
457 cytochrome P450 sequences in name order including pseudogenes

>CYP51G1 Solyc01g008110
MELGDNKILNVGLLLVATLLVAKLISALIMPRSKKRLPPVVKAWPIVGGLIRFLKGPVVMLRQEYPKLGSVFTLNLLNKNITFFIGPEVSAHFFKAPETDLSQQEVYQFNVPTFGPGVVFDVDYTIRQEQFRFFTEALRVTKLKGYVDQMVTEAEEYFSKWGESGEVDLKYELEHLIILTASRCLLGEEVRNKLFDDVSALFHDLDNGMLPISVIFPYLPIPAHRRRDNARKKLAEIFANIINSRKRTGKAENDMLQCFIDSKYKDGRPTTEGEITGLLIAALFAGQHTSSITSTWTGSYLLTNDKYMSAVVDEQKNLMKKHGNKVDHDILSEMEVLYRCIKEALRLHPPLIMLLRSSHSEFSVTTREGKEYDIPKGHIVATSPAFANRLPHIFKNPDTYDPDRFGPGREEDKAAGAFSYISFGGGRHGCLGEPFAYLQIKAIWSHLLRNFEFELISPFPEIDWNAMVVGVKGEVMVKYKRRKLSVE*

>CYP51G12P Solyc03g124090
IELDDNKILNVGLLLVATLLVAKLIYALVMPRSK*CLPPIIKAWPIVGGFRQEYPKLGNVTLNLLNKNITFFIGPEVSAHIVKAPKT

>CYP51G13P Solyc07g066750
MELGDKMILNM*LLFVATLLVAKRISTLNIPQSE*HLPQVVKAWTIYGGFR*EYPKLGSVLTLNLLNKYITFFIGPEVS
>CYP51G14P old CYP51G@1P

IELDDNKILNVELLFVATLLVAKLISTLVMPRYK*CLPPVIKAWPIVDGFKQKYPKLGSVTLNLLNKNITFFIGPEVSAHTFKAPKT

>CYP71D184 Solyc01g008670
MQFFNIFSLFLFMSFLFLLNKWKNSNSKSKRLPPGPWKLPLIGSMFHLLGGLPHHVFRDLAKKYGPIMHLQLGEVSLVVVTSADMAKQVLKTHDLAFAFRPKLLVGEILFYKGTDIVFSPYGDYWRQMRKICLLEFLSAKNVKSFNSIRQDEVHHMIEFFRSSSGETINVTKRIYQFSSSMTCRSVFGKVFKEQNKLMELAKEASRFLKGFDVADIFPSLKFLHVLCGMKGKIMDAHHELDAILENIINEHKNNGELGGEGLLVALLSLMKEGGLQFPITNDNIKAIIFDMFAGGTDTSSTLIDWAMVEMMKNPSVLLKAQDEIRNAFTGKETFNENDVEELKYLKLVVKETFRLHPPAPLLVARECREEVDIDGYNIPLKTKVLVNAYAIGRDPKYWIDAECFKPERFEQISVDFIGNNFEFLPFGSGRRICPGISFGLANIFFPLAKLLYHFDWKLPIGINPSDLDLTESAGIACARKSNLYLIATPHEPSQE*

>CYP71D185 Solyc01g008650
MEFFNLISISLFVSFLFLLKKLKNSNSQINKSLPPGPWKLPFVGSMFHMIGGLPHRVLRDLAKKYGSILHLQLGEVSLVVVTSPIMAKQVLKTHDLAFASRPRLLAAEIVLYNCTDIAFCPYGDYWRQMRKICVLEVLSGKNVRSFGSIRQDETIRLVEFFRSSSSSEPVNVTKRISLFTSFIICRSAFGTIFKEQDEFIQVMKGVTSLLEGFNVADIFPSLKFLHVLSGMKSKTMYLHHKVDTIVENVINEHKKNLVNGKTNGELGGEDLIDVLLRLMEDGDLQFPITNDNIKAIVYDMFAAGTETTSTTIDWAMVEMIKNSSILVKAQKEVREVFRGKDTFDENDVEELKYLKLVVKETLRLHPPLPLMLPRECREEVDIDGYTIPSKTKLIVNVWAIGRDPKYWDDAESFKPERFEQSSLDFVGNNFEFLPFGSGRRICPGISFGLANVYLPLANLLYHFDWKLPPGIKPSDLDMTESDGASCTRKSNLYLIMTPYQPSQE*

>CYP71D186 old SLCYP71D@21

MHFFNIFSLFIFVSFLFLLIKYWKNSNDQIRKKLPPGPWKLPLLGNIFHLLGGPPHRVLRDLAKKYGSIMHLQLGEVSLVVVTSPDMAKQVLKTHDIAFASRPMLIAAEIVCYNGSDIVFSPYGDYWRQMRKICIMELLSAKNVKSFSSIRQDEVLRMIEFFRSSSGETVNATRRIFQFASSMTCRSAFGKVFKEQDELIQLVKKVSRLTEGFDVADIFPSLKFLHVLCGMKSKIMDVHHELDAILENIINEHKNNGELGGEGLVSTLLRLMKEGGLQFPITNDNIKAIIFDIFAAGTETSSATIDWIMVEMMRNPNVLSKAQEEVRNAFKGKETFDENDVEELKYLKLVVKESFRLHPPFPLLLPRECREEVEINGYTIPLKTKVMVNAWAIGRDPKYWDDAESFKPERFEDNSMDFIGNNFEYLPFGSGRRNCPGISFGLANVYFPLAQLLYHFDWKLPNGINSSELDLTESAGSTCARKNNLYLIATPYQ*

>CYP71D186-de1b2b old CYP71D@20P

VSLVVVTSPNVVKQVLKTHDLAFASRPTLLAAEIICYNGSDIVFSPYGDYWRQMRKIVKFPLTNDNIKAIIFAALLKLMKERGLQFPLTNDNIKAIIFAIIDWTMVEMMRNPNVITRAQEEVRNTFRGKETFDENDIEELKYLKLVVKERFENNSMDFVGNNFEYL

>CYP71D187 old SLCYP71D@26

MEIQFTNFVAFLLFLSTTFLLFKKWKTQNLNLPPGPWKLPFIGSLHHLALAGPLPHHGLKNLAKRYGALIYLQLGEIPTVIISSPRMAKEVLKTHDLVFATRPKLVVADIVHYDSSDIAFSPYGEYWRQIRKICILELLSAKMVKFFSSIRQDELSKMVSSIRTMPNNHPVNLTDKIFWFTSSVTCRSALGKICCDQDKLIIFMREIISLAGGFSVADFFPTWKMLHDVGGSKTRLLKAHRKIDEILENVVNEHKQNRADGKKGNGEFGGEDLIDVLLRVRESGEVQIPITDDNIKSILVDMFSAGSETSSTTIIWALAEMMKKPSVLAKAQAEVRQVLKEKKGFQQIDLDELKYLKLVIKETLRMHPPIPLLVPRECMEDTKIDGYNIPFKTRVIVNAWAIGRDPESWDDPESFSPERFENSSVDFLGSHHQFIPFGAGRRICPGMLFGLANVGQPLAQLLYHFDWKLPNGQSHESLDLTESPGISATRKDDLVLIATPYDP*

