPVMTEAIALDLMFVLLFASFETTALALTLGVKLLAENPRVLRALTEEH

EAIVSNRKDRDAGLTWAEYKSMTFTSQVTLEIVRLANIVPGIFRKALQDIEFKGYTIPAGWGVMVCPPAVHLNPEIYEDP

LAFNPWRWQDKVEITGGTKHFMAFGGGLRFCVGTDLSKVLMATFIHCLVTKYSWRTIKGGNIVRTPGLSFPDGYHVQLLP

KN*

&

>estExt_Genewise1.C_chr_66914|Sorbi1

MEAGAWAVVAAAVALYMAWFWRMSRGLSGPRVWPLAGSLPGLVQHAEDMHEWIAANLRRAGGTYQTCIFAVPGVARRGGL

VTVTCDPRNLEHVLKARFDNYPKGPFWHGVFRDLLGDGIFNSDGETWVAQRKTAALEFTTRTLRTAMSRWVSRSIHARLL

PILGDADADVVVVDLQDLLLRLTFDNICGLAFGKDPETLARGLPENAFASAFDRATEATLNRFIFPECVWRFKKWLGLGM

ETTLARSVQHVDRYLSAVIGARKLELTGGKQNDASATPHDDLLSRFMRKGTYSDESLQHVALNFILAGRDTSSVALSWFF

WLVSTHPDVERKVVRELCAVLAASRGVEDPALWLAAPFDFDELDRLVYLKAALSETLRLYPSVPEDSKHVVADDVLPDGT

FVPAGSSVTYSIYSAGRMKTVWGEDCLEFRPERWLSADGTRFEPHDSYRFVAFNAGPRICLGKDLAYLQMKNIAGSVLLR

HRLAVAPGHRVEQKMSLTLFMKHGLRMEVRPRDLGAVIDELRGAGGYDAAARATAASA*

>Sb06g025170|Sorbi1 90% to CYP86A11, identical to estExt_Genewise1.C_chr_66914
MEAGAWAVVAAAVALYMAWFWRMSRGLSGPRVWPLAGSLPGLVQHAEDMHEWIAANLRRAGGTYQTCIFAVPGVARRGGL

VTVTCDPRNLEHVLKARFDNYPKGPFWHGVFRDLLGDGIFNSDGETWVAQRKTAALEFTTRTLRTAMSRWVSRSIHARLL

PILGDADADVVVVDLQDLLLRLTFDNICGLAFGKDPETLARGLPENAFASAFDRATEATLNRFIFPECVWRFKKWLGLGM

ETTLARSVQHVDRYLSAVIGARKLELTGGKQNDASATPHDDLLSRFMRKGTYSDESLQHVALNFILAGRDTSSVALSWFF

WLVSTHPDVERKVVRELCAVLAASRGVEDPALWLAAPFDFDELDRLVYLKAALSETLRLYPSVPEDSKHVVADDVLPDGT

FVPAGSSVTYSIYSAGRMKTVWGEDCLEFRPERWLSADGTRFEPHDSYRFVAFNAGPRICLGKDLAYLQMKNIAGSVLLR

HRLAVAPGHRVEQKMSLTLFMKHGLRMEVRPRDLGAVIDELRGAGGYDAAARATAASA*

&

>Sb03g038160|Sorbi1 87% to CYP73A35P, identical to e_gw1.3.18545.1
MDLLFVEKLLVGLFASVVVAIAVSKMRGRKLRLPPGPVPVPIFGNWLQVGDDLNHRNLAALARKFGDIFLLRMGQRNLVV

VSSPPLAREVLHTQGVEFGSRTRNVVFDIFTGEGQDMVFTVYGDHWRKMRRIMTVPFFTNKVVQQYRHGWEAEAAAVVDD

VRADPAAATEGVVLRRRLQLMMYNNMYRIMFDRRFESMDDPLFLRLRALNGERSRLAQSFEYNYGDFIPILRPFLRGYLR

ICKEVKETRLKLFKDFFLEERKKLASTKAVDSNGLKCAIDHILEAQQKGEINEDNVLYIVENINVAAIETTLWSIEWAIA

ELVNHPEIQQKLRQELDTVLAPGQQITEPDTHNLPYLQAVIKETLRLRMAIPLLVPHMNLHDAKLGGYDIPAESKILVNA

WYLANNPESWKRPEEFRPERFLEEEKHVEANGNDFRYLPFGVGRRSCPGIILALPILGITIGRLVQNFELLPPPGQDKLD

TTEKGGQFSLHILKHSNIVCKPRTF*

>e_gw1.3.18545.1|Sorbi1

MDLLFVEKLLVGLFASVVVAIAVSKMRGRKLRLPPGPVPVPIFGNWLQVGDDLNHRNLAALARKFGDIFLLRMGQRNLVV

VSSPPLAREVLHTQGVEFGSRTRNVVFDIFTGEGQDMVFTVYGDHWRKMRRIMTVPFFTNKVVQQYRHGWEAEAAAVVDD

VRADPAAATEGVVLRRRLQLMMYNNMYRIMFDRRFESMDDPLFLRLRALNGERSRLAQSFEYNYGDFIPILRPFLRGYLR

ICKEVKETRLKLFKDFFLEERKKLASTKAVDSNGLKCAIDHILEAQQKGEINEDNVLYIVENINVAAIETTLWSIEWAIA

ELVNHPEIQQKLRQELDTVLAPGQQITEPDTHNLPYLQAVIKETLRLRMAIPLLVPHMNLHDAKLGGYDIPAESKILVNA

WYLANNPESWKRPEEFRPERFLEEEKHVEANGNDFRYLPFGVGRRSCPGIILALPILGITIGRLVQNFELLPPPGQDKLD

TTEKGGQFSLHILKHSNIVCKPRTF*

&

>gw1.7.2238.1|Sorbi1

PPSPRGLPVIGNLHQLGSLPHRSLRSLAAAHGPVMLIRLGQVPAVVVSSASAAREVLQAQDHVFAGRPSLTIPRRLLYGC

TDIAFAPHGAYWRGARKMSVRHLLSPPRVRAYRAVREQEVDALVRRVLEQACGAGGGVVRLSELLNDFAKDVAGRIVLGL

RAAGDDGWRGKVDALLEESNVLLGAFHVGDYIPWLSWVSHVDGTDARVTRAFEKMDRILEEMVDAAATRGREMPLSDSGE

EASGGDDAFIHVLLSLQQQQRQQQEEEPTAEWRLSRDNVKALLEDLFGAGTEATIIVLEWAMAELLRNKGVMEKLQREVR

QAQARARRSSSSDIIVGEQDLAGTGMEYLRAVIKETMRLHTPGPLLLPHKSMEATRISHGHGYDVPSDTMVIVNAWAIGR

DPEAWESPADEFRPERFVGSGVDFRGHHFQLIPFGAGRRMCPGINLAMSVVELALANLVARFDWALPG

>Sb07g005690|Sorbi1 42% to CYP71T5, almost identical to gw1.7.2238.1
MTLSAPLSYNTIILVFVVFIISYVSLLVGGGGKKSVANAAANRLPPPSPRGLPVIGNLHQLGSLPHRSLRSLAAAHGPVM

LIRLGQVPAVVVSSASAAREVLQAQDHVFAGRPSLTIPRRLLYGCTDIAFAPHGAYWRGARKMSVRHLLSPPRVRAYRAV

REQEVDALVRRVLEQACGAGGGVVRLSELLNDFAKDVAGRIVLGLRAAGDDGWRGKVDALLEESNVLLGAFHVGDYIPWL

SWVSHVDGTDARVTRAFEKMDRILEEMVDAAATRGREMPLSDSGEEASGGDDAFIHVLLSLQQQQRQQQEEEPTAEWRLS

RDNVKALLEDLFGAGTEATIIVLEWAMAELLRNKGVMEKLQREVRQAQARARRSSSSDIIVGEQDLAGTGMEYLRAVIKE

TMRLHTPGPLLLPHKSMEATRISHGHGYDVPSDTMVIVNAWAIGRDPEAWESPADEFRPERFVGSGVDFRGHHFQLIPFG

AGRRMCPGINLAMSVVELALANLVARFDWALPGAELELDMEETTGCTARKKAPLCAVATLLP*

&

>Sb03g040280|Sorbi1

MERFYYVAVVTSVLLVLLHHFLTRRGKKQQRLPPGPRFAFPILGHLPLLKKPLQTSLADLVSRHGPVVHLRFGGRHAVVI

GSAALAKECFSGELDVAIANRPHFPSAREASFDYSVLTVVNYGALWRTMRRVATVHLLSAHRVNIMSDTVIARELRAMVR

RLARASASAPGAAARVELKRRLFDLSHSVLMEIMAQTRNTYSDDADEDMSKEAREMKDIIEEIIPLVGVANLWDYMPLLR

WLDVYGAKRKLADVVTRRNQFFDKMIDAERQKLKQLERKKGEADASDSDEKMGMIGVMLSLQKTEPDVYTDHFINALVPN

LLGAGTETTSTTMEWAMSLLLNHPDVLKKAQEEIDSNVGEGRLLDKNDLPRLPYLHCIISETLRLYPAAPMLLPHEASTD

CKIHGYDVPAGSMILVNAYAIHRDPATWEDPEEFRPERFEHGRAEGKFMMPFGMGRRRCPGENLAMRTMGLVLGALLQCF

DWTRIGDAEVDMATATGTIMSKAVPLEALCKPRANMSAVLQKI*

>estExt_Genewise1.C_chr_39986|Sorbi1 57% to CYP81A6, identical to Sb03g040280
MERFYYVAVVTSVLLVLLHHFLTRRGKKQQRLPPGPRFAFPILGHLPLLKKPLQTSLADLVSRHGPVVHLRFGGRHAVVI

GSAALAKECFSGELDVAIANRPHFPSAREASFDYSVLTVVNYGALWRTMRRVATVHLLSAHRVNIMSDTVIARELRAMVR

RLARASASAPGAAARVELKRRLFDLSHSVLMEIMAQTRNTYSDDADEDMSKEAREMKDIIEEIIPLVGVANLWDYMPLLR

WLDVYGAKRKLADVVTRRNQFFDKMIDAERQKLKQLERKKGEADASDSDEKMGMIGVMLSLQKTEPDVYTDHFINALVPN

LLGAGTETTSTTMEWAMSLLLNHPDVLKKAQEEIDSNVGEGRLLDKNDLPRLPYLHCIISETLRLYPAAPMLLPHEASTD

CKIHGYDVPAGSMILVNAYAIHRDPATWEDPEEFRPERFEHGRAEGKFMMPFGMGRRRCPGENLAMRTMGLVLGALLQCF

DWTRIGDAEVDMATATGTIMSKAVPLEALCKPRANMSAVLQKI*

&

>fgenesh1_pg.C_chr_1003632|Sorbi1 52% to CYP71C33, no partner
MARIGEAAATGAAVDMGELLGSFANDLACRAVMGNSFRGEGRNKLFLELVSDTSPLLGGFNVEEFFPFVARFGVLSRAVR

AKSERLRRRWDEQLDRLIQDHESTATASKTSKDDDEDDFIHILLSVRHEYGLSTEQMKAILLGVFFGGIGTGATALEFTV

AELMRNPDVMKKLQAEVRSLVPNKAQGPVSDDNLRDMAYLRAVVKESLRLHPPTPILTAHFTMASCSVDGFAVPAGVGVL

VNSWAIATDARFWEDPEAFAPERFVLDGGSAAGIDFRGADFRLLPFGSGRRMCPGMNFGVASVEAMLANLVHRFDWELPP

GKAARDIDMAEVFGLVLQRKHKLLLVPRQHSSCSDQPLVPHGGVRPGLDGCGVKELLLPPAGVKESSTTGGSVLAHVAEL

ARGGRAEQLTAGEDGGGSESRAQKSRTGDDGPEGAGRTMSGEGAKKEHDVGRERTVAW*

&

>Sb01g015300|Sorbi1

MDGTLLLLGLLLVLLIKLVVVDKKYFPAASLSQPGKPPLRLPPGPWQLPVVGSLHHLLLSRHGGLLHRAVRELSGRHGPV

MLLRLGAVPTLVVSSAEAAREVLKHHDAAFASRHLTPTLDVLSIGGRDILFSPYGELWRQLRRVCVLELFSARRVQSFRR

IREEEAARLLRSVADSCAGGSAVVDIGERVCQAMNDTVVRSAVGGRCARRDEFLRELHRVVVLTSGFNLADLYPSSRLVR

RLSRALRETEQCNRKVRGIMAEIIREQLQNAADGQEKKEEDEEEDDNNLLAVLLRLQRDGGGGGDAQAQCPLTTDIISTV

VLEIFAAGSETSSTTLEWALSELTRNPRAMRRAQAEVREAFGGQQRLTESDTARLRYLPVVVKETLRLHVPVPFLLPREC

REACRVMGYDVPRGTKVLVNAWAIARDAAYWDDPEAFRPERFEGTGGGGVDFRGADLEFIPFGAGRRMCPGMALGLANME

LALAGLLYHFDWTLPDGGGDGKVLDMSEAFGITVKRKSKLVLRATPRVPCSY*

>gw1.1.4225.1|Sorbi1 69% to CYP71W4, almost identical to Sb01g015300
RLPPGPWQLPVVGSLHHLLLSRHGGLLHRAVRELSGRHGPVMLLRLGAVPTLVVSSAEAAREVLKHHDAAFASRHLTPTL

DVLSIGGRDILFSPYGELWRQLRRVCVLELFSARRVQSFRRIREEEAARLLRSVADSCAGGSAVVDIGERVCQAMNDTVV

RSAVGGRCARRDEFLRELHRVVVLTSGFNLADLYPSSRLVRRLSRALRETEQCNRKVRGIMAEIIREQLQNAADGQEKKE

EDEEEDDNNLLAVLLRLQRDGGGGGDAQAQCPLTTDIISTVVLEIFAAGSETSSTTLEWALSELTRNPRAMRRAQAEVRE

AFGGQQRLTESDTARLRYLPVVVKETLRLHVPVPFLLPRECREACRVMGYDVPRGTKVLVNAWAIARDAAYWDDPEAFRP

ERFEGTGGGGVDFRGADLEFIPFGAGRRMCPGMALGLANMELALAGLLYHFDWTLPDGGGDGKVLDMSEAFGITVKRKSK

LVLRATPRVP

&

>Sb09g000270|Sorbi1 52% to CYP722B1, no partner
MDDMHSQLQAAGAACQQSNSLLLPPPAADRPCSSSSSSSLSLLGTAAAACLFLSAAIYCIVVIIVTTSSKQNINNRLIRR

LLKFKGRRSKNDRRRDYNNNAAPPPPPPGRGSSWWWSVVETLAFVSANRSGRGLYHFVEARHRRYGPPCFRTALLGATHV

FVSSPDAARSLLADAGGFSKRYVRTVAELLGEHSLLCASHDAHRALRRAVAPLFNAQATASLAANFDALARRIITRDWAA

KTTAVVVLDAALDVTFEAICDMLIGRTTTLKRRRLQSDVLAVTRAMLAFPLRLPGTRFHAGLRARKRIMDVLRQEIASRQ

RNIMDMEEMEEDDSKHDNDFLQSLLLLRRRKMKSSQQQQSPSNSNDHLFLTDDQILDNILTLIIAGQVTTASAITWMVKY

LADNKDFQETLRSVQLEMALKHQHGDSDGPLTLQHLNSMELAYMTVKESLRMASIVSWFPRVALEDCQVAGFHINKGWIV

NIDARALHYDATLYDNPTMFDPSRFKLALGAYIILSSARLGGVVMDKLDPPRVLCLGFV*

&

>Sb05g022070|Sorbi1 61% to CYP79A9, identical to fgenesh1_pm.C_chr_5000243
MHCLVLKRPVFRWIHRLLKDMNTSVLCLRFGAVHVVVVACPEIAREVVRKNDAVFASRPLTFASALFSFGYKGSILSPSG

EQWKKMRRVLTSEILSASMEKRLQRLRAEEADHLIRFVYNQCSTSANRTNSGIIDVRHVVRHFNGNMVRRLVLGTRHFFA

AAVGAGNDGSRCPGPEEVAHVDTLFTLLNYLYSFSVSDYIPAAAAVWVTAVDPDGHKKVAKSVMKTLNRLHDPIIKERIH

EWHILRKRGDKREARDFLDALVSLDDSQGRPLLSFDEIRAQTAEIMFAIIDNPSNAVEWAFAEMMNKPEVMHKAIQELNS

VVGKGRLVQESDIPHLNYLKACIREAFRLHPYHPFVPPHVAMEDAVISGYLIPKGSHVLLSRVGLGRNSDVWDTPLQFWP

ERHLMMDNKLEHANVVLTEPNLSFISFSAGRRGCPGVSLGTSVTMMLFARLLQGFTWTKPPGVHAIELKECTASLALAEP

LFLQALPRLPLHLYASE*

>fgenesh1_pm.C_chr_5000243|Sorbi1

MHCLVLKRPVFRWIHRLLKDMNTSVLCLRFGAVHVVVVACPEIAREVVRKNDAVFASRPLTFASALFSFGYKGSILSPSG

EQWKKMRRVLTSEILSASMEKRLQRLRAEEADHLIRFVYNQCSTSANRTNSGIIDVRHVVRHFNGNMVRRLVLGTRHFFA

AAVGAGNDGSRCPGPEEVAHVDTLFTLLNYLYSFSVSDYIPAAAAVWVTAVDPDGHKKVAKSVMKTLNRLHDPIIKERIH

EWHILRKRGDKREARDFLDALVSLDDSQGRPLLSFDEIRAQTAEIMFAIIDNPSNAVEWAFAEMMNKPEVMHKAIQELNS

VVGKGRLVQESDIPHLNYLKACIREAFRLHPYHPFVPPHVAMEDAVISGYLIPKGSHVLLSRVGLGRNSDVWDTPLQFWP

ERHLMMDNKLEHANVVLTEPNLSFISFSAGRRGCPGVSLGTSVTMMLFARLLQGFTWTKPPGVHAIELKECTASLALAEP

LFLQALPRLPLHLYASE*

&

>estExt_Genewise1Plus.C_chr_106423|Sorbi1

MESLVAALPAGGAAAAAAVGGLVAAAALAGKAGLVGPKKHLNAPPAVPGLPMIGNLHQLKEKKPHQTFTKWAEIYGPLYT

IRTGASSVVVLNSAQVAKEAMIAKFSSISTRKLSKALSVLTRDKTMVATSDYGDFHKMVKRYVMTSMLGTSAQKQFRDTR

NMMVDNMLNTFHTLLTDDPNSPLNFREVFKNELFRLSLIQALGEDVSSVYVEEYGKVISQEEIYQATVADMMMCAIEVDW

RDFFPYLSWIPNRSFETRVLTTEARRTTVMQALINQQKIRIARGETRISYLDFLLAENTLTDEQLLMLVWEAVIEAADTT

LVTTEWAMYEIAKHPEKQEYLYQEIQKVCGNKTVTEDHLPELPYLNAVFHETLRRHSPVPLVPPRFVHENTNLAGYEVPA

GTEMIINLYGCNMNKSDWAEPEEWKPERFLDGRFEAADMYKTMAFGAGRRACAGSMQAMNISCTAIARFVQEFSWRLKEG

DEDKADTIQLTTNRLYPLHVYLTPRGRK*

>Sb10g022520|Sorbi1 78% to CYP701A6, identical to estExt_Genewise1Plus.C_chr_106423
MESLVAALPAGGAAAAAAVGGLVAAAALAGKAGLVGPKKHLNAPPAVPGLPMIGNLHQLKEKKPHQTFTKWAEIYGPLYT

IRTGASSVVVLNSAQVAKEAMIAKFSSISTRKLSKALSVLTRDKTMVATSDYGDFHKMVKRYVMTSMLGTSAQKQFRDTR

NMMVDNMLNTFHTLLTDDPNSPLNFREVFKNELFRLSLIQALGEDVSSVYVEEYGKVISQEEIYQATVADMMMCAIEVDW

RDFFPYLSWIPNRSFETRVLTTEARRTTVMQALINQQKIRIARGETRISYLDFLLAENTLTDEQLLMLVWEAVIEAADTT

LVTTEWAMYEIAKHPEKQEYLYQEIQKVCGNKTVTEDHLPELPYLNAVFHETLRRHSPVPLVPPRFVHENTNLAGYEVPA

GTEMIINLYGCNMNKSDWAEPEEWKPERFLDGRFEAADMYKTMAFGAGRRACAGSMQAMNISCTAIARFVQEFSWRLKEG

DEDKADTIQLTTNRLYPLHVYLTPRGRK*

&

>Sb06g021610|Sorbi1

MANLLLQFMRELMAPRAWFLLLPPLFLLLVRYSVSRKQQRARKRQQLDDEDEDDDDHHLPLPPSPPALPLFGHLHLIGSL

PHVSLRSLATKHGPDLMLLRLGAMPVLVVSSPRAAEAVLRTHDHVFASRPHSLVTEVVLYGPSDIGFAPYGDHWRKARKL

VTTHLLTVRRVQSFRHAREEEVSTVMAEIAEAAAAAGGGAAPPVVDVGELLGSFTNDLACRAVMGKSSGRIRSKLLRQLI

VDTSPLLGGFNVEEFFPFLARFGVLSKVVRAKSERLRKRWDELLDGLIDDRESMYEPMAAAAPVSESELKDEDQDFIHIL

LSVRDEYGLSRESMKAILLDVFFGGIDTAASLLEYTMIELIQRPHVMKKLQAEVRRSSLPHQHQQQGQEDILREADLTNM

AYLRAVIKESLRLRAVAPLLAPHLSMARCTIDGLAAVPAGVRVLINAWAIARDARFWGQDAEEFVPERFLDGGSAADVGF

RGTDFQFLPFSAGRRQCPGINFAMAAVEVMLANLVRRFDWEMPAGKAARDIDMSEVFGLVLHRKEKLLLVPKLCA*

>estExt_Genewise1.C_chr_66095|Sorbi1 54% to CYP71C32, almost identical to Sb06g021610
MANLLLQFMRELMAPRAWFLLLPPLFLLLVRYSVSRKQQRARKRQQLDDEDEDDDDHHLPLPPSPPALPLFGHLHLIGSL

PHVSLRSLATKHGPDLMLLRLGAMPVLVVSSPRAAEAVLRTHDHVFASRPHSLVTEVVLYGPSDIGFAPYGDHWRKARKL

VTTHLLTVRRVQSFRHAREEEVSTVMAEIAEAAAAAGGGAAPPVVDVGELLGSFTNDLACRAVMGKSSGRIRSKLLRQLI

VDTSPLLGGFNVEEFFPFLARFGVLSKVVRAKSERLRKRWDELLDGLIDDRESIELKDEDQDFIHILLSVRDEYGLSRES

MKAILLDVFFGGIDTAASLLEYTMIELIQRPHVMKKLQAEVRRSSLPHQHQQQGQEDILREADLTNMAYLRAVIKESLRL

RAVAPLLAPHLSMARCTIDGLAAVPAGVRVLINAWAIARDARFWGQDAEEFVPERFLDGGSAADVGFRGTDFQFLPFSAG

RRQCPGINFAMAAVEVMLANLVRRFDWEMPAGKAARDIDMSEVFGLVLHRKEKLLLVPKLCA*

&

>Sb01g004060|Sorbi1

MAMLVPWLAWLLVSLLAAYFLELYAHARRGLPPGPRPLPLIGNLHLVGDQPHRSLARLAQLHGPLMSLRLGAVTTVVISS

PDVAREFLQRHDAVFANRFVPHAVGDHADNSVPWLPHSARWRALRKIMATELFAPQRLDALQHLRRHKVDELVAHVRLLA

LQGSAVDVGRVAFATSLNLLSRTVFSCDLTNLDDDHAGSRGFQEVVTEIMEVAASPNLSDLFPALAWADLQGLRRRLAKL

FARLHQVFDVEIRRRLCERDACDPRRNDFLDVLLDTTTSTALGRDTLLSLFTDLFAAGSDTSSSTVEWALTELLRNPVSM

VKTCNELGAAIGSARNIEESEIDQLPYLQAVIKETFRLHPPVPLLLPRRAEATTEIMGHIIPKGARVLVNVWAMGRDKDI

WPEPETFMPERFLERTTTDFKGGNFELIPFGAGRRICPGMPLASRMVHLVLASLLNQFKWRLPNELETNGIDMAENFGVT

LKKATPLCAIATPV*

>fgenesh1_pm.C_chr_1000135|Sorbi1 70% to CYP76H10, identical to Sb01g004060
MAMLVPWLAWLLVSLLAAYFLELYAHARRGLPPGPRPLPLIGNLHLVGDQPHRSLARLAQLHGPLMSLRLGAVTTVVISS

PDVAREFLQRHDAVFANRFVPHAVGDHADNSVPWLPHSARWRALRKIMATELFAPQRLDALQHLRRHKVDELVAHVRLLA

LQGSAVDVGRVAFATSLNLLSRTVFSCDLTNLDDDHAGSRGFQEVVTEIMEVAASPNLSDLFPALAWADLQGLRRRLAKL

FARLHQVFDVEIRRRLCERDACDPRRNDFLDVLLDTTTSTALGRDTLLSLFTDLFAAGSDTSSSTVEWALTELLRNPVSM

VKTCNELGAAIGSARNIEESEIDQLPYLQAVIKETFRLHPPVPLLLPRRAEATTEIMGHIIPKGARVLVNVWAMGRDKDI

WPEPETFMPERFLERTTTDFKGGNFELIPFGAGRRICPGMPLASRMVHLVLASLLNQFKWRLPNELETNGIDMAENFGVT

LKKATPLCAIATPV*

&

>estExt_Genewise1Plus.C_chr_106411|Sorbi1

MPLEAVAAVFLLPSSSMILHVLLVLVMLCLVKTHHRPWRKNRRCTPPLPPGPVPWPVVGNLPEMMVSDKPAFHWVHHIMK

EKGTDIACIKLGGVHVIPITCPKIALEVLKNQDANFASRPLTMASKTLSRSYRDAVMCPYGDQWKKMRRVLASEVVCPSR

HRWLHDKRADEADNLTRYVYNLAKSGSGVVDVRHIARHYCGNIVRRLVFNTRYFGKPQPDSGPGPLEVQHVDAVFASLGL

LYSFCVSDYLPWLLGLDLDGHEKMIKEANEKVTRMHDTVIHERWRLWESGEMQEPQDLLDVLITLKDADDDARPVLSIEE

VKAQLMDITFASMDNPSNAVEWALAEMVNSPEMLKKAVDEIDAVVGRERLVLESDIPRLNYVKACIREAFRLHPVAAFNV

PHVALADTTVAGYHIPKGSHVILSRTGLGRNPDVWEDPLRFNPERHITVSVEVSLAEQDLRFISFSTGRRGCIAAVLGTA

MSIMLFGRLLQGFSWSKMAGVAAIDLSESRHNTFMARPLVLQAEPRLPAHLYPGISL*

>Sb10g022470|Sorbi1 52% to CYP79A7, almost identical to estExt_Genewise1Plus.C_chr_106411
MPLEAVAAVFLLPSSSMILHVLLVLVMLCLVKTHHRPWRKNRRCTPPLPPGPVPWPVVGNLPEMMVSDKPAFHWVHHIMK

EKGTDIACIKLGGVHVIPITCPKIALEVLKNQDANFASRPLTMASKTLSRSYRDAVMCPYGDQWKKMRRVLASEVVCPSR

HRWLHDKRADEADNLTRYVYNLAKSGSGVVDVRHIARHYCGNIVRRLVFNTRYFGKPQPDSGPGPLEVQHVDAVFASLGL

LYSFCVSDYLPWLLGLDLDGHEKMIKEANEKVTRMHDTVIHERWRLWESGEMQEPQDLLDVLITLKDADDDARPVLSIEE

VKAQLMDITFASMDNPSNAVEWALAEMVNSPEMLKKAVDEIDAVVGRERLVLESDIPRLNYVKACIREAFRLHPVAAFNV

PHVALADTTVAGYHIPKGSHVILSRTGLGRNPDVWEDPLRFNPERHITVSVSSTPELEVEVEVSLAEQDLRFISFSTGRR

GCIAAVLGTAMSIMLFGRLLQGFSWSKMAGVAAIDLSESRHNTFMARPLVLQAEPRLPAHLYPGISL*

&

>Sb05g026600|Sorbi1

MRKLCTEELFTPRRLAELRAVREEKARELARAVSSSSEAKAVVVAGTPNVSDYFPAVAAADVLGVRRRMEKLVAWTYGVN

DRQIDLRRHGRAAGEPRRNDLLDAALDMEGQVDGTEGWVMNQEAMRGMFMDLLVAGSGSTTSTIEWAMAELLLHPRCMTK

ELRRVIGARPHVAESDISNLTYLQAVVKETLRLHPTVPIGLNKAEATVEVHGYRIPEGTTVYVNIWAICRRAKVWGDDAE

ERFVVGRDDGVGFLGNCFELIPFGAGRRICLGLPLAERMLHLMLGSLLHRFDCAVEDDGIDMAERFGLVLSMATPLRAVA

KEVVSN*

>estExt_fgenesh1_pg.C_chr_52293|Sorbi1 60% to CYP76N3, identical to Sb05g026600
MRKLCTEELFTPRRLAELRAVREEKARELARAVSSSSEAKAVVVAGTPNVSDYFPAVAAADVLGVRRRMEKLVAWTYGVN

DRQIDLRRHGRAAGEPRRNDLLDAALDMEGQVDGTEGWVMNQEAMRGMFMDLLVAGSGSTTSTIEWAMAELLLHPRCMTK

ELRRVIGARPHVAESDISNLTYLQAVVKETLRLHPTVPIGLNKAEATVEVHGYRIPEGTTVYVNIWAICRRAKVWGDDAE

ERFVVGRDDGVGFLGNCFELIPFGAGRRICLGLPLAERMLHLMLGSLLHRFDCAVEDDGIDMAERFGLVLSMATPLRAVA

KEVVSN*

&

>estExt_Genewise1.C_chr_28520|Sorbi1

MSPYLLLAAAALIAFLYIIKNRRSSKLPPSPPSLPLIGHLHLIGRLAHRSLHELQLRYGGGGGLLFLQLGRRRTLVVSTA

AAAADLFRNHDLAFASRARSVGGDKMTYGCSNVSFAPYGENWRLGKKIASFAPVRAAEVAALVARTRRAAEAGEAVQMRE

LLYGYTNAVVTRAATGAAGATAEKLKQLMGNSAALMAGFQPEDVLPDAPARFVRWATGLDKKLEDMAEVWDKFLSEIVAA

HKEKGGGDAGEEDEDFLDVLLRLREEGADGLELTDDRIKATIEDMIAAATETSSQTLEWTMAELIANPRVLGKLQDEIVR

VVNADQPAICEPDLSRMGYLKAVFKEVLRLHAPAPLLVPHESTTPAVVQGYEIPAKTALFVNVWAIGRDPAVWDAPDEFR

PERFMGGSRSVDFRGTDYQLIPFGAGRRICPGISFAVPVLELALVSLLRHFEWELPAGMRPVDLDMGEAPGLTTPRRVPL

VLVPKCRTLVQAALQ*

>Sb02g030740|Sorbi1 68% to CYP71AK2, almost identical to estExt_Genewise1.C_chr_28520

hybrid?

MSPYLLAAGALIVFLYVIKNRRSSKLPPSPPSLPLIGHLHLIGRLAHRSLHELQLRYGDGGSGLLFLQLGRRPTLVVFTA

AAATDLFKNHDLAFASRPRSVGGDKLMYGCSNVSFAPYGENWRRGKKIAVVHLLSPRRVESFAPVRAAEVAALVARTRRA

AEAGEAVQMRELLYGYTNAVVTRAATGAAGATAEKLKQLMGNSAALMAGFQPEDVLPDAPARFVRWATGLDKKLEDMAEV

WDKFLSEIVAAHKEKGGGDAGEEDEDFLDVLLRLREEGADGLELTDDRIKATIEDMIAAATETSSQTLEWTMAELIANPR

VLGKLQDEIVRVVNADQPAICEPDLSRMGYLKAVFKEVLRLHAPAPLLVPHESTTPAVVQGYEIPAKTALFVNVWAIGRD

PAVWDAPDEFRPERFMGGSRSVDFRGTDYQLIPFGAGRRICPGISFAVPVLELALVSLLRHFEWELPAGMRPVDLDMGEA

PGLTTPRRVPLVLVPKCRTLVQAALQ*

&

>Sb03g005020|Sorbi1

METTSSCSWLVLCLSVSLAVLVAASSSFFLFRLRRRHGRGSHLPPGPSTVLFLAKLLPLVRSMNDLSTLLRDLHMRYGPI

ISIRLVFRTFIFVADRGIAHRMLVQSGATFASRPPTFEPRRLFTSGETTFSPGTQPCPSQAPLAPVTRSVCDGLVHDLRA

AGDGVVVLRPLLRRAMLKLLVHKCFGVHLGREALDEVQELQHQMLHSLATFPVLGIFPAVTKRLFRNRWAACVAVRRRQE

ELFVPLIYATRGDRNGAGDDDDDDDTPCYARSLLDVRVPEEGEGRHGGGGDRPLTDAEMTSLCCELLNAAGGDTTGTLIE

WIMAELAVVLEGLRLHPPGHFVIPHGMQGDAQVDGYSVPKDAELNFMVAEIGRDGKVWTRPLEFRPERFLEGGEGHDVDI

KGIKEIKMMPFGVGRRMCPGYSFAMRMVEYFVARLVMELEWRPPAVGVKVDMAEVFDFTTVMKHPLRARIIPRS*

>fgenesh1_pg.C_chr_3000533|Sorbi1 51% to CYP89E1, identical to Sb03g005020
METTSSCSWLVLCLSVSLAVLVAASSSFFLFRLRRRHGRGSHLPPGPSTVLFLAKLLPLVRSMNDLSTLLRDLHMRYGPI

ISIRLVFRTFIFVADRGIAHRMLVQSGATFASRPPTFEPRRLFTSGETTFSPGTQPCPSQAPLAPVTRSVCDGLVHDLRA

AGDGVVVLRPLLRRAMLKLLVHKCFGVHLGREALDEVQELQHQMLHSLATFPVLGIFPAVTKRLFRNRWAACVAVRRRQE

ELFVPLIYATRGDRNGAGDDDDDDDTPCYARSLLDVRVPEEGEGRHGGGGDRPLTDAEMTSLCCELLNAAGGDTTGTLIE

WIMAELAVVLEGLRLHPPGHFVIPHGMQGDAQVDGYSVPKDAELNFMVAEIGRDGKVWTRPLEFRPERFLEGGEGHDVDI

KGIKEIKMMPFGVGRRMCPGYSFAMRMVEYFVARLVMELEWRPPAVGVKVDMAEVFDFTTVMKHPLRARIIPRS*

&

>Sb02g040490|Sorbi1 79% to CYP709C9, identical to estExt_Genewise1.C_chr_210610
MDLAWMVAAAVASVLASWAFNALLHLVWRPYAITRSLRAQGVRGPDYRFLTGNLAEMKRLRADGAAVTLDVGDHDFIPMV