>CYP71D188P old CYP71D@28P and CYP71D@29P

MEFHYLVSFFLFISFLFLLIKK*SNSNTLKKIFLPRGPWRLPIIGSLHHLTNGVPHRVLKNLSEKYGPIMYLQLGKVPTVIASFPHMEK*ILKTHNLAFASRTQTMMGKIICYDCKDIAFSPYGDNWRHMRK*CTLEQLSAKMVKTFSLIRQEEHSTLLSSIASMDVDSPINLPQKLLWCMNASM*RSAFGNVCKDQKELITLIHQAQSLSGGFQLADFFPSKKFLNGTSGM*TKLMKDRTKVDKVLDNIINVHREKNCNSESGAEDLTDVFLRVMESSEFPFLLTNDNIKAVILDMLVAGSDTSSSTVI*ALSEMIKSPNVMEKAQAKVRQVFKGKKKTFDDKKLTYSKLVIKKTLRLHPHTSLLVP*ECREETNINGLTISLKSKVLVNVWAIGRYPESWENPEFFIPEGFENNCIEFTCNHFQFLPFGGGRRICLGILFCLALLTLPLAHLLYNFDWKLPQGINAKDFDMTEENGISARR*SDLYLISTPYVPLLHKLHLKI*

>CYP71D189P old CYP71D@27P

SA*SIMYHYSDTGTCPYGDYWRKMRNICILELLSTKMVKSFDSIGQAEMLSLISSINSMPDSLINLSDKIFWFAGSVTCRSVFGRDKLMMLIKEITLLTG*FDLTDFFPSQKWLHGISGLKLKILEVHKEVDEILENIINEHCESRANGKKGNSESGGEDLIDVLLKVTESGELGTPITNNNIKAVLFDMFLAGAETSSAKIIWALAEMIRNPSIMDKAQLEVRQVLKGKTKFDDFDLEELKYLKLVIKETLRLHPPLPLLHPRECREKTKIGKYTIPIKTRVLLNAWAIRRDPEYWHNPEIFIPDRSDESSIDFRGNHFEFIPFGAGRRMCPGWLFGLMNVEHPLTQLLYHFDWKSPYEGLLENFDMTGTNGLSARRRDDLCLIATPYN*

>CYP71D190 old SLCYP71D@5

MPFLSLASVFLFLSFLFLLRKWKNSNSQSKKLPPGPWKLPLLGSMLHMVGGLPHHVLRDLAKKYGPLMHLQLGEVSAVVVTSPDMAKEVLKTHDIAFASRPKLLAPEIVCYSRSDIAFCPYGDYWRQMRKICVLELLSAKNVRSYSSIRRDEVDRLVNFIRSSSSFREPVNFTERLFLFTSSMTCRSAFGKVFKEQDKFIQLIKEVIGLAGGFDVADIFPSLKFLHVLSGMKGKIVNAHHKVDAIVEDVINEHKKNIAMGKTNGALGGEDLIDVLLRLMNDGGLQFPITNDNIKAIIFDMFAAGTETSSSTLVWAMVQLMKNPSVFAKAQAEVREAFKDRETFDENDVEELKYLKLVIKETLRLHPPVPLLVPRECREETDINGYTVPVKTKVMVNVWALGRDPKYWDDAESFKPERFEQSSVDFIGNNFEYLPFGGGRRICPGISFGLANVYLPLAQLLYHFDWKLPNGMEPKDLNLTELVGVTAARKDDLILVATPYQQ*

>CYP71D191P old CYP71D@6P

MPLVSIFLFICFLFLLRKWKKYSNNSQTKKLPPGLADFHTAFIEVHRDLAEKYGPLMHLQLGEFSAVVVTSSEMAKQVVKTHDFAFASRPKFMAMDIICYGRCDIAITPYGEYWRQMRKICVMVMLFGQVVKEQDVFIKLIREVVISLAEDLGVTDIF

>CYP71D192P old CYP71D@7P

MQLVSIFLFICFLFLLRKWKNYKKSPPSP*KLPFIGSMYNLAGGLPHRVHRDLAE*YGLLMHLQLEMAKQVVKTHDLTFASRPKFMAMDIICYGRCYIALTPYREYWRQMRKICVMVMLSAKNVRSFSSDELVCLIDSIQSSSSSGEPVNFTERIIWF

>CYP71D193P old CYP71D@8P

DTLNNLIEYLPFGGGRRFCPGISFAFGSIALPLAQLLYHFDWSLGMEPKDLDLTESAGITAARKGDLYSISTPHHS*

>CYP71D194P old CYP71D@9P

MQLVSIFLLISFHFLLRKWKKYFSNNSQTKELPPSPWKLPFIGSMHHLADGLPHRVLRDLVKKYGPLMHLQLGKVSAIVVTSPDMAKQVLKTHDIVFAIFKETMRLHAPVPLLVPRECREETEINGYIYCTGVLVNVWALARDPNYWDDAESFKPERLEET*ADFIGNNFEYLAFGGGRRICPGISFALAQLLYHFDWNGAKRLALD

>CYP71D195P old CYP71D@35P

MQLVSIFLLISFHFLLRKWKKYFSNNSQTKELPPGPWKLPFIGSMHHLADGLPHRVLRDLAKKYGPLMHLQLGEVCAIVVTSPDMAKQVLKTHDIAFAALRDKVKFDKNDVEELEYLKKRIFKETMRLHAPVPLLVRRECREETEINGYVLVNVWALARDPNYWDDAESFKPERARET*ADFIGNNFEYLAFGGGRRICPGISFALLPLAQLLYQFDWKGDLYLIATPHQP

>CYP71D196P old CYP71D@33P

LLFGGGRRICPGISFAFGSIALSIPLDQLPYQFDWMEPKYLDLTESAGMTAARKRDLYSIATPHP

>CYP71D197P old CYP71D@34P

DTLNNLIEYLPFGGGRRICPGISFAFGSIALSPLAQLLYHFDWMDPKYLDLTESAGMTAARKGDLYLIVTPHQP*

>CYP71D198P old CYP71D@32P

MEYQHYPLIIFISLVLFLSSLFFLSQKWKSANKKLPPGPWRLPFIGNMHQLMSDLPHRSLRTLSKKYGPIMHLRLGNISTIVVSSPEMAKEVMKTQDLHFVDRPQIMSASIIFYDCTDIGFSSYGDYWRNMRKVLSTKMVKSSASIRQEEISNLISSLRSTAPDSLINLSN*IFWFTNTVTCRSVSGKIIHDRNKLIMLVKDIYSLIGGFDLSDLFPSQKWLHNVSGMKSKLSKAHSKIDEMLEKIINDHIENRAKGKKCNGESGNEDFVDALLRVMESEEFGPPITNRNIKAVILDMFLAGTETASTTIIWAFLELMKNPRVMEKAQLEVRERLNGEKAFNDTDLEELNYLQFVIKETLRLHPPAPLLVPRECREETKIDGYTIPVKTKVLVNAWAIGRDPEYWHNSESFIPERFENSSVDFKGNHFEFIPFGAGRRMCPGMLFGLVNVAHPLSQLLYHFDWKVANGVNPNDLDTIETEGLTARRKNDLYLIATPFGLSK*

>CYP71D199P old CYP71D@3P

KLVKKFVANFNLLDNICGVKSRLMNTHQKVDGIMENVINEHIENKAIGKRRNGKFGDEEDLVDVLLRIKENSQLQFPISNDHTKEMTRNANLDGYIIPQKTRVLVNVWALARDSKY*QNPTTSISERFENSSVDFMWNDFEFIPFIQFALASVEFSLAQLLYLFEWELPNGVHPKYLDMIEPHRLTA*KKERF

>CYP71D200P old CYP71D@43P

MYSSLFTIVSLVIFFLYFILVSKNKKKKETRLPPGPWRLPFI*SLHHLIGRGFLHPTLRNLAQRYGGVMYLQIGEIPVVIVSSSTIAKQLLTTHDLAFSDRPQSTSTTILFYNNKDIVFSLYDNYCKQMRKICKVQLFSTKMVKSFSTIRKDEISSLISSIRSTKGSPVNMTEKIFWFTNSVTCSAAFGKMFKDRDEFIKLLKDILILASGFYVTDLFPSWKLLHKLSGAESRLMNVHKKIDEIMEDILKEHLENKANRNKRIGDQLGGEDLVDVLLNLMEDAELECPITNDHIKAVILDVFIAESDTSSTVTIWVMMKNPNIMAEVREVFRGKKNYDDEEDLEKLTYLKLVIKETLRLHTPAPLLGPRDQTNVDGYTIPLKTKVLINKNPESFIPERFDFMENHFEFIPFGAGRRMCPGMLFGLTNIELPLAQLLYHFEWELPYGMNPKDLNMTETCGLGGWKQKDCF*

>CYP71D201P old CYP71D@41P and CYP71D@42P

MYFSLVTIVSLLLFLSFLVILFSKSKKQINLPPGPWTLPFIGSLHHLIGTGLLHRTLRNLAQRNGGVMYLQRGEISVVIISSPTIAKELLTTHDLAFSDRPPSMSTNIIFYNNKDIAFYPMRDNYWKQMRKICNVQRWSSPLVRSFGAIRKDEISNPVSSIRYMRGSPINITEKIFWFTNSVTCSAALGKMFKDRDEFIKLLKDIFILVSGFNVADLFPFLEVLRKLSGTESRIHKKVDEIMEDILKEHLENKGNGDQFGGEDLVDVLLRVMEESAITNDHMKVVILTIMAKAQKEVR*IFRMMKDEENLEKLT*LNLMIKEKIR*HTPVPLLPPREFREQTHIDGWTIPLKTRILVNAWALARDPESWHDPESFIPKRFENCFIDFTGNHFEFIPVGAGIRICPKILFGLFNVKLPLAHLLYHFEWELPYGMNPKDLDMTETHGLSMIKYK

>CYP71D202 old SLCYP71D@4

MEINYSLASLLLFLSSLFIVIKQWRTKKPKKLPPGPWKLPIIGSLHHLIGRGLPHRVLRDLSQRYGPIMYLQMGQVPTVVISSPTMAKQVLKTHDLAFVNRPQLTSTSIIFYNNKDIAFSQYGDYWRQMRKICTLELLSTKMVKSYGAIREDELSSLISSIRSTMGNTINMTQIIFLFSNSIICRSAFGKICKNREEFLTILKEVLLLGAGFFVGDLFPSWRLIHNLRGEKTRMVNAHNKVDVVMEEILNEHIENKAAGKMGNGEFGDEDLVDVFLRVKENAELQFPIANENIKAVIF

>CYP71D203P old CYP71D@37P_2

LNFNLLSLLLFLSSLFIILFTRQWKHQKKDIAFSPYGDYLRKICMIELLSTKMVKTFVAIRKDEISSLASSIRSMRGSTINMTEKISLFSNYIICRSAFGKICKDRDEFITILKEILLLTGGFDVADLFPSWKLQDNAHKKVDIVMEEILNEHIENKAAGKKGNGEFGDEDLVDVFLRVKENAELQFPITNDHIKAVIFVSLLRTLAMIIIFSLIWAFAENSDIMAKAQSEVRRIFKGKKKYDEEDFEELTYLKLVVKEALRVHLPAPLITPRKCREQTNINRYIIPIKTRVLVNAWALARDPQSWDPESFIPERFENSSIDFKGNHFEFFPFGAGRRMCPEMLFGLANVTHPLAQLLLHFKWDLPNGTNSKDLDMTETGGIATTKKKNLLLVATCHRNEEEF*

>CYP71D204 old SLCYP71D@38

MFSSLFNLVSLLLFLSSLVIIRQNKKQRLPPGPWRLPFIGNLHHLIGGGLPHRVLRDLSQRYGPIMYLQLGQVPTVVITSPTIAQEILKTHDLAFADRPQLVSTNIIFYNNKDVAFSQYGDYWRQMRKICIVELLSTKMVKSFSGIRQDELSSLISSIRSTRGTTINMTEKVFQFTNCVTCRSAFGKICKDRNEFVALLKKILVFAGGFDLADLFPSWKLLHNISGVKSRLVKAHQKIDAIMENIINEHIENKVAGKKGNGEFGDEDLVDVFLRVKENAELQFPITKEHIKAVISDIFIAGTETSSATIIWALSELMKNPNVMAKAQSEVRQVLKGKKNYGEEDIEKLTYLKLVIKETLRLHTPVPLIGPRECREKTNIDGYTIPHNARVLVNAWALARDPKNWDKNPESFIPERFENSSIDFMGNHFEFIPFGAGRRICPGIQFGLANVALPLAQLLYHFEWELPYGVNPKDLDMSETHGLTASKAKDLYLNATNYKNDEGH*

>CYP71D205 old SLCYP71D@25

MEVIYSSSYNLVALLLIFFPFLFTQLLRKSSTAKEKLPPGPWRLPIIGSLHHLRGALSFPHRTLKNLATKYGPIMYLQLGEIPAVIVSSPIMVKEILKTHELAFATKPQLTSIDITTYNYKDIAFAPYGDKWRQMRNICVTELLGTKTVKSFSSIRKDEITRLLSSIRSTNGTRLVNLTELILRYTNSVTCRSAFGKVCTNQHHLINLLRDVLDTLGGFDVSDLFPSWKLLHKMSGVKSELLRMHKKVDEALENIVNEHIKNRALGCKGNGDKLIGGEDLVDVLLRIKENGELQFPITSDHIKAIISDMFAAGTETSAATIIWALSEMMRKPKIMAKAQNEVRQVFKGKITFYEDDLDKLTYLKLVIKETLRLHPPSTLLPRECRKQTYINGYTIPPKTRVLINTWALGRDSESWDDPESFIPERFENSPVDYMGNYYKFIPFGSGRRICPGMQFGLTNVKHPLAQLLYHFDWVLPYGANPEDLDMIEKNGLSAAKHRDLCLLIAIEHKNDDKI*

>CYP71D206 old SLCYP71D@24

MDMNLVSFILLFSFLFIIFRKLRRSQKQNLPPGPWRLPLIGSLHHLISGHNPHRIFRDLARKYGPVMYLELGEVPTVIISSPSTSKQVLKTHDLAFASRPQFTSTDIVMYNNKDIAFAEYGDYWKQMRKICIMELLSAKMVKSFSSIRKDELSSVLSSIDSVRGCCEVNMTEIIVRFTSSVTCRLVFGKLCRDRDELINLMKDALFLVGGFDIGDFFPSWKLLYKMSGAKSKLVKMHQKVDSVLERIVNEHIKNREAGIKGNGAHGGEDLVDVFLRIKENDQLQFPITNDHIKAVILDMFTAGTETSSTAIIWALSELMKHPNVMAKAQSEVRQAFKEKIDFDEEDLDNLPYLKLVIKETLRLHAPSIVHRECREETTVDGYTIPAKATVLVNTWAMGRDPEVWDDPESFIPERFENSPIDYLGNNYEFLPFGAGKRICPGMQFGIANVKQPLARLLYHFNWGLPYGTNNPKHLDMSEKSGLSAAKEKDLYLIAKTNQSLDAML*