QPHHRKWISLYGRTFVYWNGATPNVCLADVNVVRQVLFDRTGLYPKNLMNPHVSRLLGKGLVLTDGDDWKRHRKVVHPAF

NMDKLKMMTATMSNCALSMMSEWEAQLAKGAGDAEVELSTRFEELTADVISHTAFGSSYEDGKRVFLAQRELQFLAFSTF

FNVQIPALRYLPTEKNRRTWKLDKQVRGMLMDIIKARVANKDTAGYGNDLLGLMLEACAPEHGETPVLSMDEIIDECKTF

FFAGHDTTSHLLTWAAFLLSTHPEWQDRLREEVRRECGDEVPTRGDALNKLALVNMFLLETLRLYGPVSLIQRKAGSDLD

LGGIRVPEGAIFTIPIATIHRDKEVWGDDAGEFKPERFENGVTRAAKHPNALLSFSSGPRSCIGQNFAMIEAKAVVAMIL

QRFALELSPKYVHAPMDVITLRPRHGLPMLLRRL*

>estExt_Genewise1.C_chr_210610|Sorbi1

MDLAWMVAAAVASVLASWAFNALLHLVWRPYAITRSLRAQGVRGPDYRFLTGNLAEMKRLRADGAAVTLDVGDHDFIPMV

QPHHRKWISLYGRTFVYWNGATPNVCLADVNVVRQVLFDRTGLYPKNLMNPHVSRLLGKGLVLTDGDDWKRHRKVVHPAF

NMDKLKMMTATMSNCALSMMSEWEAQLAKGAGDAEVELSTRFEELTADVISHTAFGSSYEDGKRVFLAQRELQFLAFSTF

FNVQIPALRYLPTEKNRRTWKLDKQVRGMLMDIIKARVANKDTAGYGNDLLGLMLEACAPEHGETPVLSMDEIIDECKTF

FFAGHDTTSHLLTWAAFLLSTHPEWQDRLREEVRRECGDEVPTRGDALNKLALVNMFLLETLRLYGPVSLIQRKAGSDLD

LGGIRVPEGAIFTIPIATIHRDKEVWGDDAGEFKPERFENGVTRAAKHPNALLSFSSGPRSCIGQNFAMIEAKAVVAMIL

QRFALELSPKYVHAPMDVITLRPRHGLPMLLRRL*

&

>Sb01g017160|Sorbi1 74% to CYP89B3, almost identical to e_gw1.1.5110.1
MDATQLNRP

MDATRLFLGALLLLLPAALLLLLRARGRRRLPPGPPSLPLLGSVVWLTNSPTEIEPLLRRLFERYGPVVAL

RIGARLFVFVADRRIAHEALVDRGAALADRPALASVRLLGENENSITRASYGPVWRLLRRNLVAETLHPSRVKLFTPARA

WVRRVLVEKLGEPGPDAAPPRVVETFQYAMFCLLVLMCFGERLDEPAVRAIASAQREGLIYRSKNMQVFSFLPAVTKHLF

RARLDKARELRRRVKELFVPLINARREYKKRGGEPKGETTFEHSYLDTLLDIKLHEDGDRPLTDDEICILCSEFLDAGTD

TTSTGLQWIMAELVKNPAIQEKLYNEVKAAADNDKEGVSEEDVHKMPYLKAVILEALRKHPPAHFVLPHKAAEDMEIGGY

LIPKGTTVNFMVAEMSRDEQEWKNPMEFSPERFLPGGDGEGVDVTGTKAIRMMPFGVGRRICAGLGIAMLHLEYFVANMV

LEYEWKEVPGNEVDFAEKNEFTVVMKKPLRPRLVPRRSHLN*

>e_gw1.1.5110.1|Sorbi1

MDATRLFLGALLLLLPAALLLLLRARGRRRLPPGPPSLPLLGSVVWLTNSPTEIEPLLRRLFERYGPVVALRIGARLFVF

VADRRIAHEALVDRGAALADRPALASVRLLGENENSITRASYGPVWRLLRRNLVAETLHPSRVKLFTPARAWVRRVLVEK

LGEPGPDAAPPRVVETFQYAMFCLLVLMCFGERLDEPAVRAIASAQREGLIYRSKNMQVFSFLPAVTKHLFRARLDKARE

LRRRVKELFVPLINARREYKKRGGEPKGETTFEHSYLDTLLDIKLHEDGDRPLTDDEICILCSEFLDAGTDTTSTGLQWI

MAELVKNPAIQEKLYNEVKAAADNDKEGVSEEDVHKMPYLKAVILEALRKHPPAHFVLPHKAAEDMEIGGYLIPKGTTVN

FMVAEMSRDEQEWKNPMEFSPERFLPGGDGEGVDVTGTKAIRMMPFGVGRRICAGLGIAMLHLEYFVANMVLEYEWKEVP

GNEVDFAEKNEFTVVMKKPLRPRLVPRRSHLN*

&

>Sb05g026850|Sorbi1

MEISRIGLIFLFLLSLLILVSSLRQRPRANSKKKRPPGPWALPFVGSIHHMVTSQPQAALRELADKHGPVMYLRLGQTDT

VIVSSPAAAQEVLQANDLDFASRPCLIGPGIICYGNLDVAFAPYGSYWRALRKLCTIELLSARKVRHFASYRERQTMSLV

AEIRATAAAAAAAGANKPKPVNIRGLLVSCTNTITSLATFGDVCSQERKEQFLSAVAVALNHSMGFCVSDMFPSLWFVDV

VTGVTRRLWRAHRQLDELFDKIIEDCEQRRKERKVKSGGGEDEAAAENDLLSIMLRVRDEEDLEFPFNNTNIKAIIFDLF

TGGTETISSLAEWVMSELMRHPGEMAKAQAEVREAFNNINPHHHESCMDRLHYTRMVIKETLRLHPPLPLLLPRLCRNTC

DIGGFEITKGSRVIINAWAIARSPMYWDNAEEFRPARFENTMAEYRGTEFYYLPFGSGRRMCPGSGFGMATLELIVARLL

YYFDWSLPGKMLPEEVNMETIVGSTARRRNQLHLVATPYDVPIEM*

>e_gw1.5.16349.1|Sorbi1 57% to CYP99A2, identical to Sb05g026850
MEISRIGLIFLFLLSLLILVSSLRQRPRANSKKKRPPGPWALPFVGSIHHMVTSQPQAALRELADKHGPVMYLRLGQTDT

VIVSSPAAAQEVLQANDLDFASRPCLIGPGIICYGNLDVAFAPYGSYWRALRKLCTIELLSARKVRHFASYRERQTMSLV

AEIRATAAAAAAAGANKPKPVNIRGLLVSCTNTITSLATFGDVCSQERKEQFLSAVAVALNHSMGFCVSDMFPSLWFVDV

VTGVTRRLWRAHRQLDELFDKIIEDCEQRRKERKVKSGGGEDEAAAENDLLSIMLRVRDEEDLEFPFNNTNIKAIIFDLF

TGGTETISSLAEWVMSELMRHPGEMAKAQAEVREAFNNINPHHHESCMDRLHYTRMVIKETLRLHPPLPLLLPRLCRNTC

DIGGFEITKGSRVIINAWAIARSPMYWDNAEEFRPARFENTMAEYRGTEFYYLPFGSGRRMCPGSGFGMATLELIVARLL

YYFDWSLPGKMLPEEVNMETIVGSTARRRNQLHLVATPYDVPIEM*

&

>Sb01g001820|Sorbi1 60% to CYP71E4, almost identical to gw1.1.472.1
MGLLVLLPVLLVSSYILLTSRSRSRSRSAKDGAAPQLPPGPAQVPVLGNLHLLGPLPHQNLRELARRHGPVMLLRLGTVP

AVVVSSAEAAREMLKAHDVDCCSRPVSPGSKRLSYDLKDVAFAPYGEYWREMRSLLIVELLSMRRVKAAQRAREQQVDNL

VANLTRAAEASAPVALNEHIFGLADGIIGTVAFGNINGAEWFAHKERFQLVVEEGMDLLASFSAEDFFPNAAGRLVDRLT

GLAARRERVFRDLDAFCEMVIDQHTDPARRPEPSDNGGDLVDALISLCKEHRGTFRFTREHVKAVILDTFLAGIDTVAVT

LLWAMSEMMRNPQVLRKAQDEVRAAAAGVGGNGNKPRVEHDDVARLTYLKMVVKETLRLHPPSTLMPRETIREVRVCGYD

VPAKTRVFVNLWAIGRDPASWAAAEEFDPERFEGSDIDYTGAHFELLPFGAGRRICPGLAMGEANMIFALANLLYCFDWA

LPEGMASEDVSMEEAGVLTFKPKTPLLVVPTRRH*

>gw1.1.472.1|Sorbi1

PPGPAQVPVLGNLHLLGPLPHQNLRELARRHGPVMLLRLGTVPAVVVSSAEAAREMLKAHDVDCCSRPVSPGSKRLSYDL

KDVAFAPYGEYWREMRSLLIVELLSMRRVKAAQRAREQQVDNLVANLTRAAEASAPVALNEHIFGLADGIIGTVAFGNIN

GAEWFAHKERFQLVVEEGMDLLASFSAEDFFPNAAGRLVDRLTGLAARRERVFRDLDAFCEMVIDQHTDPARRPEPSDNG

GDLVDALISLCKEHRGTFRFTREHVKAVILDTFLAGIDTVAVTLLWAMSEMMRNPQVLRKAQDEVRAAAAGVGGNGNKPR

VEHDDVARLTYLKMVVKETLRLHPPSTLMPRETIREVRVCGYDVPAKTRVFVNLWAIGRDPASWAAAEEFDPERFEGSDI

DYTGAHFELLPFGAGRRICPGLAMGEANMIFALANLLYCFDWALPEGMASEDVSMEEAGVLTFKPKTPLLVVPTR

&

>Sb05g001190|Sorbi1 63% to CYP728A1, no partner
MEAADSMTMAIVVAAFLVSLPVLYRLLFPGAGDKTSRKALIPPGSFGLPVVGHTLSLLSALRANTAEDWLRRRAAAYGPV

SRLSLFRYRTAFLVGPSANKFVFTSPALTTMNSEAFSRMVGRRTVRDVVGDEHARVRAMMMQFLKLDAVKRHVASMDAEV

RRHLDAHWPRGRGSVAVMPSMKTLTFDVMSTVLFGLVGKEKEKDAAAVRRELSAEFQQLVQGIWAVPLNLPFTRFSRCLA

ASRRGRRAVAGVIEERRAKLQRGESSPADDIITHMLSKGLPDEEITDNVMFLMVAAHDTTAALITFLLRHLDANRDAYAK

VVQEQEEIARCKAAGEALSWDDLCRMRYTWAAAMETLRLVPPAFSMLRKALVDVEYGGYVIPKGWQVMYATNMTHWSPAI

FPDPGRFDPARFQDPSAIPPYGFVPFGGGARICPGNEFAKVETLVAVHHIVTRFRWKLAAGCDGSFSRSPMPYPSQGLLI

DVEPIDQGNTSR*

&

>Sb01g014350|Sorbi1 60% to CYP87C2, identical to estExt_Genewise1.C_chr_12910
MSMHYLVSVSVTCLALGVGAILVLRRRNGGRTCEGARLPPGSRGLPFIGETLHYLAASSTLGLLPPFFEKRLERYGPIFR

TSLVGEDLVVSLDAELNAHILKQEERGFQIWYPPSFMRVFGADNITSKIGVLHRHMRTLVLRLFGHQTIRSVLLHDVQRS

ARDELRSWLDRPDVEVRTAISRMIFGVTAKKLISHDDAASGGRLWECFHDWTSGLLSFPVPIPGTTFYRCMQGRKNVMKV

LKQQLGERRNAAERETVDFFDLVIDELNKPNPMMDKSTALDLLFAMLFASHETTSMVLTVILKYLTDNPKALQELTEEHE

RILERRVDRDSDITWEEYKSMKFTSHVIHESLRLANIALVMFRKADQDVHTNGYTIPKGSKIMICPLASHLNMKVYEDPS

VFNPWRWKNIPEPVGASKDFMAFGGGLRLCAGADFSKMQMAMFLHYLVRNYRWKTVSGGTMVFYPGLQFPDGFHIQLLPK

I*

>estExt_Genewise1.C_chr_12910|Sorbi1

MSMHYLVSVSVTCLALGVGAILVLRRRNGGRTCEGARLPPGSRGLPFIGETLHYLAASSTLGLLPPFFEKRLERYGPIFR

TSLVGEDLVVSLDAELNAHILKQEERGFQIWYPPSFMRVFGADNITSKIGVLHRHMRTLVLRLFGHQTIRSVLLHDVQRS

ARDELRSWLDRPDVEVRTAISRMIFGVTAKKLISHDDAASGGRLWECFHDWTSGLLSFPVPIPGTTFYRCMQGRKNVMKV

LKQQLGERRNAAERETVDFFDLVIDELNKPNPMMDKSTALDLLFAMLFASHETTSMVLTVILKYLTDNPKALQELTEEHE

RILERRVDRDSDITWEEYKSMKFTSHVIHESLRLANIALVMFRKADQDVHTNGYTIPKGSKIMICPLASHLNMKVYEDPS

VFNPWRWKNIPEPVGASKDFMAFGGGLRLCAGADFSKMQMAMFLHYLVRNYRWKTVSGGTMVFYPGLQFPDGFHIQLLPK

I*

&

>Sb02g009400|Sorbi1 50% to CYP71E4, no partner
MALHDLILALKNVPVWSVLLIIAPLIWYLLVHGERKRKEKAIRLPPSPPRLPLIGHLHLMIKEPHRTLQRLAQRMGPVIF

LQLGGVPAVVVSSPEAAKEVLKTLDVHCCNRPSSPGAEMLTYNYRDIAFSPYSERWRERRKLFISELVGSKRVQSFSHAL

EEQVEQLIQSLSCLPPSTTEPINLNEKIFTLIDGFIGTVAFGRMSGAKLLKYNMFQQVFSEAMVVLSAFSAQDFFPASPI

SRWVDRFLGLEARYRAIFSELDAYFETVLSQHLSPGRVQVQSDRDNLVDVLIGLWKGQGKGQAVTKDDLKAIIMDAFIGA

TSTSSVTLLWAMSEVIKNPRVMSKVQSEIRSSVNGKLRVEVSDTPQFKYLRMVIKETLRLHPPAPFLIPRETTQHVQVLG

YDLPPKTRVFVNVWAIGRDPACWKNPEEFYPERFEDADIDFQGTDFELLPFGAGRRICPAIPMGLMNVGFTLASLLHSFD

WRLPEGMAPEDVSMEGTGRQIVSRSTPLYLIPSPYISGQTKLY*

&

>Sb02g002630|Sorbi1

MACSHSHEGHYHLLITGIAAAFVAVMSFFLRYSGRRRLRWRGRGGFPPGPPGLPVIGNLLSMDQFTHRGLAKLAKVHGGF

FHLPIGFANVFVVSSPETAREILQEQAGVFSHRPVTAAMAYVSYDLADMAFARYGPFWRQMRKLCVVKLFSRGRDQSWRT

VRAEVDGLVRSLAEAGAVVVANVGELAFKFATNITLRAAFGARSQEDEAEFVAIIRELSQTFLAFNVADFVPFVGFLDLN

GINRRTRAARHALDVFIDRIIDEHVARWKNGDVAAADMVDDMIAYLAETPGRDTRADGVELKDLRLTRENIKGLIMDIMF

GGTETVAATLEWSMVELLRSPGELERAQDELAGVVGLDRKVDESDVEKLPYLRCICKEVLRLHPPLPLLHRESLQDCAVG

GHAVPRNSRVWINIWAMGRDERHWEDADAFRPSRFAGAGAGVGGDFWYLPFGHGRRSCPGMQLGTYAVELGLANLLHCFR

WSLPDGVAPSDLDVGDVFGLTAPRAQRLLAVPSPRLSCPLF*

>fgenesh1_pm.C_chr_2000045|Sorbi1 72% to CYP84A7, identical to Sb02g002630
MACSHSHEGRGGFPPGPPGLPVIGNLLSMDQFTHRGLAKLAKVHGGFFHLPIGFANVFVVSSPETAREILQEQAGVFSHR

PVTAAMAYVSYDLADMAFARYGPFWRQMRKLCVVKLFSRGRDQSWRTVRAEVDGLVRSLAEAGAVVVANVGELAFKFATN

ITLRAAFGARSQEDEAEFVAIIRELSQTFLAFNVADFVPFVGFLDLNGINRRTRAARHALDVFIDRIIDEHVARWKNGDV

AAADMVDDMIAYLAETPGRDTRADGVELKDLRLTRENIKGLIMDIMFGGTETVAATLEWSMVELLRSPGELERAQDELAG

VVGLDRKVDESDVEKLPYLRCICKEVLRLHPPLPLLHRESLQDCAVGGHAVPRNSRVWINIWAMGRDERHWEDADAFRPS

RFAGAGAGVGGDFWYLPFGHGRRSCPGMQLGTYAVELGLANLLHCFRWSLPDGVAPSDLDVGDVFGLTAPRAQRLLAVPS

PRLSCPLF*

&

>Sb03g026136|Sorbi1 61% to CYP71AD1, no partner
ADFTKVWATGRNARRLPPGPRGLPLIGNLHQVGALPHRALCSLAATHGAPDLMQLRLGHVLALVASSPAAAAALMREHDG

AFGTRPYFRTAEILTYGFQDLVFAPHSEHWRHVRRLCSAHVLSAVRSHSFDGMREREVAALVRTMRERAGGVVDMSKALY

GFANGVICRAVSGTGRGLSREEEEEEEEEEGRRSELFRALIEVNTALLGGFCVGDYFPSLAWMDDALSGAGARAWRNLKR

WDDLLEKVVQEHEARRRRRGDGDVEVEEEDFVDVLLAVVLQAEEKQDHDGGFELTSDAIKHVRGWDRETSFIMLEWAMSE

QVRNPAAMERLKSELRAAPPGSTTVAGRGDALGATTTPYLRAVVKETLRLHPPVPLLLPRECMRDTTVLGFPRGPWHPVR

LFDWALPGGAAPGTSTCRTRPGLPRPGGCPSSQF*

&

>Sb01g034650|Sorbi1 71% to CYP71Z9, almost identical to e_gw1.1.15534.1
MEDSNVMVLAVGVAMLLLVVSKLGSLLITKNKKSKLNLPPGPWTLPLIGSVHHLVGNPVIHRGLRDLSRKHGPLMMLRLG

EEPTLVVSSAEAAEAVTKMHDIAFADRYVNTTLAVLTFNGTDFAFGAYGERWRQLRKICVLELLSAARVRSFRCVREEEV

ARFVGSLAASASANAGAAVDMTKMISRLMNDTFVRESIGSRYEHQDEYLDALATAIRQTSVLTVADLFPSSRLMQMLGTA

PRKALACRNRIARILNGIIREKKEAMAMDDRGDKQAAAAAHDDGFLGVLLRLQKEDTLPIPLTNDTILALMFDLFGAGSD

TSSTTLNWCMTELVRHPAAMSRAQAEVREAFKGRKKKKSALTEDDLAAAELGLGYLKLVVKETLRLHSPVPLLLPRRCRE

TVQVMGYDVPKGTAVFVNVWAVCRDPKYWDDDAEEFRPERFEGGKKSSGVDFKGTNYEFLPFGSGRRMCPGVNLGLANIE

LVLASLLYHFDWKLPTGMEPEDVDTGEAPGLILKKKTGLVLHPIIRFAPS*

>e_gw1.1.15534.1|Sorbi1

MLLLVVSKLGSLLITKNKKSKLNLPPGPWTLPLIGSVHHLVGNPVIHRGLRDLSRKHGPLMMLRLGEEPTLVVSSAEAAE

AVTKMHDIAFADRYVNTTLAVLTFNGTDFAFGAYGERWRQLRKICVLELLSAARVRSFRCVREEEVARFVGSLAASASAN

AGAAVDMTKMISRLMNDTFVRESIGSRYEHQDEYLDALATAIRQTSVLTVADLFPSSRLMQMLGTAPRKALACRNRIARI

LNGIIREKKEAMAMDDRGDKQAAAAAHDDGFLGVLLRLQKEDTLPIPLTNDTILALMFDLFGAGSDTSSTTLNWCMTELV

RHPAAMSRAQAEVREAFKGRKKKKSALTEDDLAAAELGLGYLKLVVKETLRLHSPVPLLLPRRCRETVQVMGYDVPKGTA

VFVNVWAVCRDPKYWDDDAEEFRPERFEGGKKSSGVDFKGTNYEFLPFGSGRRMCPGVNLGLANIELVLASLLYHFDWKL

PTGMEPEDVDTGEAPGLILKKKTGLVLHPIIRFAPS*

&

>e_gw1.1.14282.1|Sorbi1

MGAQVYCSTALAAAGVVLLAICTYYLLVVGRRGQRSKQPKGYAPVVGTVFHQLYHVRRLHDYHTDLFRQRKTFQLLVPAG

RRQIYTCDPAVVKHILRTNFANYGKGTFNYENTSDLLGDGLFAVDGDKWRQQRKIASYDFSTRALRDFSGAVFKRNAARL

AGIVSGNAASGKPMEFQGLALRATMDSIFTIAFGLDLDTLAGVSSGEGRSRFAAALDDASELTLLRYVNAFWKAQRFLGV

GSEAKLRQRVKFIDEFVYKCIRDRAQELSDREATGDADSRQDMLSRFIRKATNESGTVDYKYLRDIILNIVIAGKDTTAG

ALTWFLYMACKHPEIQEKICQDARNVSNAGETKTVEEFAQSLTDVALNKMHYLHAALTETLRLYPSVPMDNKQCFGDDVL

PDGCSVSKGDIVFYVPYAMGRMEYLWGKDAEVFRPERWLDQNGEFQQESPFKFTAFQAGPRICLGKEFAYRQMKIFAAVL

FRFFVFRLRDGEKATVNYRTMITLHIDEGLHLTATAR*

>Sb01g031060|Sorbi1 70% to CYP704A7, almost identical to e_gw1.1.14282.1
MGAQVYCSTALAAAGVVLLAICTYYLLVVGRRGQRSKQPKGYAPVVGTVFHQLYHVRRLHDYHTDLFRQRKTFQLLVPAG

RRQIYTCDPAVVKHILRTNFANYGKGTFNYENTSDLLGDGLFAVDGDKWRQQRKIASYDFSTRALRDFSGAVFKRNAARL

AGIVSGNAASGKPMEFQGLALRATMDSIFTIAFGLDLDTLAGVSSGEGRSRFAAALDDASELTLLRYVNAFWKAQRFLGV

GSEAKLRQRVKFIDEFVYKCIRDRAQELSDREATGDAVPDSRQDMLSRFIRKATNESGTVDYKYLRDIILNIVIAGKDTT

AGALTWFLYMACKHPEIQEKICQDARNVSNAGETKTVEEFAQSLTDVALNKMHYLHAALTETLRLYPSVPMDNKQCFGDD

VLPDGCSVSKGDIVFYVPYAMGRMEYLWGKDAEVFRPERWLDQNGEFQQESPFKFTAFQAGPRICLGKEFAYRQMKIFAA

VLFRFFVFRLRDGEKATVNYRTMITLHIDEGLHLTATAR*

&

>estExt_Genewise1Plus.C_chr_111905|Sorbi1

MESSVESWWVLPMTLIPAISGQQHENMATIATSFVYLAIFACLAWAGASLLYWAHPGGPAWGKYWRAKGKPSSTIPGPKG

LPVVGSLGLMSGLAHCSLADEASRRPGAKRLMALSLGPVRAVVTSHPDVAKEILDNPAFADRPLNHAAYGLMFHRSIGFA

EHGPYWRALRRVAAGHLFGPRQVEAFAPYRAAVGEGIVAALHGAGGGVVQVRGLLRRASLYYIMRFVFGKEYDVSRAVPA

SGKEEVEELLEMVHEGYELLGMENWCDYFPGLAALDPQGVGARCAELMPRVNRFVHGIIQERRAKAIAGGDARDFVDILL

SLQESERLADADIAAVLWEMIFRGTDAMAVLMEWTLARLVLHRDVQAKAHRELDEVVGGNSQVVTESAAAPSLPYLQALL

KEALRMHPPGPLLSWRHRAISDTYVDGHLVPAGTTAMVNQWAISRDPEVWDAPLEFRPERFLPGGEGQDVSVLGADGRLV

PFGSGRRSCPGKSLAMTTVTTWMATLLNEFEWLPASDDTGGDVDLSEVLRLSCEMAVPLEVRVRPRSGM*

>Sb01g048030|Sorbi1 87% to CYP78C7, identical to estExt_Genewise1Plus.C_chr_111905
MESSVESWWVLPMTLIPAISGQQHENMATIATSFVYLAIFACLAWAGASLLYWAHPGGPAWGKYWRAKGKPSSTIPGPKG

LPVVGSLGLMSGLAHCSLADEASRRPGAKRLMALSLGPVRAVVTSHPDVAKEILDNPAFADRPLNHAAYGLMFHRSIGFA

EHGPYWRALRRVAAGHLFGPRQVEAFAPYRAAVGEGIVAALHGAGGGVVQVRGLLRRASLYYIMRFVFGKEYDVSRAVPA

SGKEEVEELLEMVHEGYELLGMENWCDYFPGLAALDPQGVGARCAELMPRVNRFVHGIIQERRAKAIAGGDARDFVDILL

SLQESERLADADIAAVLWEMIFRGTDAMAVLMEWTLARLVLHRDVQAKAHRELDEVVGGNSQVVTESAAAPSLPYLQALL

KEALRMHPPGPLLSWRHRAISDTYVDGHLVPAGTTAMVNQWAISRDPEVWDAPLEFRPERFLPGGEGQDVSVLGADGRLV

PFGSGRRSCPGKSLAMTTVTTWMATLLNEFEWLPASDDTGGDVDLSEVLRLSCEMAVPLEVRVRPRSGM*

&

>Sb08g001265|Sorbi1

MSLLPLLFVAAFTLLVVVFLVALNNNKQCRYGIPLPPGCPRRRLPLHWSLFNLSPTVASLSMVLRRLHHAHGPVVTLWAG

SKPAIFIASHETAHCTLVRMGATFAHRPSSSSLLSSGVNGYGVNSATYGNRWAVLRRNLCSHLAAADIGGPLRRSVDRLL

QSLDRAAREAADGVVVPSDTLRHAVFCFFAALCFGDQAIATDADDDDGGGLLKRLRGLHAEILSLVVQLDALHLVPSMAL

QVAHYLPSKRWSASESETTMAAALHQCYVDTLLTLRLGEHELVSLCWEFMNAAAKTTSTALEWIMARLVLHQDIQHKLWN

DITGDGRRSTTTTTTCGGESRRSFAEAVVLEALRRHPPANYLLAHTTDRDVSSVVQGSAFVIPKGSIVNYGVAEIGRDAK

LWADPDVFRPERFLEGGEGFSIRGIPGVGGGGGPVPEMMKMIPFGAGRRACPGAAVSMKVLLSFMENLVVHFEWKPVVGG

CACACGEEEEEEAPAVDMSEKPGLVTEMRTPLRTRLVVRQH

>gw1.8.378.1|Sorbi1 53% to CYP89G1, almost identical to Sb08g001265
VASLSMVLRRLHHAHGPVVTLWAGSKPAIFIASHETAHCTLVRMGATFAHRPSSSSLLSSGVNGYGVNSATYGNRWAVLR

RNLCSHLAAADIGGPLRRSVDRLLQSLDRAAREAADGVVVPSDTLRHAVFCFFAALCFGDQAIATDADDDDGGGLLKRLR

GLHAEILSLVVQLDALHLVPSMALQVAHYLPRSWKLLDAQRRHHATVMALVRARRLWQQKMSETTMAAALHQCYVDTLLT

LRLGEHELVSLCWEFMNAAAKTTSTALEWIMARLVLHQDIQHKLWNDITGDGRRSTTTTTTCGGESRRSFAEAVVLEALR

RHPPANYLLAHTTDRDVSSVVQGSAFVIPKGSIVNYGVAEIGRDAKLWADPDVFRPERFLEGGEGFSIRGIPGVGGGGGP

VPEMMKMIPFGAGRRACPGAAVSMKVLLSFMENLVVHFEWKPVEAPAVDMSEKPGLVTEMRTPLRTRLVVR

&

>Sb10g027430|Sorbi1 88% to CYP77B2, identical to estExt_fgenesh1_pg.C_chr_102362

MDVNDVLLVVLAAALGAMWWRRCSKTGGVDGLPPGPPGWPVVGNLFQVILQRRPFMYVVRDLREKYGPIFTMRMGQRTLI

VVTSADLIHEALVKQGPMFASRPADSPIRLLFSVGKCTVNSAPYGPLWRALRRNFVAEIVSPHRVKSFSWIREWAVDAHL

RRLRAELAGEGAVRVMASCRLTICSILICICFGAKIPDELIREIEEVLKDVMMISLPKLPDFLPLLTPLFRKQLSEARAL

RRRQLDCLAPLVRARRDFLRDGAGSQEAAAKGGVEMMSGPGEAYVDSLFDLEPPGRGKRLGEEELVTLCSEVMSAGTDTS

ATALEWAMLHLILDPAAQERLYDEVVAKVGKTARITEADVEAMPYLQAVVKETFRRHPPSHFVLSHAATRDTELGGYRVP

ADASVEFYTAWVTENPATWPDPETWRPERFLEGGEGFDTDITGTRALRMMPFGAGRRICPAATLGVLHIQLMLANMVRAF

RWTPPAGEGPPDPTETFAFTVVMKNPLRAAFVERNATATAE*

>estExt_fgenesh1_pg.C_chr_102362|Sorbi1

MDVNDVLLVVLAAALGAMWWRRCSKTGGVDGLPPGPPGWPVVGNLFQVILQRRPFMYVVRDLREKYGPIFTMRMGQRTLI

VVTSADLIHEALVKQGPMFASRPADSPIRLLFSVGKCTVNSAPYGPLWRALRRNFVAEIVSPHRVKSFSWIREWAVDAHL

RRLRAELAGEGAVRVMASCRLTICSILICICFGAKIPDELIREIEEVLKDVMMISLPKLPDFLPLLTPLFRKQLSEARAL

RRRQLDCLAPLVRARRDFLRDGAGSQEAAAKGGVEMMSGPGEAYVDSLFDLEPPGRGKRLGEEELVTLCSEVMSAGTDTS

ATALEWAMLHLILDPAAQERLYDEVVAKVGKTARITEADVEAMPYLQAVVKETFRRHPPSHFVLSHAATRDTELGGYRVP

ADASVEFYTAWVTENPATWPDPETWRPERFLEGGEGFDTDITGTRALRMMPFGAGRRICPAATLGVLHIQLMLANMVRAF

RWTPPAGEGPPDPTETFAFTVVMKNPLRAAFVERNATATAE*

&

>gw1.6.16683.1|Sorbi1

LPPSPPAVPIVGPLLWLVRARNRLEPAIRELHRRHGPVLALRFLSPRPAIFVSGRGATHRALVARGPAFASRPPAIAPFR

VLNSGQNTVSSAPYGPLWRSLRRNLTSGILCQSRVPLFAPARRRALATLVSDLGRRSKDAGGGVVVVVECLQFAVFSLLT

HMCFGRRLHRRRVADIEAVQRELFASDIGFQVFAFCPAVTKLLFCRRWNKVLSIRRRQEELFLPLIRERRDRRGSSMPST

TNGEEPETESLSYCYVDTLLAHRLPKEEGERALTDGEMVSLCTEFLTASVDTTVTALHWIVANLVRQPEVQSKLLDEINA

AVTGTDENESGIAEEDLKRMPYLKAVVLEGLRRHPPAHFLLSHAAVEETSLDGHRVPAATSVNFSVADVSMDETVWDRPE

EFKPERFVNGGEGAGVDLTGSREIKMMPFGVGRRICPGLGLALLHLEYFVANLVLEFEWGSVAGVGVDLTERPEFTVTME

RPLRARVTPRA

>Sb06g032390|Sorbi1 70% to CYP89D1, almost identical to gw1.6.16683.1

MEATASLLLPVVSCAVALLLLLSAQNPSRAAEASGVHHPLPPSPPAVPIVGPLLWLVRARNRLEPAIRELHRRHGPVLAL

RFLSPRPAIFVSGRGATHRALVARGPAFASRPPAIAPFRVLNSGQNTVSSAPYGPLWRSLRRNLTSGILCQSRVPLFAPA

RRRALATLVSDLGRRSKDAGGGVVVVVECLQFAVFSLLTHMCFGRRLHRRRVADIEAVQRELFASDIGFQVFAFCPAVTK

LLFCRRWNKVLSIRRRQEELFLPLIRERRDRRGSSMPSTTNGEEPETESLSYCYVDTLLAHRLPKEEGERALTDGEMVSL

CTEFLTASVDTTVTALHWIVANLVRQPEVQSKLLDEINAAVTGTDENESGIAEEDLKRMPYLKAVVLEGLRRHPPAHFLL

SHAAVEETSLDGHRVPAATSVNFSVADVSMDETVWDRPEEFKPERFVNGGEGAGVDLTGSREIKMMPFGVGRRICPGLGL

ALLHLEYFVANLVLEFEWGSVAGVGVDLTERPEFTVTMERPLRARVTPRARRRAAVSI*

&

>Sb04g004850|Sorbi1 88% to CYP97B4, identical to estExt_fgenesh1_pg.C_chr_40534
MAAATLLPGPAAASPRLGSAASAPSASHGRRRLTFSFRCQSTSVDKQQQPPPPKQKQRNLLDNASNLLTNFLSGGNLGAM

PVAEGAVTDLFGKPLFFSLYDWFLEHGSVYKLAFGPKSFVVVSDPIVARHILRENAFCYDKGVLAEILKPIMGKGLIPAD

LDTWKQRRKVITPGFHALFIEAMVRTFTKCSERTISKLEELTESEARVQKSTIVDLEAEFSNLALDIIGLGVFNFDFDSV

TKESPVIKAVYGTLFEAEHRSTFYIPYWNLPFTKWIVPRQRKFHSDLKVINNCLDNLIKNAKETRQEADVEKLQQRDYSS

LKDASLLRFLVDMRGADVDDRQLRDDLMTMLIAGHETTAAVLTWSVFLLAQSPTKMRKAQAEVDSVLSNGAITVESLKKL

EYIKLIILEALRLYPQPPLLIRRSLRPDKLPGGYNGAKEGYEIPAGTDIFVSIYNLHRSPYFWDRPNEFEPERFSVPKKD

ESIEGWSGFDPDRSPGAMYPNEIIADFAFLPFGGGPRKCVGDQFALLESTVALALLLRKFDVELRGSPDEVEMVTGATIH

TKNGLWCRLRKRT*

>estExt_fgenesh1_pg.C_chr_40534|Sorbi1

MAAATLLPGPAAASPRLGSAASAPSASHGRRRLTFSFRCQSTSVDKQQQPPPPKQKQRNLLDNASNLLTNFLSGGNLGAM

PVAEGAVTDLFGKPLFFSLYDWFLEHGSVYKLAFGPKSFVVVSDPIVARHILRENAFCYDKGVLAEILKPIMGKGLIPAD

LDTWKQRRKVITPGFHALFIEAMVRTFTKCSERTISKLEELTESEARVQKSTIVDLEAEFSNLALDIIGLGVFNFDFDSV

TKESPVIKAVYGTLFEAEHRSTFYIPYWNLPFTKWIVPRQRKFHSDLKVINNCLDNLIKNAKETRQEADVEKLQQRDYSS

LKDASLLRFLVDMRGADVDDRQLRDDLMTMLIAGHETTAAVLTWSVFLLAQSPTKMRKAQAEVDSVLSNGAITVESLKKL

EYIKLIILEALRLYPQPPLLIRRSLRPDKLPGGYNGAKEGYEIPAGTDIFVSIYNLHRSPYFWDRPNEFEPERFSVPKKD

ESIEGWSGFDPDRSPGAMYPNEIIADFAFLPFGGGPRKCVGDQFALLESTVALALLLRKFDVELRGSPDEVEMVTGATIH

TKNGLWCRLRKRT*

&

>Sb06g025990|Sorbi1 75% to CYP704A3, almost identical to estExt_Genewise1Plus.C_chr_67082
MDSPPGQPTVVTLILALLLVLYLALRRRAGAGGAKNRSYPPVAGTVLHQLFNFGRLMEYHTELSRRYRTFRMLTPSSSYI