>CYP71D207 old SLCYP71D@45

MEFHHVVSFSLFIFFLFLTIQNWSRNSKILKKKLPPGPWRLPIIGSVHHLTRGTPHRVLRNLSQKYGPIMYLQLGEVPTIVVSSQHMAKQILKTHDLAFASRSVTMLGKIICYNCKDIAFSPYGDYWRHMRKLSVLELLSAKMVKSFSSIRYNELSNLLSSIGSTVGSPINLSKKLFLFTNASTCRSIFGKTYKNQNELVMLIQRAVSLSRGFELADLYPSKTFLHGISGMKSKLMKARTKVDMLLDNMINVHRENRANGKNCNGESVTEDLIDVFLRVMESGEFQFPLTNDNIKAIILDMFVAGSETPCSTAIWALSEMMKSPSVIAKAQAEVREVFKGKETCNDDTVLEKLNYLKLVIKETLRLHPPTPLLVPRECREETKIDGFTVPLKSKVLVNVWAIGRDPMSWEKPECFVPERFENSSIEFTGNHFQFLPFGAGRRMCPGIHFGIALVTLPLAYLLYKFDWKLPQGTNLREFDMTKSNGITARRENDLYLIATHSY*

>CYP71D207-de1b2b old CYP71D@44P

MEFHHIISFSLFSKTFLHGISGMKSKLMKARNKIDILLDNIINVHRENRANRKNCNGESETEDLIDI

>CYP71D208 old SLCYP71D@36

MDFQHLVSFFLFISFLFLLIQKWRKPKNRLPPGPWRLPIIGSVHHLTSGLPHQVLKKLSFKYGPIMYLQLGEVPTVVVSSSHMAKQILKTHDLAFASRPETMMGKIICYNCKDIAFSPYGDYWRHMRKLTVLELLSAKMVKSFSPIRQDELSNLLSSIRSMNLDSPINLVEKLLWFMNAATCRSAFGNVCKDQRELITLIHQAQSLSGGFELADLFPSKKYLHGISGMESKLMNARYKIDQVLDNIINVHRENRANGKSCNGESGAEDLIDVFLRVMESGQFPVPLTNDNIKAVILDMFVAGSDTSSSTVIWALSELMRNPNIMAKAQAEVREVMGKKTCDDDIDTDLENVSYLMLVIKETLRLHPPTPLLVPRECREETKIDEFTIPLKSKVMVNVWAIGRDPENWENPECFVPERFENSSIEFTGNHFEFLPFGAGRRICPGIQFGLALVTLPLAHLLYNFDWKLPQGISASDLDMTEANGISARREKDLYLIATPYVSPLH*

>CYP71D209 old SLCYP71D@14

MEIQFSPFNLFPLFLFFSFLYILLNKCNTKNTKLPPGPWRLPLIGNLHHLKGKLPHHNLRDLARKHGPLMYLQLGEVPVVVISSPRIAKAVLKTHDLAFATRPQFMASDIVFYKSRDISFAPYGDYWRQMRKVLTQELLNNKMVKSYNMIRKDELSKLLSSIRLATGSAVNITEKLLWFTSCMTCRLAFGKICNDRDELIMLIREILALSGGFDVCDLFPSWKLLQNMSNMKARLTNVHHKYDQIMENIINEHKQNHAAGIKGNNEFGGEDMIDALLRAKENNELQFPIENDNMKAVILDLFIAGTETSYTAIIWALTEMMKHPNVMAKAQAEVRQVFKDNENFDENDLDKLPYLKSVIKETLRMHPPVPLLGPRECREQTEIDGYTVPLNARVMVNAWAIGRDPESWEDPESFKPERFENVAVDLTGNHYQFIPFGSGRRMCPGMSFGLVNTGHPLAQFLYQFDWKLPDKVNANDFRTTETSRVFAASKDDLYLIPTSPREQE*

>CYP71D210P old CYP71D@13P

MEIHFNSVSLLPSFFLLLVIFVRKTKKSNQRLPPGSWKLAIIGSIHHLIGALPHHVLRNLSKKYGPIMHLKLGEIDAVVVSSPHMAKQVLKVHDLSFAARPELIASDIVFYRQKDILFAKYGDYWKQMRKICISELLGAKMVKSFSLIRQDEVHDLVASIRSTPNVVVNVSEKVLRVTCSVICRLAFGKVWDDGDNLLMLMREVLALSGGFDVADFFPSWTLLHEIGGMRSRLKRMHKKFDVILEKIIHEHKENRANGKEGNSEFGGEDLIDVLLRVMEKNGELRFPITNDSVKAIVLDFFFEGTETSSVILQWALSELMKNPNMMAKAQTEVRSVDKGKNDLNDNDVEELKYLKLVINETLRLHPASPLLGLRQCREATEIDGYTIPLNSQVDVNGWVIARDSESWDDPETFMPERFEKENHFQYIPFGAGSRMCP*MHFGLANVVYPLAQLLYHFDWKLPYGQRPEDLDMTETLGISATRKNDLHLI

>CYP71D211 old SLCYP71D@12

MEIHFNLVSLLLSFFLLLVIFVRKSKKSNQKLPPGPWKLPIIGSMHHLIGVLPHHVLRNLSKKYGPIMHLKLGEIDTVVVSSAHMAKQVLKVHDLCFAARPELMSSDIVFYNQNDIVFAKYGDYWKQMRKICISELLSAKMVKSFSLIRQDEVHDLVASIRSTPNVVVNISEKILRLTSSVICRSAFGKVWDDRDNLLMLMREVLSLSGGFDVADLFPSWTLLHGIGGMRNRLKSLHQKIDVILEKIIHEHKENRANGKKGNSEFGGEDLIDVLLRVMENGELQFPITNDSVKAVDLFFGGTETSSVIIQWALSELMKNPKVMAKAQAEVRRVCKGKKDLNDNVVEELKYLKLVINETLRLHPASPLLGLRQCREETKIDGYTIPLKSQVVVNGWAIARDPESWDDPEAFVPERFEKNSVDFNGNHFQYIPFGAGSRMCPGMHFGLANVVYPLAQLLYHFDWKLPYGQQPEDLDMTETLGISATRKNDLNLIAISYD*

>CYP71D212P old CYP71D@11P

MEIAYYWKHTSPYYHVLRNLSKKYGPIMHLK*GEIDAVVVSSPHMAKQVLKVHDLSFAARPKLVTSDIIFYRQKDIFFAKYGDYWKQMRKICISELLGAKMVKSFSLIRQDEVHDLVASIRSTPNVVVNMSEKVLRLTSSAICRSAFGKVWDDRDYLLMIMREVLALLGGFDVADLMCPSWTLLNEISGTRSRLRSMHRKIDVILEKIIHEH*ENQPNEEKGHGEFGGEDLIDVLLDLFFGGTETSSVIIQWVLSELMKNPNVMAKAQAEVRRVCKGKKDLNDNDVKELKYLKLVINETLRIHPVSPLLGLKQCREETKIDGYTIPLNDQVVVNGWAIIARDPESWDDPETFVPERFEKNSVDFNGNHFQYIPFGAGRKMCPRMHFGLANVVYPLKQLLYHFDWKLPYGQQPEDLDMTNSWNICN*