YTVEPANVEYILKTNFSNYGKGSKVHEVGEDLLGDGIFSVDGAKWRHQRKVASHEFSTRVLRDYSTGVFRDTAAELAGIV

AADAGEKVDMQDLLLRSTLDSIFTVGFGVRLGVLSGSSKEGAAFAKAFDDASEQVLHRFLDPFWKAKRFLNFSLETAMKR

SVRTINDFVYAVVDKKIEQMGRDQQEFAKKEDILSRFLVERESDPGCFDNKYLRDIILNFVIAGRDTTAGTLSWFLYVLC

RNQHIQDKVAEEVRAAATSGDGDLGAPELVACLTDDAIGKMHYLHAALTETLRLYPAVPIDVKCCFSDDTLPDGYAVNKG

DMVHYQPYQMGRMQFLWGADAEEFRPERWLDDGGVFVPESPFKFTAFQAGPRVCLGKEFAYRQMKIFAAVLLYLFRFEMW

DANATVGYRAMLTLKMDGPLYVRASLRR*

>estExt_Genewise1Plus.C_chr_67082|Sorbi1

MDSPPGQPTVVTLILALLLVLYLALRRRAGAGGAKNRSYPPVAGTVLHQLFNFGRLMEYHTELSRRYRTFRMLTPSSSYI

YTVEPANVEYILKTNFSNYGKGSKVHEVGEDLLGDGIFSVDGAKWRHQRKVASHEFSTRVLRDYSTGVFRDTAAELAGIV

AADAGEKVDMQDLLLRSTLDSIFTVGFGVRLGVLSGSSKEGAAFAKAFDDASEQVLHRFLDPFWKAKRFLNFSLETAMKR

SVRTINDFVYAVVDKKIEQMGRDQQEFKEDILSRFLVERESDPGCFDNKYLRDIILNFVIAGRDTTAGTLSWFLYVLCRN

QHIQDKVAEEVRAAATSGDGDLGAPELVACLTDDAIGKMHYLHAALTETLRLYPAVPIDVKCCFSDDTLPDGYAVNKGDM

VHYQPYQMGRMQFLWGADAEEFRPERWLDDGGVFVPESPFKFTAFQAGPRVCLGKEFAYRQMKIFAAVLLYLFRFEMWDA

NATVGYRAMLTLKMDGPLYVRASLRR*

&

>Sb01g016460|Sorbi1

MALAPSHAHVVPPFTILCTFLAVALLFLYRTKATSSKKTELHHQVPPGPAGLPIIGSMHCLVSKRPVFRWIHGLLKDMNT

NILCLRFGAVHVVVVACPKIAREVFRKNDAVFASRPLTSATELFSFGYKGSILSPYGEQWKKMRRVITSEILSTSMERRL

QRQRAEEADHLIRFIYNQCNTSDSSSVVVNVRHVAQHFCGNMIRRLMFGRRHFSVAAGAAGNGSGPGPEEVEHVDALFTL

LSYLYNFSISDYIPAAWTWMIAGLVPDGHKKAAKSVMKTINRLHDPIIQERIHEWDGLRKRGDKREARDFLDVLVSLQDS

QGRPFLSFDEIQAQTAEIMYATLDNPSSAVEWALAEMMDKPEVMDKAMNELNTVVGKDRLVQESDIPHLNYLKACIREAF

RLHPYHAFNPPHVAMEDTIVSGYLISKGSHVLLSRVGLGRNSDVWDAPLQFRPERHLMMNEHVVLTELDLRFVSFSAGRR

GCPGVSLGSSVTMMLFARLLQGFTWTKPPGVRAIKLMESTTSLTLAEPLFLQAQPRLPVHLYASV*

>e_gw1.1.4212.1|Sorbi1 58% to CYP79A9, identical to Sb01g016460
MALAPSHAHVVPPFTILCTFLAVALLFLYRTKATSSKKTELHHQVPPGPAGLPIIGSMHCLVSKRPVFRWIHGLLKDMNT

NILCLRFGAVHVVVVACPKIAREVFRKNDAVFASRPLTSATELFSFGYKGSILSPYGEQWKKMRRVITSEILSTSMERRL

QRQRAEEADHLIRFIYNQCNTSDSSSVVVNVRHVAQHFCGNMIRRLMFGRRHFSVAAGAAGNGSGPGPEEVEHVDALFTL

LSYLYNFSISDYIPAAWTWMIAGLVPDGHKKAAKSVMKTINRLHDPIIQERIHEWDGLRKRGDKREARDFLDVLVSLQDS

QGRPFLSFDEIQAQTAEIMYATLDNPSSAVEWALAEMMDKPEVMDKAMNELNTVVGKDRLVQESDIPHLNYLKACIREAF

RLHPYHAFNPPHVAMEDTIVSGYLISKGSHVLLSRVGLGRNSDVWDAPLQFRPERHLMMNEHVVLTELDLRFVSFSAGRR

GCPGVSLGSSVTMMLFARLLQGFTWTKPPGVRAIKLMESTTSLTLAEPLFLQAQPRLPVHLYASV*

>Sb01g016470|Sorbi1 57% to CYP79A9, almost identical to Sb01g016460 (98%)

almost identical to e_gw1.1.4212.1

MALAPSHAHVVPPFTILCTFLAVALLFLYRTKATTSKKTELHHQVPPGPAGLPIIGSMHCLVSKRPVFRWIHGLLKDMNT

NILCLRFGAVHVVVVACPKIAREVFRKNDAVFASRPLTSATELFSFGYKGSILSPYGEQWKKMRRVITSEILSTSMERRL

QRQRAEEADHLIRFIYNQCNTSDSSSVVVNVRHVAQHFCGNMIRRLMFGRRHFSVAAGAAGNGSGPGPEEVEHVDALFTL

LSYLYNFSISDYIPAAWTWMIAGLVPDGHKKAAKSVMKTINRLHDPIIQERIHEWDGLRKRGDKREARDFLDVLVSLQDS

QGRPFLSFDEIQAQTAEIMYATLGNPSSAVEWALAEMMDKPEVMHKAMNELNTVVGKDRLVQESDIPHLNYLKACIREAF

RLHPYHAFNPPHVAMEDTIVSGYLIPKGSHVLLSRVGLGRNSHVWDAPLQFRPERHLMMNEHVVLTELDLRFVSFSAGRR

GCPGVSLGSSVTMMLFARLLQGFTWTKPPGVRAIKLMESTTSLTLAEPLFLQAQPRLPVHLYASV*

&

>estExt_fgenesh1_pg.C_chr_51279|Sorbi1

MKTEVITTMISLVFLVHFAITISPNAQPSWLFSLMSLSLAVVAVIVPLVVTTTCHARKNTDATTTIPGPRGWPLVGSLLV

VSGPLMHRRLAALADAHSARRLMSLTLGATPVVISSHPETARDILSGAAFVDRPPKAAARELMFCRAIGFAPTGEYWRRL

RRITGAGMLSPRRMAMLRGLRCRVADSMIQRVADQMERSGEVAMRALLQRASLESMVGSVLGLEGDAVCEELGEMVREGY

ELVGMFNLEDHYYKTSWGPLMDLWGVRPMCRELAAMVRGYFGKIIQERRLAGDCHERADLLSYMLSLPEEEKLEDSDVIA

VLWEMIFRGVDVVAILLEWAMARMSLHPDIQSKAQEEMDAAVGVRRRRAITDSDVPNLAFLQWILKETLRMHPPGPLLSW

ARLAVQDARVGKHVVPAGTTAMVNMWAISHDEAIWGDPWVFRPERFAAAAAGEEVSVLGSDLRLAPFGSGRRVCPGRMMG

LATAQLWLGRLLQEYRWLPPPANKPVELAECLRLSMEMKTPLVCRAVPRRRGGRPPAAA*

>Sb05g016750|Sorbi1 66% to CYP78D1, identical to estExt_fgenesh1_pg.C_chr_51279
MKTEVITTMISLVFLVHFAITISPNAQPSWLFSLMSLSLAVVAVIVPLVVTTTCHARKNTDATTTIPGPRGWPLVGSLLV

VSGPLMHRRLAALADAHSARRLMSLTLGATPVVISSHPETARDILSGAAFVDRPPKAAARELMFCRAIGFAPTGEYWRRL

RRITGAGMLSPRRMAMLRGLRCRVADSMIQRVADQMERSGEVAMRALLQRASLESMVGSVLGLEGDAVCEELGEMVREGY

ELVGMFNLEDHYYKTSWGPLMDLWGVRPMCRELAAMVRGYFGKIIQERRLAGDCHERADLLSYMLSLPEEEKLEDSDVIA

VLWEMIFRGVDVVAILLEWAMARMSLHPDIQSKAQEEMDAAVGVRRRRAITDSDVPNLAFLQWILKETLRMHPPGPLLSW

ARLAVQDARVGKHVVPAGTTAMVNMWAISHDEAIWGDPWVFRPERFAAAAAGEEVSVLGSDLRLAPFGSGRRVCPGRMMG

LATAQLWLGRLLQEYRWLPPPANKPVELAECLRLSMEMKTPLVCRAVPRRRGGRPPAAA*

&

>fgenesh1_pm.C_chr_4000928|Sorbi1

MEVGTWAVVVAAAAAYLAWFWRLSRGLSGPRVWPVLGSLPGLVQHAEDMHEWIVGNLRRTGGTYQTCIFAVPGVARRGGL

VTVTCDPRNLEHVLKARFDNYPKGPFWHAVFRDLLGDGIFNSDGDTWVAQRKTAALEFTTRTLRTAMSRWVSRSIHLRLL

PILDEAASEGTHVDLQDLLLRLTFDNICGLAFGKDPETLAPGLPENAFATAFDRATEATLNRFIFPECLWRCKKWLGLGM

ETTLARSVAHVDQYLAAVIKARKLELAGNGKCDSDTTAPVAAHDDLLSRFMRKGSYSDESLQHVALNFILAGRDTSSVAL

SWFFWLVSTHPDVERKIVRELCAALAVSRGSHDPALWLASPFTFEELDRLVYLKAALSETLRLYPSVPEDSKHVVADDYL

PDGTFVPAGSSVTYSIYSAGRMKTVWGEDCLDFRPERWLSADGTRFEPHDSYRFVAFNAGPRICLGKDLAYLQMKNIAGS

VLLRHRLAVAQGHRVEQKMSLTLFMKHGLRMEVHPRDLAPVIDELRGAGADKRTSTRQE*

>Sb04g032410|Sorbi1 90% to CYP86A10, identical to fgenesh1_pm.C_chr_4000928
MEVGTWAVVVAAAAAYLAWFWRLSRGLSGPRVWPVLGSLPGLVQHAEDMHEWIVGNLRRTGGTYQTCIFAVPGVARRGGL

VTVTCDPRNLEHVLKARFDNYPKGPFWHAVFRDLLGDGIFNSDGDTWVAQRKTAALEFTTRTLRTAMSRWVSRSIHLRLL

PILDEAASEGTHVDLQDLLLRLTFDNICGLAFGKDPETLAPGLPENAFATAFDRATEATLNRFIFPECLWRCKKWLGLGM

ETTLARSVAHVDQYLAAVIKARKLELAGNGKCDSDTTAPVAAHDDLLSRFMRKGSYSDESLQHVALNFILAGRDTSSVAL

SWFFWLVSTHPDVERKIVRELCAALAVSRGSHDPALWLASPFTFEELDRLVYLKAALSETLRLYPSVPEDSKHVVADDYL

PDGTFVPAGSSVTYSIYSAGRMKTVWGEDCLDFRPERWLSADGTRFEPHDSYRFVAFNAGPRICLGKDLAYLQMKNIAGS

VLLRHRLAVAQGHRVEQKMSLTLFMKHGLRMEVHPRDLAPVIDELRGAGAGAAARLATAPCA*

&

>estExt_Genewise1.C_chr_13634|Sorbi1

MDATRLFLGALLLLLPAAFLLLLRARGRRRLPPGPPSLPLLGSVVWLTNSPAETEPLLRRLFERYGPVVALRIGARLSVF

VADRRIAHEALVDRGAALADRPAFPEGRFLGEDDNIITRASYGPVWRLLRRNLVAETLHPSRVRLFAPARAWARRVLVHK

LGEPGPDAAPPRVVDTFQYAMFFLLVLMCFGERLDEPAVHAIASALREPLIYRSKNMQVFSFLPAVTKHLFRARLDKALA

MRRRIKELFLPLIDARREYKKRPGGEPPKGETTLEHSYVDTLLDMKIEEDGAQRPLTDDEIIRLCSEFLNAGTDTTSTGL

QWIMAELVKNPAIQEKLYNEIMAATDEDKQEGVAEEDVHKMPYLKAVILEALRKHPPAHFVLPHKAAEDMEIGGYLIPKG

TTVNFMVAEMSRDEQEWKNPMEFSPERFLPGGDGEGVDVTGTKAIRMMPFGVGRRICPGLGIAMLHLEYFVANMVREYEW

KEVPGDEVDFAEKNEFTVVMKKPLRPRLVPRRSHLKS*

>Sb01g017170|Sorbi1 72% to CYP89B3, identical to estExt_Genewise1.C_chr_13634
MDATRLFLGALLLLLPAAFLLLLRARGRRRLPPGPPSLPLLGSVVWLTNSPAETEPLLRRLFERYGPVVALRIGARLSVF

VADRRIAHEALVDRGAALADRPAFPEGRFLGEDDNIITRASYGPVWRLLRRNLVAETLHPSRVRLFAPARAWARRVLVHK

LGEPGPDAAPPRVVDTFQYAMFFLLVLMCFGERLDEPAVHAIASALREPLIYRSKNMQVFSFLPAVTKHLFRARLDKALA

MRRRIKELFLPLIDARREYKKRPGGEPPKGETTLEHSYVDTLLDMKIEEDGAQRPLTDDEIIRLCSEFLNAGTDTTSTGL

QWIMAELVKNPAIQEKLYNEIMAATDEDKQEGVAEEDVHKMPYLKAVILEALRKHPPAHFVLPHKAAEDMEIGGYLIPKG

TTVNFMVAEMSRDEQEWKNPMEFSPERFLPGGDGEGVDVTGTKAIRMMPFGVGRRICPGLGIAMLHLEYFVANMVREYEW

KEVPGDEVDFAEKNEFTVVMKKPLRPRLVPRRSHLKS*

&

>Sb04g030660|Sorbi1 87% to CYP707A5, no partner
MGALLLFVCLLAPIVLLCAAVRGSRKRRSASPASSCGKALPLPPGSMGWPYVGETFQLYSSKNPNVFFARKQNRYGPIFK

THILGCPCVMVSSPEAARFVLVTQAHLFKPTFPASKERMLGPQAIFFQQGDYHTHLRRLVSRAFSPEAIRGSVPAIEAVA

LRSLDSWDGQLVNTFQEMKLYALNVALLSIFGEEEMRYIEELKQCYLTLEKGYNSMPVNLPGTLFHKAMKARKRLGAIVA

HIIEARRGRQQQQQQQQRGRDLLASFLDDREALTDAQIADNVIGVIFAARDTTASVLTWMVKFLGDNPAVLKAVIEEQQE

IARSKGSSSDEPLTWADTRRMRMTSRVIQETMRVASILSFTFREAVEDVEYQGYLIPKGWKVMPLFRNIHHSPDHFPCPE

KFDPSRFEVAPKPNTFMPFGNGTHSCPGNELAKLEMLVLFHHLATKYRWSTSKSESGVQFGPFALPLNGLPMTFLRKD*

&

>Sb03g003590|Sorbi1

MEVVSWLLGFLGRYPELMVSLACFLLLFHRLKRRDGLPTNWPVVGVLPAITINAGRIHEWLTEFLRAAGLSYVIKGPWGS

PVDVIVTADPANVAHVFTANFGNYPKGEEFAELFDVLGDGIFNADGDSWAFQRRKAHALLSDARFRAGVAASTARKLRDG

LVPLLDGLAASGSGAAVDLQDVFVRLTFDLTAMFVFGFDPGCLAADFPHVPFAAAMDTIEEVLFYRHVTPVPCLRLQKFL

KIGHIKKMGNARRVLDASIAEFISLRRERAAEGEVDLLTSYLACQDEVGKSGADFHRFLRDTTFNLMVAGRDTTSSALTW

FFWLLTKHPDVEAKILEELRAHPPSSGADGHRTAAELKQLVYLHAALSESLRLYPPVPFEHKAAARPDTLPSGARVGPSR

RVIVSFYSMGRMEAVWGKDCSEFRPERWLTAAGRFRHEPSYKFVAFNVGPRTCLGRDLAYSQMKAVVAAVLPRFRVEVDA

GAVVRPKLSIILHMKDGLKVRVHKREEDGLA*

>fgenesh1_pm.C_chr_3000161|Sorbi1 76% to CYP96E1, almost identical to Sb03g003590
MEVVSWLLGFLGRYPELMVLKRRDGLPTNWPVVGVLPAITINAGRIHEWLTEFLRAAGLSYVIKGPWGSPVDVIVTADPA

NVAHVFTANFGNYPKGEEFAELFDVLGDGIFNADGDSWAFQRRKAHALLSDARFRAGVAASTARKLRDGLVPLLDGLAAS

GSGAAVDLQDVFVRLTFDLTAMFVFGFDPGCLAADFPHVPFAAAMDTIEEVLFYRHVTPVPCLRLQKFLKIGHIKKMGNA

RRVLDASIAEFISLRRERAAEGEVDLLTSYLACQDEVGKSGADFHRFLRDTTFNLMVAGRDTTSSALTWFFWLLTKHPDV

EAKILEELRAHPPSSGADGHRTAAELKQLVYLHAALSESLRLYPPVPFEHKAAARPDTLPSGARVGPSRRVIVSFYSMGR

MEAVWGKDCSEFRPERWLTAAGRFRHEPSYKFVAFNVGPRTCLGRDLAYSQMKAVVAAVLPRFRVEVDAGAVVRPKLSII

LHMKDGLKVRVHKREEDGLA*

&

>Sb05g024930|Sorbi1 52% to CYP728C3, identical to e_gw1.5.16238.1
MAFIVLLAAAAAVIAFVLHLATKNHRSHPTYSLPPGNLGIPVIGQTFSLLHALRTNTDDRWFRARIKRYGPVSKMSVLGS

PTVLLAGTAANHFIFTNEDLILTQTRALRSLLRRSILTLTGDKLKQVRSALQGYLRPEMVRRYVGKMDIEVRRQLKLNWV

LPMARNLTLGVICSVVFGEEAATIVDALGTDFQLLGDAILSFPVNIPFTRVRIANVCAFFSPVVKVWLKQSSRRLLSSHE

AGCKLGHELQEDTACQTSRE*

>Sb05g024916|Sorbi1 74% to CYP728C9, identical to e_gw1.5.16238.1

RFEKRSSIPPYSFLPFGGGPRMCPRTEFSRVETMVAMHYLVTQFRWKLCFKDEAYKKDPKPTPVFGCPVELELREP

>e_gw1.5.16238.1|Sorbi1 60% to CYP728C3
MAFIVLLAAAAAVIAFVLHLATKNHRSHPTYSLPPGNLGIPVIGQTFSLLHALRTNTDDRWFRARIKRYGPVSKMSVLGS

PTVLLAGTAANHFIFTNEDLILTQTRALRSLLRRSILTLTGDKLKQVRSALQGYLRPEMVRRYVGKMDIEVRRQLKLNWV

LPMARNLTLGVICSVVFGEEAATIVDALGTDFQLLGDAILSFPVNIPFTRFGKGMRSSAKIREAVRKFAKKREESLLEER

CTISTTDFVTYMLILRSKGAHSITLEDIVDNVMGIIIGAHGTTSALITFMMRHLANEPDVLAKITEEQDEIANKKGTDGA

LTWEHVSSMKYTWRVALETLRTVPPVFGSFRTATKDIEYQGYHIPKGWKVFAAQSITHMDSRFFTEPTKFDPSRFEKRSS

IPPYSFLPFGGGPRMCPRTEFSRVETMVAMHYLVTQFRWKLCFKDEAYKKDPKPTPVFGCPVELELREPYNDL*

&

>Sb02g005510|Sorbi1 63% to CYP71Z9, no partner
MESKVLLALSVSVLVVVLLTKLIIKSPLLAKPKLNLPPGPWTLPVIGSLHHLIAGGLPHHAMRRLAHKYGPVMMLRLGEV