>CYP71D213P old CYP71D@10P

MEILHFHFNLIPILLFFSILFIVVRKWKEMNQRLLPPGPWKLPIIGSLHHFIGALPHHVLRNLSGKYGPIMHLKLGEIDAVVVSSPHLAKQVLKVHDLSFAARTKLVASDIIFYRQKGVAFAEYGDYWKQMRKICTSELLSAKMVKSFNLIRQDEVHNLVASIHSTPNVVVNMSEMVLQLTSSVICRSAIGKVWDDRDNLLTSMREVLDVLAGFDVVDLFPSWKLLHQISGKRNRLMNMHHKLDVI*ENIINDHKQNKANGEKGNNEFEGEDLIDVLLRVMENDGLQFHMTNDNIKAVIL

>CYP71D214P old CYP71D@31P

MKFQFPFFIFLFIFLSFLYLLPVEWEKSRNLNKKLPPGPWKLPFLGSFHHLALEGGLPHHALTNLGKKHGPSMHLQLGEISTILVRTSPDMAREVMKTNDLAFALDIICYNSIDIVVSSYENY*RQMRKVCVLELLTIKNFWSFSIRRDEASRLLQLIQSSTRGEPINATEQILRYESSMTCKAAFGDQLLKDEGKFIEILRELVESASGFSVSDIFPSIKILHVLSGLRSKILKLHQNVDSIVEDVINDHKKNIASGKKGK*CINDVFGDEDLVDFLLRLIESGEVKTPITNDNIKAIIINMFTAPTETSGTITTWAIIEMMRNSNLPAKAQAEVRKAFKGQETFN*DVIEIPLLIPRKCMEETTINGYTIPLKTRVMVNVYAMGRDPKYWLDAESFIPEKFEQSSIDYIGNNFRV

>CYP71D215P old CYP71D@1P

SSTIVSAFLEKI*NPHVMEKDNLKLRLYPLAPLVPRECREEKKINGYTIPMKTKVLVNAWSISRDFKYWHDSKSFMPERFENNTIDFKANCFKFISFSLGRRMRPMLFSLVNIAHPLFQLLYH
>CYP71D216 old SLCYP71D@19

MDLQFSFNFIFLILFLSFLYLLLVELKKSRNLNKKLPPGPWKLPIIGSIHHLALEDGLPHHALTKLGKKHGPLMHLQLGEISTIVVSSMEMAREVMKIHDLAFASRPKLVSLDIILYKSTDIAFCSYGDYWRQMRKICVLELFTAKNVRSFSSIRREEGSNLVQFIRSSTRGEPINVTKQISWYESSITCKAAFGELLKDQEKFIGIVRELAELTGGFSVANIFPSIKILHVLSGVRSRILKVHENVDAIVEDIISDHKRNIASGKRGNGAFGGEDLVDVLLRLMESGALKIPITNDNIKAIMIDLFSAGTETSTTTTIWAMTEMIRNPSVLAKAQTEVREAFKGKETSNEDVIERLKYLKQVVKETFRLHPPLPLLIPRECREETNINGYTIPLKTRVVVNVYSMGRDPKYWEDAESFIPERFEGSSVDFMGNNFEYLPFGAGRRICPGITFGLINVYLPLANLLYHFDWKLPHGVKLEDVDMNEFSGITAARKSELYLIATPYYPSHE*

>CYP71D217 old SLCYP71D@18

MEFQFTFNFIFLFLFLSFLYLLVVK*KKSRNLNKKLPPGPWKLPFIGSIHHLALEGGLPHHALTNLGKKHGPFMHLHLGEISTIIVSSMDMAREVLKTHDLAFASRPKFLALDIICYKSTDIAFSPYGDYWRQMRKVCVLELLTTKNVRSFSSIRRDEASRLVQFIRSSTCREPINVTERILWYQSSITCKTAFGELLKDQEKFIELVKELVELASGFSVADIFPSIKILHVLSGLRNRILKIHKNVDAIVEDTINEHKKNLACGKRGNGAFGGEDLVDVLLRLMESGELKIPITNDNIKAIMIDLFAAGSETSATTTIWAMTEMMRNPNVLAKVQAEVREAFKGKETFDFDEDDIEELKYLKQIVKETLRLHPPVPLLVPRECREETNINGYTIPLKTRVMVNVYAMGRDPKYWDDAESFIPERFDGSSVDFMGNNFEYLPFGAGRRMCPGMSFGLINVYLPLAKLLYHFNWKLPDGLKPKDVDITEFSGITAARKSELYLIATPSHE*

>CYP71D218P old CYP71D@16P

MEFQFPFNLIFLFLFLSFLYLLVVQWKKSRNLNKKLPPGPWKLPFIGSVHHLALEGGLPHHALTKLGKKHGPFMHLQLGEISTIIVSSMDMAREVLKTHDLILALDIILYKSTDIAFCPYGDYWRQMHKVCVLELLTTKNVRSFSSIRQDEASRLVQFIRSSRCGEPINVTERILWYQSSITCKTTFVELLKDQEKFLGILRELMEVAGGFSMADIFPSIKILQVLSGLKSRILKVHKNVDVIVEDVINEHKKNIASGTKGNGAFGGEDLVDVLLRLIESGGLKIPITNDNIKAIMIDLFVAGSETSGTTTIWAMSEMMRKPSVLAKAQAEIREAFKGKETFDFDEDVIEELKYLKQVVKETLRLHPSVPLLVPRECREETNINGYTIPLKTRVMVNVYAMGRDPKYWEDAESFIPERFDHSSVDFMGNNFEYLPFGAGRRMCPGMSFGLINVYLPLAKLLYHFDWKLPHGLKPKDVDMTELSGVTAARKTEIYLIATPYYPSRE*

>CYP71D219 old SLCYP71D@17

MEFQFTFNFIFLFLFLSFLYLLVVQWKKSRNLNKKLPPGPWKLPFIGSVHHLALEGGLPHHALTNLGKKYGPFMHLQVGEISTVVVSSMDMAREVLKTHDLAFASRHKILAFDIILYKSTDIGFCSYGDYWRQMRKVCVLELLTTKNVRSFSSIRRDEASRLVQFIRSSTCGEPINVTERISWYQSSITCKTAFGELLKDQEKFLGILREFTEVAGGFSTADIFPSIKILQVLSGLKSRILKFHKNVDVIVEDVINEHKKNLASGKKGNGAFGGENLVDVLLRLKESGELKIPITNDNIKAIIIDLFIAGTETTTTTTIWAMTEMIRNPSVLAKAQTEVREAFKGKEEIFNEDVIEELKYLKQVVKETLRLHPPLPLLIPRECREETNINGYTIPLKTRVVVNVYSMGRDPKYWEDAESFIPERFEGSSVDFMGNNFEYLPFGSGRRMCPALSFGLINVYLPLANLLYHFDWKLPDCVKLEDMDMNEFSGIAAARKSELYLIATPYYPSHE*