PALVLSSPEAAQEALKTQDLAFADRNVNPTLKALTFDGNDVALAPYGERWRQLRKICVTELLTHSRVQSFQHIREQEVAR

LLQDVSASAAAGAAVDLTKMVSKFVNDTFVLESVGNRCKYHHEFLDAFSTGLRETFSLTVADLFPSSRVLQFFAMAPRKV

LACRKRMQRVLEQVIQEKAEAMAMDGGGGEGNNEGFVGVLLRLQKEHSTLLNHASVVGLLFDMFAAGSETTSATLNWCMT

ALIRNPAVLAKAQAEVRDAFKGRNKAQITEQDLGRLSYLKLVIKEALRLHTPGPVLIPRVCREACRIMGYDIPKGMVLFV

NVWGMCRDPKYWDQPEEFKPERFEDSNLDYKGTSYEYLPFGAGRRMCPGVTLGLANIELALASLLYHFDWKLPEGMEPKD

VDVSEVSGLAASKKTSLILYPVTHVPLAANV*

&

>estExt_Genewise1.C_chr_107055|Sorbi1

MELVALPVHLLLPLPILAVVSFLWLRRAVLGRRGGGPRLLPSPWALPVIGHLHHLAGALPHRAMRDLAARHGPVMLLRLG

GLPVVVASSADAAREVMKARDIEFATRPVTRMARLVIPEGAEGIVFAPYGDGWRQTRKICTVELLSARRVQSFRPVREDE

ARRLLHTVASAPRPRAVNLSELLAVYAADSSVRAIIGSRIKDRDTFLALLERGLKLFGSMSLPDLYPSSRLAMLVSRMPR

RMKQHRQEADAFMDAMVREHGESRAANDDDDDKEDLLDVLLRIQREGGLQFPLTTDNIKTVIGDMFAGGSETGATTLQWI

MAELMRNPRVMKKAQDEVRRALAVAGRQRVTEDDLSNLHYMRLVIKEGLRLHPPLPLLLPRECRSSCQVLGFDVPAGTVV

FVNAWAIGRDPSSWDKPEEFVPERFEGSGVDFKGTDFEYVPFGAGRRMCPGMAFGLVTMELALASLLYHFDWELPPGMTA

TDVDMTEEMGVTARRLHDLLLVPFVRMPVPMT*

>Sb10g025110|Sorbi1 72% to CYP71K9, identical to estExt_Genewise1.C_chr_107055
MELVALPVHLLLPLPILAVVSFLWLRRAVLGRRGGGPRLLPSPWALPVIGHLHHLAGALPHRAMRDLAARHGPVMLLRLG

GLPVVVASSADAAREVMKARDIEFATRPVTRMARLVIPEGAEGIVFAPYGDGWRQTRKICTVELLSARRVQSFRPVREDE

ARRLLHTVASAPRPRAVNLSELLAVYAADSSVRAIIGSRIKDRDTFLALLERGLKLFGSMSLPDLYPSSRLAMLVSRMPR

RMKQHRQEADAFMDAMVREHGESRAANDDDDDKEDLLDVLLRIQREGGLQFPLTTDNIKTVIGDMFAGGSETGATTLQWI

MAELMRNPRVMKKAQDEVRRALAVAGRQRVTEDDLSNLHYMRLVIKEGLRLHPPLPLLLPRECRSSCQVLGFDVPAGTVV

FVNAWAIGRDPSSWDKPEEFVPERFEGSGVDFKGTDFEYVPFGAGRRMCPGMAFGLVTMELALASLLYHFDWELPPGMTA

TDVDMTEEMGVTARRLHDLLLVPFVRMPVPMT*

&

>Sb09g005370|Sorbi1

MDAMELNLLLLLVALSAAYVYYTTRRRRSPQRLPPAPPGWPVIGHLHLLSEMPHHTMAELARAMKAPLLRLRLGSVPAVV

ISKPELARAALTTNDPALASRPHLLSGHFLSFGCSDVTFAPAGPYHRMARRVVVSELLSARRVATYGAVRVKELRRLLAH

LTKDNTSPDRPVDLSECFLNLANDVLCRVAFGRRFPHGDGDKLGAVLAEAQDLFAGFTIGDFFPELEPVASTVTGLRRRL

KRCLADLRAVCDEIVDEHISGKRQRIPGDRDEDFVDVLLRVQKSPELEVPLTDDNLKALVLDMFVAGTDTTFATLEWVMT

ELVRHPRVLRKAQEEVRRVVGGKGRVEEADVGELHYMRAIIKETFRLHPAVPLLVPRESVAPCTLGGYDIPAKTRVFINT

FAMGRDPEIWDSPLEYLPERFENGGGEIDLKDPDYKLLPFGGGRRGCPGYTFALATVQVSLASLLYHFEWALPPGVAAED

VNLDECFGLATRKKEPLLVVVRKSDDYEFKGEELNEV*

>estExt_fgenesh1_pg.C_chr_90581|Sorbi1 89% to CYP71P1, identical to Sb09g005370
MDAMELNLLLLLVALSAAYVYYTTRRRRSPQRLPPAPPGWPVIGHLHLLSEMPHHTMAELARAMKAPLLRLRLGSVPAVV

ISKPELARAALTTNDPALASRPHLLSGHFLSFGCSDVTFAPAGPYHRMARRVVVSELLSARRVATYGAVRVKELRRLLAH

LTKDNTSPDRPVDLSECFLNLANDVLCRVAFGRRFPHGDGDKLGAVLAEAQDLFAGFTIGDFFPELEPVASTVTGLRRRL

KRCLADLRAVCDEIVDEHISGKRQRIPGDRDEDFVDVLLRVQKSPELEVPLTDDNLKALVLDMFVAGTDTTFATLEWVMT

ELVRHPRVLRKAQEEVRRVVGGKGRVEEADVGELHYMRAIIKETFRLHPAVPLLVPRESVAPCTLGGYDIPAKTRVFINT

FAMGRDPEIWDSPLEYLPERFENGGGEIDLKDPDYKLLPFGGGRRGCPGYTFALATVQVSLASLLYHFEWALPPGVAAED

VNLDECFGLATRKKEPLLVVVRKSDDYEFKGEELNEV*

&

>Sb03g028650|Sorbi1 72% to CYP72A20, no partner
MDGDVVAAAAALPSPWSLLQGLLALLIAWGSYQAAETFWLRPRRLNRALRAQGLSGTEYLFPAGDLKENDRLNDEARSRS

MPLSHDIVPRVMPHLFNTVKEHGNISITWFGPIPRVIITEAELIRDVLSNKSGHFEKFISNKRLIKMLALGIASHDGEKW

AKHRRILNPAFHLEKLKRMLPAFSTCSTELIDRWENKLACSDGSYELDIWPEFQNLTGDVISRTAFGSSFMEGRRIFQLQ

GEQAERLIKAFQYMYIPGFMFFPTQNNRRMNEINREIEGTLRGMIKKRERAIENGETSGNDLLGLLLQSNMESGKGSLRM

STEDVIEECKLFYFAGMETTSVLLTWTLVILSMHPEWQDRAREEVLSVFGRDKQPNFDGLGRLKTVTMILYEVLRLYPPA

VSLNRRTFKDMTIGGISYPAGVILELPTIVVHHSTDVWGKDAHEFKPERFAEGISKATKDRPAFFPFGWGPRICIGQNFA

LLEAKMALSMILQRFEFQLSPSYTHAPYTVLTLHPQHGAPIIFKRI*

&

>fgenesh1_pg.C_chr_7001548|Sorbi1

MELPPPLLLTSFAMVLAIVIFGRRLKGRPSRRVYRLPPGPSPWPVIGNFNLIGALPHRSIHELSKKYGELMHLRFGSYTV

VVASSAEMAKLFLKTHDLLFLDRPRTAAGRHTTYNYGDITWSPYGAYWRHARRICATQLFIPGRLASFEHIRADEVRSLV

RGLFAASASGRAVRLGKDHLSTFSMNVITRMVLGKRLFDAAGGENAAAEGPVSSLPEFMWMMDELMLLNGVLNIGDWIPW

LDRLDLQGYVRRMKRVAERFDAFLEHVLDAHSQHQQRRHERDGESFVARDMDMVDVLMQLADDPTFDVQIGRVGVKAFTQ

DLIVGGSESTAVTVEWAMSELLRNPSVLAMAAEELDRVVGRGRWVTEKDVAHDLPYLQAVIKETMRVHPVAPLLPPHVAR

EDASIAGYDIPKGTHVLINVWTIGRDPAVWDAPEEFRPERFVGSKVDVKGQDFELLPFGSGRRMCPGYNLGLKEIQLSLA

NLLHGFTWRLPEGMVKEEDLSMDELFGLSTTRKFPLEVIVQPRLPSELYA*

>Sb07g022320|Sorbi1 72% to CYP92A12, identical to fgenesh1_pg.C_chr_7001548
MELPPPLLLTSFAMVLAIVIFGRRLKGRPSRRVYRLPPGPSPWPVIGNFNLIGALPHRSIHELSKKYGELMHLRFGSYTV

VVASSAEMAKLFLKTHDLLFLDRPRTAAGRHTTYNYGDITWSPYGAYWRHARRICATQLFIPGRLASFEHIRADEVRSLV

RGLFAASASGRAVRLGKDHLSTFSMNVITRMVLGKRLFDAAGGENAAAEGPVSSLPEFMWMMDELMLLNGVLNIGDWIPW

LDRLDLQGYVRRMKRVAERFDAFLEHVLDAHSQHQQRRHERDGESFVARDMDMVDVLMQLADDPTFDVQIGRVGVKAFTQ

DLIVGGSESTAVTVEWAMSELLRNPSVLAMAAEELDRVVGRGRWVTEKDVAHDLPYLQAVIKETMRVHPVAPLLPPHVAR

EDASIAGYDIPKGTHVLINVWTIGRDPAVWDAPEEFRPERFVGSKVDVKGQDFELLPFGSGRRMCPGYNLGLKEIQLSLA

NLLHGFTWRLPEGMVKEEDLSMDELFGLSTTRKFPLEVIVQPRLPSELYA*

&

>Sb05g026610|Sorbi1 72% to CYP76P5, no partner
MAFFLPLVLPILLIVFSSYILQLLRDSRRRLRLPPGPRPLPLIGNLHQQLDHMPHHSLARLAARHGPLMTLRLGTILTVV

ASSPDMAREILRTHNADIAARSVGDSMRAGGHCHNSVLCLPPRHKWRALRRLCTAELFSPQRLKATQALRQEKVAELIAH

VSDHAASGAPVDVGRAAHAAALGLLSRTLFSADLDPATAREVSDIVDEASVLVGGPNVSDFFPALAPADLQGVRRRMARL

VQRMYAIIDEQIRQRERRHAAGEARKNDLLDVMLDKEGEVEEENTDDKSHNTIRGLFTDLFSGGETTSHTVECALAELLQ

SPDSMRRVQEELKNVIGTKQQIDESDISKLPYLQAVVKETLRLHPPVPLTPYEAEATVEIKGYTIPKGAKVLINIWAINR

CPNAWVEPDKFMPERFLGIETNFMGRDFHLIPFGAGRRICLGLPLAYRMVHLMLGSLLHRFRWTLPAEIEKNGVDMRERF

GLVLSLIVPLHAMAHEMQ*

&

>gw1.5.6344.1|Sorbi1

GPRSYPMIGCLIAFYQNRWRLLDWYTELLAASPTQTIVVDRLGARRTVVTANPANVEHILKSNFGNYPKGKPFTDILGDL

LGTGIFNVDGELWYAQRKLVSHEFSARALRDLEFAVLEDEARERLVPALSLAAARGGVVDMQDLLRRFSFDVICRVSLGV

DPGCLDPALPEAPRLAAAFDAAAGIIARRGAAPVAAVWKAKRALDVGSERRLREEIRVIHEAVMDLIHIRKKERGLQQLQ

EVNAGGRSDLLSRMIECGYPDEAIRDMVISFIMAGRDTTSSALTWFFWLLTRHRDVEREVLWDITTATGGSHAAGGQGKM

RVLHAALCETMRLYPPVAWDSKHAAAGDVLPDGTRVERGDRVTYFQYGMGRMESIWGADAAEFSLQRWLSLPEDNVTPPP

AAVAAGVSPFKYPVFQAGPRTCLGKEMAFVQMKFVASTVLRRFELVPVDEGRVPVFVPLMTAHMAGGLNVTVRSR

>Sb05g010360|Sorbi1 77% to CYP94B4, identical to gw1.5.6344.1

MIGCLIAFYQNRWRLLDWYTELLAASPTQTIVVDRLGARRTVVTANPANVEHILKSNFGNYPKGKPFTDILGDLLGTGIF

NVDGELWYAQRKLVSHEFSARALRDLEFAVLEDEARERLVPALSLAAARGGVVDMQDLLRRFSFDVICRVSLGVDPGCLD

PALPEAPRLAAAFDAAAGIIARRGAAPVAAVWKAKRALDVGSERRLREEIRVIHEAVMDLIHIRKKERGLQQLQEVNAGG

RSDLLSRMIECGYPDEAIRDMVISFIMAGRDTTSSALTWFFWLLTRHRDVEREVLWDITTATGGSHAAGGQGKMRVLHAA

LCETMRLYPPVAWDSKHAAAGDVLPDGTRVERGDRVTYFQYGMGRMESIWGADAAEFSLQRWLSLPEDNVTPPPAAVAAG

VSPFKYPVFQAGPRTCLGKEMAFVQMKFVASTVLRRFELVPVDEGRVPVFVPLMTAHMAGGLNVTVRSRREPPIAAAAAA

SSGNSN*ILVPSHPRPVKYLTLLM*VRQIEIRIV*FLLYSISVVIEIKIHEDATYCFCCLLQTSSVHFCTIWIIIII*KR

YTASMLSLKS*VLPPSLEFPAVRPLTRKNSCCKYYTITMICLYTLWLAACCLLLLLYSVRFRSGFSHGSGPRSYPMIGCL

IAFYQNRWRLLDWYTELLAASPTQTIVVDRLGARRTVVTANPANVEHILKSNFGNYPKGKPFTDILGDLLGTGIFNVDGE

LWYAQRKLVSHEFSARALRDLEFAVLEDEARERLVPALSLAAARGGVVDMQDLLRRFSFDVICRVSLGVDPGCLDPALPE

APRLAAAFDAAAGIIARRGAAPVAAVWKAKRALDVGSERRLREEIRVIHEAVMDLIHIRKKERGLQQLQEVNAGGRSDLL

SRMIECGYPDEAIRDMVISFIMAGRDTTSSALTWFFWLLTRHRDVEREVLWDITTATGGSHAAGGQGKMRVLHAALCETM

RLYPPVAWDSKHAA

&

>estExt_Genewise1Plus.C_chr_13134|Sorbi1

MDIRILYIVAFVFLALLLLRLILSYSRTKPSSALRLPPGPWQLPLIGSLHHLLLSRFSDLPHRALREMSGTYGPVMMLRF

GAVPSLVVSSAEAAREVLRTHDLSFCNRYLGVTLETVSCGGKDIICSPYNAHWRELRKLCMLEIFSQRRVLSFRNIRQEE

VANLLRSVSDQCGGGPVVVNLTDGICRMINDVAARTVVGDRCQYRDEYMYELDEVVRLAAGFNLADLYPSSRLVRRFSAA

ARSARRCQRNMYRIIQSIIQEREADQAMATAPERDEDLLGVLLRLQKEGGLQFALTNEIVSTVIWDIFSAGSETSSTVLV

WAMSELAKNPRVMHKAQLEVRNIFKGQDKITEDDLIKLRYLQLVIKETLRLHAPVPLLLPRESRESCQVMGYDVPKGTKV

FVNVWAIARDMKLWHDAEEFRPERFESSSIDFRGNDFEFTPFGAGRRICPGITLGLANLELALASLLYHFDWDLPDGVRL

EEFDTTEIFGITLRKKSMLWLKARPYNNFMPN*

>Sb01g015350|Sorbi1 61% to CYP71W1, almost identical to estExt_Genewise1Plus.C_chr_13134
MDIRILYIVAFVFLALLLLRLILSYSRTKPSSALRLPPGPWQLPLIGSLHHLLLSRFSDLPHRALREMSGTYGPVMMLRF

GAVPSLVVSSAEAAREVLRTHDLSFCNRYLGVTLETVSCGGKDIICSPYNAHWRELRKLCMLEIFSQRRVLSFRNIRQEE

VANLLRSVSDQCGGGPVVVNLTDGICRMINDVAARTVVGDRCQYRDEYMYELDEVVRLAAGFNLADLYPSSRLVRRFSAA

ARSARRCQRNMYRIIQSIIQEREADQAMATAPERDEDLLGVLLRLQKEGGLQFALTNEIVSTVIWVIKISSYKAKSIS*

>Sb01g015340|Sorbi1 75% to CYP71W1, identical to estExt_Genewise1Plus.C_chr_13134
MSELAKNPRVMHKAQLEVRNIFKGQDKITEDDLIKLRYLQLVIKETLRLHAPVPLLLPRESRESCQVMGYDVPKGTKVFV

NVWAIARDMKLWHDAEEFRPERFESSSIDFRGNDFEFTPFGAGRRICPGITLGLANLELALASLLYHFDWDLPDGVRLEE

FDTTEIFGITLRKKSMLWLKARPYNNFMPN*

&

>estExt_Genewise1Plus.C_chr_22064|Sorbi1

MDAAQSRSHELLAAIGWPLLPQQQLLVVVPLLVLPLLCLLSASRRRRRRSREQGAAAAERRRAPPPGPAKQLPVLGNLLQ

IGSRPHRYFQAVARRYGPVVEVQLGRVRTVVVSSPDAAKEVLRTNDLHCCSRPNSPGKSMLSYDFLDVAFSPYSDYWREM

RKLFILELLSMRRVQSFAYARAAEVDRLVSSLAVASSSPPGAAVDLTEKLYALSDGVVGTVAFGKMYGSAQFERSSFQRV

MDETLRVLGSFTFEDFFPASRLARLADVLTGAAARRRRIFRQIDRFFDSVIDKHLEPDRLLAGVQEDMVDALVKMWREEQ

ANGDEAHRLTRDHIKGILMDTFAGGIDTCAVTMIWIMAELMRNPRVMRKAQAEVRGLVGNKPRVDEEDVKNLRYLKMVVK

ENFRLHPPGTLLVPRETMKSCVIGGYDVLPGTRIFVNVWAMGRDPTIWDRPEEFNPERFDGSHVDFRGSNFELLPFGSGR

RSCPAIAMGVANVELALANLLHCFDWQLPEGMKEEDIDMEETGQLVFRKMVPLCLVPIKRV*

>Sb02g009420|Sorbi1 58% to CYP71B20, identical to estExt_Genewise1Plus.C_chr_22064
MDAAQSRSHELLAAIGWPLLPQQQLLVVVPLLVLPLLCLLSASRRRRRRSREQGAAAAERRRAPPPGPAKQLPVLGNLLQ