>CYP71D220 old SLCYP71D@15

MEFQFPFNIIFLFLFLSFLYLLLVEWKKSRNLNKKLPPGPWKLPFLGSLHHLAIGGLPHHALTKLGKKYGPLMHLQLGEISTVVVSSMDMAREVLKTHDLAFASRPKLASIDIICYKSTDIVFSPYGEYWRQMRKVCVMELLTAKNVRSFSSILHDEASRLVQFIQSSTHGEPINITERILWYTSSITCKTAFGDQLLKDQEKFIQMVKKLVELASGFSLADIFPSIKILGVLTGARSRILKVHKNVDAIVEDVINEHKKNLASGKKGNGAFGGENLVDVLIRLMGSGELKIPITNDNIKAIMVDLFSAGTETSSTTATWAMTEMMRNPRVLKKAQAEVREAFKGKETFDEDVIEELKYLRQVVKETLRLHPPVPLLAPRECREETNINGYTIPLKTRVMVNVWSMGRDPKYWEDAESFIPERFARSSVDFLGNNFEYLPFGAGRRMCPGITFGLFNVYLPLAKLLYHFDWKLPDGQKPEDVDMTELSAITAARKSELYLIATPYHPSQ*

>CYP71D221 old SLCYP71D@46

MQILSLVYIFLFLSFLFLLRKWKNSKSQTTKKLPPGPWKIPFIGSIHHIVGGYPHHVLRDLAKKYGPLMHLQLGEVCVVVVTSSEMAKQIFKTHDLAFASRPKLLVMDIITYNSRDIAFSPYGDYWKQMRKISVMELLNAKNVRSFSSIRHDEVVHLIDSIRSSSSSGEPVNFSERVLWFASSMLCRSAFGKLPKDQDIFIKLVRQVLRLSNQGFDMADIFPSYKFLHGLGGLKKKILDVHYKIDSIVEDVINEHKKSFANHKRTSDDDALGGGDEDLIDVLLRLMKDKSLQFPINNHTIKAIIVDIFAGGTDTTSIIIVWAMAEMMRNPSILAKAQAEVREAFKGKVKFDKYDVEELKYLKLVVKETLRLHPSVPLSVPRECREETDINGYTIPLKTKILINVWALGRDPEYWDDPESFKPERFEQCSVDFIGNNFEFLPFGSGRRVCPGISFGLANIYSSLAQSLYHFDWKLPNGMDPTDLDLTESDGGSTGMKNDLYLIATPYKP*

>CYP71D222P old CYP71D@39P

DLFIAGTETSTTTIIWAMTEMIRNPSVLAKAQTEVREAFKGKETFNEDVIEELKYLKQVIKETLRLHPPLPLLIPRECREDTNINGYTIPLKTRVIVNVYSLGRDPKY*EDAGSFIPERFEHNSVDFMGNNFEYLPFGAGRRMCPAMSFGLINVYLPLANLLYHFDWKLPHGVKLEDVDMNEFSGIAAARKSELYLIALLNILLMNDIYYRSRGVLCNS*

>CYP71D223P old CYP71D@30P

MEFQFPSNLIFLFLFLSFLYLLVVQWKKSRNLNKKLPPGLWKLPFIGSAHHLALEGGLPHHALTNLGKNHGPFMHLQLGKISTIIVFSMDMAREILKTHDLAFTSRPKILALDIICYKSTDIAFSPYGDYWRQMRKVCVLEFLTTKNVRSFSSIRQDEASHLVQFIRSSTCGEL

>CYP71D-se1[1] old CYP71x@9P

LPFSFPVAFLFFYLFLTWFYIINVEWRK

>CYP71D-se2[1] CYP71D@40P

FKFMIIFLKNLLYASFIYFILVSFKKKRNIN

>CYP71D-se3[1] CYP71D@47P

YPSIKSLRKTSDMRAKVEKVHKRIDAILEHVINEHRE*KRANAVDFLLRIQKEGNLDVPLMRNNIKAVI

>CYP71D-se4[1] CYP71D@2P

FKFMIIFLKNLFYVSFIYFILVSFKKKRNIN

>CYP71AH9 old SLCYP71AH@1

MSFIFLLKMLACLFLFLFILFSLTTKKNKAKKLLPSPRKLPIVGNLHQLGKLPHRSLQKLSHEYGDFIFLQLGSIPTLLVSSADVAKEIFRVHDVAFAGRPPLYAAKRLSYNCCNVSFAPYGNYWREARKILALELLSAKRVESFSSIRDEEVSRLIQEIGNSLNSSINISALALTLSNNVVCRVAFGKGSDDESGYDNGGKKFHEILYDTQELLGEFNIADYFPKMAWINKFNGLDERLEKNFRELDKYYDKVIEDHVDSRNWIKEKDDEDLVDVLLRIQKDPNQDIPLQDSHIKGLLADIFVAGTDTSATTIEWTMAELILNPKVMKKVQQEVRQVAKGKTKVHETDLYKLEYMKLVIKEALRLHPPAPLLIPRVTTSTCKIMDYEIKENTRVLINATAIGTDPKYWENPLTFIPERFMNKDIDYKGQSCEFLPFGAGRRGCPGINFSVPLVELAIANLLFHYDWTLPHGMKPKDLDMEEALGLTMHKKIPLCLSASYYYDL*

>CYP71AT1 not found in the genome BM111044 

MILFLLFVALPIILIFVLPKAKKGAKNTQPPGPVGLPFIGNLHQFDSLTPHIYFWKLSKKYGKIFSLKLGSTPMVVVSSAKLAKEVLKT

QDLVYCSRPSILGQQKLSYNGRDIVFAPYNDYWREMRKISVLHLFSLKKVQLYKPIREDEVSRMIKKISLHAASSQITNLSNLMISLISTIICRFAFGVRFDDEAHERKRFDYLLAETQAMMASFFVSDVFPFLGWIDKLTGLTDRLKKNLKELDEFYEELIEQHQNPNRPKSMEGDIVDLLLQLKKEKSIPIDLTLEDIKGLLMNVLVAGSDTSAAGIVWTMTALMKNPKAMKKVQEEIRKSIGNKGIVNEDDIQNMPYFKAVIKE

SFRLYPPVPLLVPRESMKKSTLEGYEIQAGTIVHVNSWAIARDPEIWENPEEFIPERFLNSDIDYKGQNYELIPFGAGRRGCPGMTLGVASMELALSNLLYAFDWELPHGMKKEDIDTNVRPGITMHKKNDLCLIPKSYF*

>CYP71AT13 old SLCYP71AT@2

MLFSLFVFLVIIIILSFLLPKAKRNGKNILPPGPLGLPFIGNLHQFDSVNPHTYFLKLSKKYGKIFSLKFCSTPVVVISSAKLAKEVMKTQDLTFCSRPSTLCQKKFSYNGQDIASSPYNDNWKELRKICVTHLFSPKKVQYFVPIREDEVSRMIKEISQQAVTSRTTNLSSILISLTTTIICRVAFGIRYDEETRERRNFNELLKVTEEMLVSFFVSDFFPLFGWIDNLSKKINILEKNFKDLDEFYEGLIEQHLSPNRPKSMEKGDIIDLLLQLKKDKSTPIDLTLDNIKAIIMNMLVGGTNTSAATIIWAMTSLIANPNAMKKVQEEIRESVGKKSIVSEDDVQNLPYFKAVIKETFRLYPPAPLLVPRETMRNSVLEGYEIKAKSIIYVNAWAIARDPEIWENPEKFIPERFLNSDIDFKGQNFELIPFGAGRRGCPAMTVGVATVELVLSNLLYAFDWELPCGMKREDIDTHVLPGLTMHKKKPLCLVPRNYL*

>CYP71AT13-de1b old CYP71AT@1P

QNMPYKAVTKETFFRLYPPFPLLMSRESIQKSTLQGYERFLNNDIDYFKG*NFELISFGVGRRGCPDV*F

>CYP71AT14P old CYP71AT@3P

MFFPFFVVIVIIIILSFVLPKLKKNEKNILPPGPLRLPFIGNLHQFDSLTPHYLKVTEEMLADFYVPDYFLLFG*IDKLSEKLNKLEKNFKYLDEFYEGLIQHLSSNRPKSVEGDIVDLLQRKKEKSIPIDLTLVNIKGIIMNMLVAGTDTSAATIIWAMIALIANPSAVKKVQVKFRESVGEKSIVSEYNVQNLRYFKAVIKETFRLYPPVPLLVARETMQNSMLEGYEIKPKTIDYVSAWAIGRDPDIWESSEEFIPERFLNNDIDYKSQDFELIPFGAVRRGCPGRALSVANVELVLSNLFYAFDWELPRGMKREDIDTDVLPGIIPHKKNTMVPCS*

>CYP71AT15 old SLCYP71AT@4

MMFFPLFVTLVIITILSFILPKTRKNRKNILPPGPLGLPFIGNLHQFDSVTTHLYFSKLSKKYGKIFSLKLGSSTMVVVSSANLAKDVLKTQDLVFCSRPSLLGQQKLSYNGHDIALSPYNDYWRELRKISVLHLFSLKKVQYFSPIREDEVSMMINKISQQAATSQITNLSDIVISLTTTIIYRTAFGIRYDEETREGRRFDELLKVTEEMLAGFFVTDYFPLLGWIDKLSGKINKLEKNFKDLDEFYEGLIEQHLNPKRPKSMEGDIIDLLLELKKEKSTPIDLTLENIKAIIMNMLVGGTNTSAAAVVWAMTALISKPNAMKKVQAEIREMVGKKSIVNEDDIRNLPYFKAVIKETFRLYPPGPLLIARETMQNSILEGYEIKAKTIVHVNIWAIARDPEIWENPEEFIPERFLNSDIDLKGQNFELIPFGAGRRGCPAVALGVATVELVLSNLLYAFDWELPCGMNKDDIDTNVLPGLTRHKKQPLCLVPRNYLQKLN*

>CYP71AT15-de1b2b old CYP71AT@5P

ILSFLLPKAKRVNLAREVMKTQDLAFCSRPSLLGQQKLSYNKRPTSMERDIIDRLLQLKKEKSTPINLTSDNIKAFDWELPCGMNIEDIDTDVLLAMHKKKPFCLVPGNYY*KLN
>CYP71AT16 old SLCYP71AT@6

MMLFLLLLVAFLIILIFLLNKTKISRNTNLPPGPLGLPIIGNLHQYDSVTPHIYFWKLSKKYGKIFSLKFGSTPIVVISSAKLAKEVMKTQDLAFCSRPSTLCQQKLSYNSNDIVFSPYNDYWREIRKICLIHLFSLKKVQSFSPIRVDEVSRMIKKISQQAAASQITNLSKIVISLTTTIICRVAFGIRFDEEAHEKRRFDELMNESQDILASFFVSDFFPSLSWIDKFTGMKNKLEKNFKCLDEFYEELIEQHHNPNRPKSMEGDMIDILLQLRKEQSTQIHLTLDNIKAILMNLFLAGTDTSAITVIWAMTALMKNPKAMKKVQEEVRKTMGKKGIVNEDDTQNMSYLKAVIKETFRLYPPAPILVARETMQNSILAGYNIPPKTTIRVNYWAIARDPEYWENSEEFIPERFLNNNIDFKGQDYEFIPFGAGRRGCPGLALGVATVELILSNLLYAFDWELPFGMNIEDIDTESLRGITMHKKNDLCIVPKNYM*

>CYP71AT17 old SLCYP71AT@14

MIMIIFILLVTLPIVLNFLAKKDRKNVMPPGPLGLPFIGNLHQYDGLTPHIYFSKLAKKYGKIFSLKLGSTPIVVISSAKLAKEVLKIQDLTFCSRPSFLGQQKLSYNGRDIGFAPYNDYWREMRKICVVHLFSLKKVQSFSPVREDEVSRMITKISQQATASQITNLSNLVISLTSTIICRVAFGIRYDEEAHEKRRFDELLAVAQEMMARFFFTDYFPMFGWLDKVFGNISRLEKNCKELDEFYEELIEQHLNPNKPKSMEGDIIDLLLQLMKEQSTPIDLTLDNIKAILNIFVGGTDTSAATVVWAMTALMKNPKVMKKVQEEIRKSIGTKGFVNEDDVQNMSYFKAVIKETFRLYPPAPILVPRETMKKSTLEGYEIQLGTIIHVNSWAIARDPEVWENPEEFMPERFLNSDIDFKGQDFELLPFGAGRRGCPGIALGVATVDLMLSNLLYAFDWELPCGMKKEDIDTNVMPGITMHKKNDLCLVPKNYF*

>CYP71AT18P old CYP71AT@7P

MMLFLLFVAFPIILIFLLLKVKKSGKNNVPPGPIGLPFIGNLH*FDSLTTHIYFWKLSKKYGKIFSLKLGSTPMIVVSSAKLAKEVLKTQDLVFCSRPSILGQQKMSYNGHDIVFARYDDYWRETRKISVLHLFSLKKVQFYKPIREDEVSRMIKKVSQQAASSQITNLSNLMISLTSTIICRLAFGVRFDDEAHERKRFDYLLAEAQAMMASFCVSDIFPFLYWIDKLIGLRLETNFKELDEFYEELIEQHQNPNRPKSMEGDMVDLLLQLKKDKSIPIDLTLEDIKGLLMDMLVAGSDTSAAGIVWTMTALMKNPKAMKKVQQEIRESIGNKGIVNEDDIQNMPYFKAVIKETFRLYPPIPLLVPRESMKKSTLEGYEIQAGTIVHVNSWAIARDPEIWENPEEFIPERFLNSDIDYKGQNYELIPFGAGRRGCPGMTLGVASMELGLSNLLYAFDWELPHGMKKEDIDTNVSPGIATHKKNELCLIPGSYF*

>CYP71AT19 old SLCYP71AT@9

MIIFLLFVTFPILLIFLLSKAKKSSKNNVPPGPIGLPFIGNLHQFDSLTTHIYFWKLSKKYGKIFSLKLGSTPMIVVSSAKLAKEVLKTQDLVFCSRPSFHGQQKLTYNGRDIVFVRYNDYWREMKKISVLHLFSLKKVQFYKPIREDEVSRMIKKVSQQAAASQITNLSNLMISLTSTIICRLAFGVRFDDEAHERKRFDHLLVETQAMMTSIFVSDIFPFLYWIDKLTGLTDRLEKLFKELDEFYEELIEQHQNPNRPKSMEGDMVDLLLQFKKEKSIPIDLTLEDIKGLLMNVLVAGSDTSAAGVVWTMTALMKNPKAMKKVQQEIRESIGNKGIVNEDDVQNMPYFKAVIKETFRLYPPIPLLVPRESMKNSTLEGYEIQAGTIVHVNSWAIARDPEIWENPEEFIPERFLNSDIDYKGQNYELIPFGAGRRGCPGKTLGVAFMELALSNLLYAFDWESPHGMKKEDIDTNVRRGITPYKKNELCLIPTSYF*