IGSRPHRYFQAVARRYGPVVEVQLGRVRTVVVSSPDAAKEVLRTNDLHCCSRPNSPGKS*

>Sb02g009410|Sorbi1 70% to CYP71Q2, almost identical to estExt_Genewise1Plus.C_chr_22064
MLSYDFLDVAFSPYSDYWREMRKLFILELLSMRRVQSFAYARAAEVDRLVSSLAVASSSPPGAAVDLTEKLYALSDGVVG

TVAFGKMYGSAQFERSSFQRVMDETLRVLGSFTFEDFFPASRLARLADVLTGAAARRRRIFRQIDRFFDSVIDKHLEPDR

LLAGVQEDMVDALVKMWREEQANGDEAHRLTRDHIKGILMDTFAGGIDTCAVTMIWIMAELMRNPRVMRKAQAEVRGLVG

NKPRVDEEDVKNLRYLKMVVKENFRLHPPGTLLVPRETMKSCVIGGYDVLPGTRIFVNVWAMGRDPTIWDRPEEFNPERF

DGSHVDFRGSNFELLPFGSGRRSCPAIAMGVANVELALANLLHCFDWQLPEGMKEEDIDMEETGQLVFRKMVPLCLVPIK

RV*

&

>Sb01g047600|Sorbi1 71% to CYP96B5, no partner
MELKGVHGQRFIVTCAPANVRHIFTSNFANYTKGHEYTEIFDVLLGAGILNSDGESWRRQRAKTQMLVTAPRFRAFTARC

SRDKVEKSLLLHLAYRFFTFNTGPRTCLGKEMAFVQMKTVAAAVLWNFAVELVPGHVVELKLSIVLHMKNGLRVRVHGRG

SMGHH*

&

>Sb06g030010|Sorbi1

MAAVFSVFLTSLFVTVPCVIRLLYCLLWVPWRLQRRFRLQGIKGPPRRLLSGNAAEFRAMLEGAQSSPPLASFHHAGVLS

RVVPHYHEWSARHGRPFVYWFGPRARLVVSDHDVVATVMTDSTEAFDKSGFGGGNPLARQLFGQGLPGLSGDKWARHRRV

VAPAFNMERVKTARFSSMGVTSARQEHLLDQGSNGCCLLSLPHFPLRHSAVRYPSTVLPPMGSVALAASLPATGHQGSPT

PAALRQRGRVPRNAGGCPVLAAPCFLPPRWRPLPCRAALPRVVGAARPPFRVLVRPPGPAGGLRP*RCGYCDD*FHGGLR

QVRLWRREPARTAALWPGAAGALRG*VGAPPPCGCAGVQHGASQGLDTRDSSYHLIYVGHMGGPR*KPPYRV*GRCLPRV

PHFKCICHFPCGVWK*L*GGESDF*VATRTGQTCCSCNEDGVYSWLQAWIPEIAAITSSMLDTWEVQGESRHTEFEVDVY

QGFHTLSAYVISHVAFGSSYEEGNRIFELQQEQGKLVALAMRTVYIPGFRFVPTNKNRRRQSLNLELQNLLRKLIEINGR

KCEDAKNLLGLMLSASKALSKFKMDIEEIIEECKVFYFGGKETTAHLLTWATLLLASNREWQDKARDEVHRVCGKFEHPN

AENLSNLKIVCANK*EPEEAEPKLGTPKFVAQVDRDQWKEM*GCKKFARVDAVS*QSTEQVQNGH*RDN*RVQGILLWRE

GNNGSFVDMGYTSACIEPRMARQGP**GSSGVW*IRAS*CRKPEQSQNCRYGVKRNTPIVSPSCGCQQDCH*GHQARQT*

HPCRHTA*IPHHRHSP*HRRLGRRC**VQSMEVC*WPQEVPPRCILTLWHGPFSMCW*ESFHGRGESGTGNDPSAFHVCC

LAILCSCTNTHDEHPATIRCSNSCL*DLEFYRSTCITPLRADMVPDTCFLCQTRFEYKVVDMVLKETLRLYPPVVAVNRT

ATRDIKLGKLDIPAGTQLEFPIIDIHRDTGVWGADADEFNPWRFADGHRRYHLGAYLPFGMGPSVCVGSMLHLATNISGT

IAM*

>estExt_fgenesh1_pm.C_chr_60493|Sorbi1 71% to CYP721B2, almost identical to Sb06g030010
MAAVFSVFLTSLFVTVPCVIRLLYCLLWVPWRLQRRFRLQGIKGPPRRLLSGNAAEFRAMLEGAQSSPPLASFHHAGVLS

RVVPHYHEWSARHGRPFVYWFGPRARLVVSDHDVVATVMTDSTEAFDKSGFGGGNPLARQLFGQGLPGLSGDKWARHRRV

VAPAFNMERVKAWIPEIAAITSSMLDTWEVQGESRHTEFEVDVYQGFHTLSAYVISHVAFGSSYEEGNRIFELQQEQGKL

VALAMRTVYIPGFRFVPTNKNRRRQSLNLELQNLLRKLIEINGRKCEDAKNLLGLMLSASKALSKFKMDIEEIIEECKVF

YFGGKETTAHLLTWATLLLASNREWQDKARDEVHRVCGKFEHPNAENLSNLKIVDMVLKETLRLYPPVVAVNRTATRDIK

LGKLDIPAGTQLEFPIIDIHRDTGVWGADADEFNPWRFADGHRRYHLGAYLPFGMGPSVCVGKNLSMVEAKVALAMILQR

FTFVVSPSYVHAPILMMNTRPQYGAQILACKI*

&

>fgenesh1_pg.C_chr_7000688|Sorbi1 65% to CYP75B3 (small region), no partner
MANRKTQRGIEARGFIFGLAIALAIGAKFIPLRKPRKLPVAAHDGILRNASGFLYSTRSFCTFVHMFYSPRDAAGSSVEA

NKSIGRSQLPCADTLLPNSNRKAIPHMVFCPGNALGKKREQQVQKFPPVGSHPHHTMCALAKKYGPLFWLQFGSAEVVVS

ASARVSAQFLRTNDANFSNCPPNSERRRASSTQKANCSIACNSRPPTSRDGQADNSLRRRFPAGFLNLENQAAHPQHGMA

DQGFRPLTTTTLSSSVNAAPIMIPIWAPVQMPVLPSNSAEDGYIWKNSGLQEIPGSGPLICYECSQANCTVKKSVTLSAD

GQILETVLRGSHNHPRPSEMCPKDAPIGYIPAADSQYYHVSSDMYVAGTSISHTEGGEHEQIGSSSDSDEEDDGEQGADG

HVANPSTTERF*

&

>Sb03g042765|Sorbi1 85% to CYP86A10, almost identical to fgenesh1_pg.C_chr_3003775
VLKARFDNYPKGPFWHAVLRDLLGDGIFNSDGETCGWRSARRPRSSSPRARSGPRATCPAGCRAPSTSAGCCPPWTRRPA

RGRTSTSRTCSAASPLATSAVKTVWGEDCLEFRPERWLSAEDTRFVEPHDSYRFVAFNAGARICLGKDLAYLQMKNTWPW

RGDNAWSRRCR*

>fgenesh1_pg.C_chr_3003775|Sorbi1

MAEGTAARLPQCPNRVVTATTNKLVLKARFDNYPKGPFWHAVLRDLLGDGIFNSDGETCGWRSARRPRSSSPRARSGPRA

TCPAGCRAPSTSAGCCPPWTRRPARGRTSTSRTCSAASPLATSAVKTVWGEDCLEFRPERWLSAEDTRFVEPHDSYRFVA

FNAGARICLGKDLAYLQMKNTWPWRGDNAWSRRCR*

&

>Sb01g042270|Sorbi1 78% to CYP74A5, no partner
MASSDDGGSSAPRDVPGSYGLPLVGAVRDRLDFYYFQGQDKYFESRVERYGSTVVRINVPPGPFMARDPRVVAVLDAKSF

PVLFDMDKVEKKDLFTGTYMPSTSLTGGYRVCSYLEPSEPTHTKVKQMLFSLLLSRKDDVIPTFRSNFSALLATVESQLA

KSGGKADFNKLNDVTSFDFIGEAYFGVRPSATDLGSGGPTKAAKWLIWQLHPLVTLGLPMVLEEPLLHTFHLPPFLVKGD

YRALYKYFSTAAKQALDTAEGLGLSREEACHNLLFATTFNSYGGLKVLFPGLLANVANAGEKLHEKLVAEIRGAVAEAGG

KVTLAAVEKMELAKSVVWESLRLDPPVKFQYGHAKKDLLIESHDAVFQVKKGEMLFGYQPCATKDPRVFGDTAKEFVPDR

FVGEEGSKLLQYVYWSNGRETENPSVDNKQCPGKNFVVLVGRLFLVELFLRYDTFTAEVATELLGASVVFTAVTKATSGA

GSE*

&

>Sb03g006400|Sorbi1 54% to CYP71T5, no partner
MARSNHNRARAGLKHLASSARAVCCTAAVHCCPLAALRHQEQEGFPVKHGRPPATAAITLGLPLLGHLPLLGSLPHRGLQ

AMAASHGPVMHAVVPGPRANRGGLSSAAAAQEVMETRDLAFASRPALRMAERLLHGRDVAFVPYGEHWRHGRGVCGYRGA

ARDRHRGGVRALAGVGRHAHGAGHAKAVRTSAEMDAFLERVIADHRQRRRDGGQREGDHDHRDFVNMRCWT*

&

>Sb06g011765|Sorbi1 47% to CYP71Y8, almost identical to fgenesh1_pg.C_chr_6000535
ITLYYAVSLATVVALLWFHKPRAVRAGDKSKHEKRLPPGPWTLPIIGSIHHVVRGLGHRTMMELSRRHGPLIFLRLGEVP

TLVVCSAEAAELVMKTHDLAFFSRPTTSVTIDIVGCKGKGLGFAPYGDRLIQMKKTVVVELLSAAQVKRIESIRADEVGR

LLRSVAAAGGVVNVSDEVKALAPDLVARAMFGGNCAEKSDDFIRRYNEVSQLVSGFFLVDLFPSS

>fgenesh1_pg.C_chr_6000535|Sorbi1

MELLITLYYAVSLATVVALLWFHKPRAVRAGDKSKHEKRLPPGPWTLPIIGSIHHVVRGLGHRTMMELSRRHGPLIFLRL

GEVPTLVVCSAEAAELVMKTHDLAFFSRPTTSVTIDIVGCKGKGLGFAPYGDRLIQMKKTVVVELLSAAQVKRIESIRAD

EVGRLLRSVAAAGGVVNVSDEVKALAPDLVARAMFGGNCAEKSDDFIRRYNEVSQLVSGFFLVDLFPSSRLVRNYRSISF

SCSERFLFCSSVIAFVSNFEQGAVGVRDRNTRQDYGPRFQVLRVPTVLASIDTLLVVEDKACKLKLANFQYKQAGHATKR

HKYNNNTVTYHILSFDQVHTSSLLSSTVTIDSGMFTSQVKEKGWKLDQTNWHMATNVLLESEFRVNVH*

&

>Sb03g040250|Sorbi1 90% to CYP86A9, identical to estExt_Genewise1Plus.C_chr_39977
MATVLDAGVLHSHPYAVAAAAAALVSAYMVWFWALTRRLSGPRMWPLVGSLPGVVLNRARVHDWIVDNLRSTGESATYQT

CILPLPFLAQRQGLVTVTCNPRNLEHILRARFDNYPKGPMWQAAFHDLLGQGIFNSDGETWLLQRKTAALEFTTRTLRQA

MARWANRIIKYRLWSILADHCEAAASVDLQDLLLRLTFDNICGLTFGKDPETLSPGLQENPFANAFDSATEATMQRFLFP

SFLWRIKKALGVGSERNLRESLAIVDQYMTEAIAARKATPSDDLLSRFMKKRDGNGRAFPEDVLQWIALNFVLAGRDTSS

VALSWFFWMLMLRRDVERKVVLEIASVLRETRGDDTGRWTEEPLDFDELDRLVYLKAALAETLRLYPSVPQDSKYVVEDD

VLPDGTVVPAGSAITYSIYSVGRMESIWGKDCAEFRPERWLSADGTRFEPAKDAYRFVAFNGGPRTCLGKDLAYLQMKSI

ASAVLLRHSVELVPGHKVEQKMSLTLFMKNGLRVHVKPRDLAAYVAAAEEAPQLGDFVIPTTTAAAA*

>estExt_Genewise1Plus.C_chr_39977|Sorbi1

MATVLDAGVLHSHPYAVAAAAAALVSAYMVWFWALTRRLSGPRMWPLVGSLPGVVLNRARVHDWIVDNLRSTGESATYQT

CILPLPFLAQRQGLVTVTCNPRNLEHILRARFDNYPKGPMWQAAFHDLLGQGIFNSDGETWLLQRKTAALEFTTRTLRQA

MARWANRIIKYRLWSILADHCEAAASVDLQDLLLRLTFDNICGLTFGKDPETLSPGLQENPFANAFDSATEATMQRFLFP

SFLWRIKKALGVGSERNLRESLAIVDQYMTEAIAARKATPSDDLLSRFMKKRDGNGRAFPEDVLQWIALNFVLAGRDTSS

VALSWFFWMLMLRRDVERKVVLEIASVLRETRGDDTGRWTEEPLDFDELDRLVYLKAALAETLRLYPSVPQDSKYVVEDD

VLPDGTVVPAGSAITYSIYSVGRMESIWGKDCAEFRPERWLSADGTRFEPAKDAYRFVAFNGGPRTCLGKDLAYLQMKSI

ASAVLLRHSVELVPGHKVEQKMSLTLFMKNGLRVHVKPRDLAAYVAAAEEAPQLGDFVIPTTTAAAA*

&

>Sb02g003780|Sorbi1

MVLPPWTSFFLGIIVLAIALFLLSILHRRRHPSGNSKYNLPPGPRPWPVIGNLNLIGPLPHRSVHELSKRYGSLMSLRFG

SLPVVVASSVDMARFFLKTHDLAFIDRPRTASGRYTGYNYSDMLWSPYGAYWRQARKFCKAEVFSAARLRSQEHVRAAEV

RAMLRDLYAAGPAAAPVRLMDHLFQLTINVISLMVLGEKHAVAVDGDGRSAAGGGLPATPEAFKWMIEEFFLLSGRLDVG

DMIPWLRWLDPHGHVRRLKRLREMFDHFLDNVVDEHSERRWREGDAFVAMDAVDLLLELADDPNLEVPIQRDGIKAFTLN

LLVGLPDTTSVTVEWAMSELLRNPDALATATEELDRVVGRERLVVTEGDIPSLPYMEAVVKETMRLHPVSPLLTPRLSRE

DVVVSVGGHGHGHGHDIPAGTLVFVNVWAIARDPAVWGRTAGEFRPERFVGSGVDVKGQDLELLPFGSGRRMCPGVSLGL

RMVQVILANLVHGYAWKLPDGVAGEELSMEETFGLSMPRKVRLDAVAEPRLPAHLYLNEIHTVAQVSKNDFVACNLQGNS

SQFKFWNSGNDVVTLDKPGKMWFICTKHNHCRKGMKLAIDVVDRTVVVAPSPAPLPGTAPPPPPPPFGWPSTPAPPPPPP

FGWRSTPAPPPPRSVAVRNAVGGAVAAAAAAVVAAALAF*

>e_gw1.2.1084.1|Sorbi1 64% to CYP92A15, identical to Sb02g003780
MVLPPWTSFFLGIIVLAIALFLLSILHRRRHPSGNSKYNLPPGPRPWPVIGNLNLIGPLPHRSVHELSKRYGSLMSLRFG

SLPVVVASSVDMARFFLKTHDLAFIDRPRTASGRYTGYNYSDMLWSPYGAYWRQARKFCKAEVFSAARLRSQEHVRAAEV

RAMLRDLYAAGPAAAPVRLMDHLFQLTINVISLMVLGEKHAVAVDGDGRSAAGGGLPATPEAFKWMIEEFFLLSGRLDVG

DMIPWLRWLDPHGHVRRLKRLREMFDHFLDNVVDEHSERRWREGDAFVAMDAVDLLLELADDPNLEVPIQRDGIKAFTLN

LLVGLPDTTSVTVEWAMSELLRNPDALATATEELDRVVGRERLVVTEGDIPSLPYMEAVVKETMRLHPVSPLLTPRLSRE

DVVVSVGGHGHGHGHDIPAGTLVFVNVWAIARDPAVWGRTAGEFRPERFVGSGVDVKGQDLELLPFGSGRRMCPGVSLGL

RMVQVILANLVHGYAWKLPDGVAGEELSMEETFGLSMPRKVRLDAVAEPRLPAHLYLYAGP*

&

>Sb01g016480|Sorbi1

MALAPSHARAVVIALQFTILCIFFALSLLFLHRTKATSSLKKTQLMHRLPPGPAGLPVIGNMHCVVSKRPVFRWIHGLLK

DMNTNIVCLRFGAVHVVAVACPEIAREVVRKNDAVFASRPETVASGLFSFGYKGSILSPYGEQWKKMRRVLTSEILSTSM

EQRLQRRRAEEADHLVRFVYSQCSGTSADANSIVDVRHVAQHFCGNMIRSLVFGKRHFAVDVAAGAGNGGGGPPGPEEVA

HMDALFTLLNYLYSFSVSDYIPAAWTWMVSGLDPDGHKKVAKSVMETINRLHDPIIQERIHEWDGLRKRGDKREARDFLD

ALVSLQDSQGRPFLSFDEIRAQTAEIMFAIVDNPSNAVEWALAEMMNQPEVMHKAMNELDTVVGKDRLVQESDIPHLNYL

KACLREAFRLHPYHAFNPPHVAMEDAIVSGYLIPKGTHVLLSRLGIGRNPNVWDAPLQFCPERHLMNNKQSGHHVVLTEP

DLRFVSFSVGRRGCPGVSLGSSVTVMLFARLLQGFTWTKPPGIRTVDLKESTTSLALAEPLSLQAQPRLAAHLYVSI*

>e_gw1.1.4159.1|Sorbi1 63% to CYP79A9, almost identical to Sb01g016480 

MHRLPPGPAGLPVIGNMHCVVSKRPVFRWIHGLLKDMNTNIVCLRFGAVHVVAVACPEIAREVVRKNDAVFASRPETVAS

GLFSFGYKGSILSPYGEQWKKMRRVLTSEILSTSMEQRLQRRRAEEADHLVRFVYSQCSGTSADANSIVDVRHVAQHFCG

NMIRSLVFGKRHFAVDVAAGAGNGGGGPPGPEEVAHMDALFTLLNYLYSFSVSDYIPAAWTWMVSGLDPDGHKKVAKSVM

ETINRLHDPIIQERIHEWDGLRKRGDKREARDFLDALVSLQDSQGRPFLSFDEIRAQTAEIMFAIVDNPSNAVEWALAEM

MNQPEVMHKAMNELDTVVGKDRLVQESDIPHLNYLKACLREAFRLHPYHAFNPPHVAMEDAIVSGYLIPKGTHVLLSRLG

IGRNPNVWDAPLQFCPERHLMNNKQSGHHVVLTEPDLRFVSFSVGRRGCPGVSLGSSVTVMLFARLLQGFTWTKPPGIRT

VDLKESTTSLALAEPLSLQAQPRLAAHLYVSI*

&

>estExt_Genewise1Plus.C_chr_97120|Sorbi1

MAPVQLDYSNLLLSVILAVSCFVIVRSFRSGRKDGSRVLPPSPPALPIIGNLHQLGRSHHHRTLLELARRHGPLFLLHLG

SVPTLVVSSASMAEEVLKAQDHVFCSRPQQHTARGLLYGCRDVGFSAYGERWRQLRRIAVVHLLSAKRVDSFRALREEAV

ASFVDRIRAAASAHADDDGDGKRRRGVNVSELFISLTYTVISKAAFGSKLGGMEPEAVRAMMMETSQLLGTIAVSDVFPC

LRWVDWATGLDARTKRTARKLDAVLESALQEHEKSSGRGDADDLLDDLLLAVKHGGAGLNLDRTDVKGLIADLFLAGTDT

IAKTMEWTMAELVKNPKEMEKTQAEVRQVVGEHGRVTEELLSTMTRPQAAIKEALRLHAPVPMLVPREAVQDTKLHGYDI

PAKTRVLINAWAIGRDEESWENADTFRPERFVHTTNFDYSGKDFRFIPFGAGRRGCPGIGFGTRLAELALANLLHHFDWE

LPDDQDLESFEVVESSGLSPGLKYPLTLVSKTPQA*

>Sb09g025490|Sorbi1 61% to CYP71R1, identical to estExt_Genewise1Plus.C_chr_97120
MAPVQLDYSNLLLSVILAVSCFVIVRSFRSGRKDGSRVLPPSPPALPIIGNLHQLGRSHHHRTLLELARRHGPLFLLHLG

SVPTLVVSSASMAEEVLKAQDHVFCSRPQQHTARGLLYGCRDVGFSAYGERWRQLRRIAVVHLLSAKRVDSFRALREEAV

ASFVDRIRAAASAHADDDGDGKRRRGVNVSELFISLTYTVISKAAFGSKLGGMEPEAVRAMMMETSQLLGTIAVSDVFPC

LRWVDWATGLDARTKRTARKLDAVLESALQEHEKSSGRGDADDLLDDLLLAVKHGGAGLNLDRTDVKGLIADLFLAGTDT

IAKTMEWTMAELVKNPKEMEKTQAEVRQVVGEHGRVTEELLSTMTRPQAAIKEALRLHAPVPMLVPREAVQDTKLHGYDI

PAKTRVLINAWAIGRDEESWENADTFRPERFVHTTNFDYSGKDFRFIPFGAGRRGCPGIGFGTRLAELALANLLHHFDWE

LPDDQDLESFEVVESSGLSPGLKYPLTLVSKTPQA*

&

>gw1.4.1924.1|Sorbi1

VLVPVLLLFVLLRYFSTGATTLKNKQRKKLPPSPPALPLIGHLHLVGAHPHVSMRGLAARHGGEDIMLLRLGTVPTLVAS

SPRAAQAVLRTHDQSLASRPRSIFGDILGYGPSDVGFAPYGDGWRQAKKLVTTHLLNTKKVQSYRAAREEEVGVAVGDLR

RAAMAGAAVDMSELLSSFTTNMVSRAVVGRSFRVDGMDKVFKEVMDASMAVLGGFSLENFYPGLANVAGGVLMWPGRRKA

ERLRDRWDEVLDKVIDQHASVAAAGGAPAHLESDFTHVLLSVQEEYGLTRDGIKGILADMFAAGTDTAYLVLEFTMAELM

LHQDVMARLKAEVRSSSMPNKDHQQVMTEENLTGMPYLKAVIKETLRLHPPSPLLLPHQSLEQCTIDGYVVPAGTTVFVN

VWAIGRDPRSWGDAAEEFMPERFINKGDTEGVDFRGIDFQFLPFGSGRRMCPGVNFALANVEIMLANLVCHFDWEMTEGA

NEIDMTEVFGLTVHRKEKLILTPRL

>Sb04g008900|Sorbi1 53% to CYP71C15, almost identical to gw1.4.1924.1
MANQATIFIDHLTANSSLLKAVFFPVLVPVLLLFVLLRYFSTGATTLKNKQRKKLPPSPPALPLIGHLHLVGAHPHVSMR

GLAARHGGEDIMLLRLGTVPTLVASSPRAAQAVLRTHDQSLASRPRSIFGDILGYGPSDVGFAPYGDGWRQAKKLVTTHL

LNTKKVQSYRAAREEEVGVAVGDLRRAAMAGAAVDMSELLSSFTTNMVSRAVVGRSFRVDGMDKVFKEVMDASMAVLGGF

SLENFYPGLANVAGGVLMWPGRRKAERLRDRWDEVLDKVIDQHASVAAAGGAPAHLESDFTHVLLSVQEEYGLTRDGIKG

ILADMFAAGTDTAYLVLEFTMAELMLHQDVMARLKAEVRSSSMPNKDHQQVMTEENLTGMPYLKAVIKETLRLHPPSPLL

LPHQSLEQCTIDGYVVPAGTTVFVNVWAIGRDPRSWGDAAEEFMPERFINKGDTEGVDFRGIDFQFLPFGSGRRMCPGVN

FALANVEIMLANLVCHFDWEMTEGANEIDMTEVFGLTVHRKEKLILTPRLQSCVAQSLEG*

&

>estExt_Genewise1.C_chr_76727|Sorbi1

MRLKLGLTTAVVISSRDAAREAFTRHDRALSARAVPDMARAAGFSARSMIWLPASDPRWKTLRGVAAAHAFSPRSLAAAR

AVRERKARELVGYFRRRAGQEVGDVGEAVYGGVLNLVSSALFSVDVVDVDLGAESARGLRQLVEEIVDGIAKPNVSDLVP

FLAPLDLQGWRRWTARRFRDVFRILDGIVDRRLSAADEASSPAAASSEGGTHDGDSLDALLELLSAGKLTRDNVTTIMFD

VFAAGTDTIAITVEWAMAELLRNPSAMAKVRAEIQGSVLGGKESVEEHDAVSLPYLQAVVKEAMRLHPVAPIFLPHQAAE

DGVEIGGYAVPKGCTVIFLAWSIMRDPAAWERPDEFIPERFLDREEEMGFRGKELEFIPFGAGRRQCPGLPMAERVVPLI

LASLLHAFEWRLPNGVSAEQLDVSEKFTTANVLAVPLRAVPVVRTC*

>Sb07g022650|Sorbi1 69% to CYP76M2, almost identical to estExt_Genewise1.C_chr_76727
MEREHWLLCALIAVPLLYYLTTILPPRSGSSSSTRRRLPPGPRPLPLVGNLLDLSGGNGNLHHALARLARVHGPVMRLKL

GLTTAVVISSRDAAREAFTRHDRALSARAVPDMARAAGFSARSMIWLPASDPRWKTLRGVAAAHAFSPRSLAAARAVRER

KARELVGYFRRRAGQEVGDVGEAVYGGVLNLVSSALFSVDVVDVDLGAESARGLRQLVEEIVDGIAKPNVSDLVPFLAPL

DLQGWRRWTARRFRDVFRILDGIVDRRLSAADEASSPAAASSEGGTHDGDSLDALLELLSAGKLTRDNVTTIMFDVFAAG

TDTIAITVEWAMAELLRNPSAMAKVRAEIQGSVLGGKESVEEHDAVSLPYLQAVVKEAMRLHPVAPIFLPHQAAEDGVEI

GGYAVPKGCTVIFLAWSIMRDPAAWERPDEFIPERFLDREEEMGFRGKELEFIPFGAGRRQCPGLPMAERVVPLILASLL

HAFEWRLPNGVSAEQLDVSEKFTTANVLAVPLRAVPVVRTC*

&

>Sb03g045960|Sorbi1

MDAAVAPLLVLGVTVAILLSTGLRCRAGHRNHCPYPNPVLGNVVPFVRNFHRFLDWATDQLAAAPTSTIEVRGALGLGNG

VATADPGVVDHLLRAGFPNYVKGARFAGPFADLLGSGIFLADGRLWSLQRKLASYSFSSRSLRRFSGRVLRAHLHRRLLP

LLAAAADSGEAVDLQDVLKRFAFDNICGVAFGVEASTLLDLGEEDGGGRGRRRRHDAFFKAFDDAVEISFARMLHPTAVV

WKAMRLAGVGSERRLREAICVVDEHVTEIMESEERSRRDGNGQHLLSRFAVAMEEDEGSELGAMFQSPEAKRRFLRDIVV

SFVLAGKDSTSSALTWFFWLLAANPLCERRVYEEASSLSDLHGHGDDDHGVDDEGGYDELRGMHYLHAAITEAMRLYPPV

PINSKVAAAGEVLPDGTTVRAGWFSDYCAYAMGRMPRLWGDDCREFRPERWLDGGGEFVAVDAARYPVFHAGPRACLGKE

MAYVQMKTVVAAVVRRFAVEPVRAASMEAPPPYEMAVTLRMKGGLPVRIRRRESDAGRH*

>estExt_fgenesh1_pg.C_chr_34084|Sorbi1 72% to CYP94E2, identical to Sb03g045960
MDAAVAPLLVLGVTVAILLSTGLRCRAGHRNHCPYPNPVLGNVVPFVRNFHRFLDWATDQLAAAPTSTIEVRGALGLGNG

VATADPGVVDHLLRAGFPNYVKGARFAGPFADLLGSGIFLADGRLWSLQRKLASYSFSSRSLRRFSGRVLRAHLHRRLLP

LLAAAADSGEAVDLQDVLKRFAFDNICGVAFGVEASTLLDLGEEDGGGRGRRRRHDAFFKAFDDAVEISFARMLHPTAVV

WKAMRLAGVGSERRLREAICVVDEHVTEIMESEERSRRDGNGQHLLSRFAVAMEEDEGSELGAMFQSPEAKRRFLRDIVV

SFVLAGKDSTSSALTWFFWLLAANPLCERRVYEEASSLSDLHGHGDDDHGVDDEGGYDELRGMHYLHAAITEAMRLYPPV

PINSKVAAAGEVLPDGTTVRAGWFSDYCAYAMGRMPRLWGDDCREFRPERWLDGGGEFVAVDAARYPVFHAGPRACLGKE

MAYVQMKTVVAAVVRRFAVEPVRAASMEAPPPYEMAVTLRMKGGLPVRIRRRESDAGRH*

&

>Sb06g015920|Sorbi1 56% to CYP79A9, no partner
MSSNAPSSTTQAPSRAHVVALFTVLCTLLGLAFLFHYRAKAKSLKKTELHRLPPGPSGMPILGSMHCLVSKRPVFQWVHR

LFKDMNTNVLCLRFGAIHVVVVACPEIAREVLRKNDAVFASRSLTFVSGLFSFGYKAVGLSPYGEQWKKMRRILTSEILS

TSMEQRLQHRRAEEADRLVRFVYNQCNTSANKTNSIIDVRHVARHFCGNMIRGLMFGKTHFFPAGAGADAVNNGSSSPGP

DEVAHVDAIFTLLNYMGFSISDYIPATWKWMITALDPDGRKKIRSVMNTLNRLHDPIIEERIHEWHTLHKHSNKREARDF

LDALVSLEDSQGRPLLSIDEIKALTAEIMFASVDNPSNAVEWAFAEMMNRPEVMHKAVHELNSVVGKDRLVQESDIPHLN

YLKACIREAFRLHPDHAFNLPHVSMEDTRVSGYLIPKGTHVLLSRVGLGRNSDVWDAPLQFWPERHLMMDNKSELALVEL

TEPDLRFISFSTGRRGCPGVSLGSSITLMLFARLLQGFTWTKPSGVRAIELKECTTSLELAEPLFLQAQPRLPVHLYVPY

VSV*

&

>fgenesh1_pg.C_chr_3000097|Sorbi1

MDVSPFLALLLVALLSLLLFLSTGRKTLGGGDGRRVPPSPPGLPLLGHLPLLGPLPHRKLWAMAQAHGPVMLLRFGRVPT

VVASSAAAAQEVMKTHDLAYASRPRVRMAERLVYGRDVAFVPYGEHWRQGRRVCVLHLLSQRRVSSFRHAREQEVAAMLA

RVRRDGAVNLTAQIISYTNGIISRAAFGDKGRSYYYDGPDGGEKLTKLFADFEGLLGTVAMGDFVPWLAWVDALMGLDAK

ATRTSAEMDAFLERVIADHRQRRRGAHRDGDDHRDFVDVLLDVNEDEADAAGGAKFDDVAIKAIILDMFAAATDTTYTTL

VWAMAELINHPHEMRKVQDEIRAAVAVAVAGGDRFVTEDHLQKLRYLRCVIKETLRLRTPVPLLLPRETTVDTELLGYHV

PARTRVIVNAWAIARDPATWDRADEFVPERFAGDDLTADYLLGQDFRFVPFGAGRRGCPGVGFSVPVMELALASLLYHFD

WELPAGGPSKLEMDELNGLSVRLKANLCLVAKPWCRQ*

>Sb03g001080|Sorbi1 65% to CYP71T1, icentical to fgenesh1_pg.C_chr_3000097
MDVSPFLALLLVALLSLLLFLSTGRKTLGGGDGRRVPPSPPGLPLLGHLPLLGPLPHRKLWAMAQAHGPVMLLRFGRVPT

VVASSAAAAQEVMKTHDLAYASRPRVRMAERLVYGRDVAFVPYGEHWRQGRRVCVLHLLSQRRVSSFRHAREQEVAAMLA

RVRRDGAVNLTAQIISYTNGIISRAAFGDKGRSYYYDGPDGGEKLTKLFADFEGLLGTVAMGDFVPWLAWVDALMGLDAK

ATRTSAEMDAFLERVIADHRQRRRGAHRDGDDHRDFVDVLLDVNEDEADAAGGAKFDDVAIKAIILDMFAAATDTTYTTL

VWAMAELINHPHEMRKVQDEIRAAVAVAVAGGDRFVTEDHLQKLRYLRCVIKETLRLRTPVPLLLPRETTVDTELLGYHV

PARTRVIVNAWAIARDPATWDRADEFVPERFAGDDLTADYLLGQDFRFVPFGAGRRGCPGVGFSVPVMELALASLLYHFD

WELPAGGPSKLEMDELNGLSVRLKANLCLVAKPWCRQ*

&

>Sb02g041330|Sorbi1

MTWWPWPWPWSWQATALAAAAWLCLHLAVARLMEALWWRPRRLERHFARHGVRGPGYRFFFGSSIELIRLMLDASSRPAP

PEAPHDVLPRVLAFYHHWRKLYGPMHLIWFGRTPRLVVSSPELIREVLLSRSEHFDRYEAHPLIRQFEGLGLSNLHGDEW

ARRRKILTPAFNAENLKLLAPFVADTVQRMLEERVLLPSSSAAGGSGEVEVDVVEWYQRLPKEAITVATFGRNSDEGSAV

FRLQAEHASYATEAHSKVFIPGYRFLPTRRNRRVWQLDREIRRLLAKLVAGLQSGDDHRHRGRDPRAGGMRNFMSFMAPA

MTADEIIEESKNFFFAGLETLNSLLTWATVALAMHPEWQDRARREVVDVCGRRGVPTKDHLPRLRTLGMVVNETLRLYPP

AVAMIRKAKRDVELGGCVVPAGTEVMIPIMAVHHDADVWGTDATKFNPGRFAGDGGDRQPRPQMAFMPFGGGARVCIGQY

LALMEAKIALAMVLQRCEFRLSPAYVHAPRVLMILNPQHGAPVIFRPL*

>fgenesh1_pm.C_chr_2000675|Sorbi1 76% to CYP734A5, almost identical to Sb02g041330
MEALWWRPRRLERHFARHGVRGPGYRFFFGSSIELIRLMLDASSRPAPPEAPHDVLPRVLAFYHHWRKLYGPMHLIWFGR

TPRLVVSSPELIREVLLSRSEHFDRYEAHPLIRQFEGLGLSNLHGDEWARRRKILTPAFNAENLKLLAPFVADTVQRMLE

ERVLLPSSSAAGGSGEVEVDVVEWYQRLPKEAITVATFGRNSDEGSAVFRLQAEHASYATEAHSKVFIPGYRFLPTRRNR

RVWQLDREIRRLLAKLVAGLQSGDDHRHRGRDPRAGGMRNFMSFMAPAMTADEIIEESKNFFFAGLETLNSLLTWATVAL

AMHPEWQDRARREVVDVCGRRGVPTKDHLPRLRTLGMVVNETLRLYPPAVAMIRKAKRDVELGGCVVPAGTEVMIPIMAV

HHDADVWGTDATKFNPGRFAGDGGDRQPRPQMAFMPFGGGARVCIGQYLALMEAKIALAMVLQRCEFRLSPAYVHAPRVL

MILNPQHGAPVIFRPL*