>CYP71AT19-de1b old CYP71AT@8P

MIMIILIVLVTPIVLNFLAKKRKNDIAFAPYIDYWKEMQKVCVVHLFSLKKFRFFSLNREDEVSRMITKIS*SATASQITNLSNLAISLTSIIFIKVRYDEEAREKRRF

>CYP71AT20P old CYP71AT@10P

MMLFLLFVALSIFLIFLLPKAKKSVKNNLPPGPISLPFIGNLHQYDSLTPHIYFLKLSNKYGKIFSLKFGSTPIVVISSAKLAKEVMKTQDLVYCSRPSLLGQQKLSYNGHDIAFAPYNDYWREMRKICVLHLFSLKKVQSFCPICEDEVSRMIKKISQQAVDSQITNLSNSMISLTSAIICRVVFGVKFDEETHERKRFDYLLPEVQAMSVSFFMSDYFPLLSWIDKLTGLTDRLEKNFQDLDEFYEELIEQHQNPNRPKSMEGDILDLLLQLKKEKSTPIDLTLDGIKGILMNVFAAGSDTRAMTALMKNPKIIKKVQKDIRETIGTKGIVNEDDIQNMSYFKAVIKETFRLYPPSPLLIPRETMKKSTLEGYEIQPGTIIHVNSWAIARDSEI*ENPEEFIPERFLNSNIDFKGQHFELIPFGCPGITLGVASMELALSNLLYAFDWELPYGMKKEDIDTFVKPGTTMHRKNDLCLIPKIQII*

>CYP71AT21 old SLCYP71AT@11

MILFLLFVAFAILLIFLLSGKRNLPPGPIGLPFIGNLHQYDSLTPHLYFWKLSKKYGKIFSLKLGSSIMVVVSSAKLAKEVLKTQDLVYCSRPSLLGQQKLSYNGHDIAFSPYNDYWREMRKICVLQLFSLKKVQSFSPIREDEVSRMIKKISQQAACFQMTNLSSLMISLTSTIICRVAFGVRFDEEAHERKRFDYLLAEAQAMMATFFVSDFFPSLSWIDKLTGQTDRLERNFKNLNEFYEELIEQHQNPNRPKSMEGDILDLLLQLKKEQSTPIDLTLEDIKGLLMNVLVAGSDTSAAVVVWAMTALIKNPKVMKKVQEEIRKSIGTKGVVNEDDIQNMSYLKAVIKETFRLYPPDPLLIPRESMKKSTLEGYEIQPKTIVHINAWAIARDPEIWENPKEFIPERFLNSDVDFKKEDYELIPFGAGRRGCPGITLGITAIELALSNLLYAFDWELPYGLKKEDIDTNVRHGITMHKKNDLCLISKKYF*

>CYP71AT22P old CYP71AT@12P

MMLFLLLVAFPIILIFLLPKAKKCDKKNNVPPGPKGLPFIGNLHQFDSLTPHIYFLKLSNKYGKIFSLKLGSIPIVVVSSAKLAKQVLKTQDLLFCSRPSHLGQKKLSYNGRDIVFHRYNDYWREMRKISVLHLFSHKKVKLFSPIREDEVSRLIEKISQQASASHITNLSNLMISLSTTIICRVAFGIRFDEEAREKRRFDELLEESATMLTSFYISDFFSYLGWIDKLTELTNRLEKNFKDLDEFYEELIEKHVDPNKPKSMEGDILDLLLQLKKEKLTPIYLTLEDIKAIVMTIVHVNAWAIARDPEIWENPEEFIPERFLNNDIDFKGEDFELISFGAGRRGCPGIALGVASMELALSNLLYAFDWELPCGMKKEDIDTNVKPGITMHKKNDLCLIPIKYI*

>CYP71AT23 old SLCYP71AT@13

MMLFLLFVAFLIPLIFLLSKAKKSSKNNLPPGPIGLPFIGNLHQFDSLAPHIYFSKLSKKYGKVFSLRFGSTPIVVISSAKLAKQVLKTQDLAFCSRASHLGQQKLSYNGRDIVFAPYNDYWREMRKTCVLHLFSLKKVQSFRPIREDEVSRMIKKISQHVVTSQITNLSNLMILLSSSIIFRVAFGIRYDEESHESRRFYFLFEESAAMMTSFFVSDFFPSLNWIDKLTGLTNRLDKNFKELDEIYEELIEQHLNPNRPKSMEGDILDVLLQLKKEKSTPIDLTLEDIKAIVMNVLLAGSETSAAAVVWTITALMKNPKAMKKVQQELRKSIGNKGTVNEDDIQNLPYFKAVINEAFRLYPPAPLLIPRETMKKSTLEGYEIQPGTIVHVNAWAIARDSDVWENSEEFIPERFFNSDIDFKGQDFEFIPFGAGRRGCPGITLGVASMELALSNLLYSFDWELPYGMKKEDIDTDFKPGLAIHKKNDLCLVPKCYM*

>CYP71AT24 old SLCYP71AT@15

MEMLLLFLVAIPIIVIFLVKLRYTHNHPPSPPGLPLLGNLYQLNQESPHKYLWELSKKYGPLMFMKLGFSQLVVISSSRIAKEVLKTHDFAFSGRPSFLGQRKLSYNGLDVAFSPYNNYWREMKKICTLHLFSPKKVQSFRPIREDEVSRMINRVTQLASSSKLVNLSEIMSSLSSNISCIVGFGKRYDEKGYESKRFSKLLCEAQAMIGGFFLSDYFPIFGRWIDCIFTRKANRLEKIYNELDLFYQELIEEHLSPTRPKSMDGDIIDMLIALRDQNQSSSSLNLTWDHIKAVLMDIFIAGTDTNAAALVWAMTALMKEGGSARRKLQQGIRELVGKKGRVYEDDIQNLPYLRAVIKETLKLYPPAPLIPRETMEKCIIDGYEIKQNTPVSINAWAIGRDPECWENPDEFIPERFCDVNNNGIVDYKSGEFEMIPFGGGRRGCPGISLGVATVELALANLLYAFDWELPYGMVKEDIDIDTLPGMTMHKKNPLCLVAKKYLLQ*

>CYP71AT25P old CYP71AT@16P

YWREKRKVFLIHLFSLKKVRSFSSIRVNEISRMIKKITQKAITSQITNLSNIVIILTSIIICRVAFGIRYDEEAHEKRRFDELLAEAEALLASFFVSVFFPSLN*IDKLSGLTDRLDKNFKDLD*FYTELIEQHGSGTSASTIVWAMTSLMKNPKAMKKVQSEIRKKEGFVNEDDIQNMHCLKAVIKETLRLYPPIPLLLPRTSIEKSALEGYEIQPGAIIHVNIWAIGRDSEIWKNSEEFIPERFLNNDIESKGQDFELIPFGAGRRITLGVAMPLSNLLYAFDWELPGGMKKEDIDTNGKPGIVVHKKIDLCLIPT

>CYP71AT26P old CYP71AT@17P

KLSKKYGKIFSLKLASVPIVVVTSPKLAKEVLKTQDLVFXSRTSLVGQQKLSYNGHDIAFAPYNDYWREMRKICVLHLFSLKKVQLFSLIREDEVSRMIKKIYQRAFNSQVTNLSNLMISLNSTIICRVAFGVRFDEEAHE*KRFNHVVDKAEDMLGRFF

VSDFFPSLG*IDKLTGLTNRLEKSFKNLNNIAMTILMKNPKP*RKSNKKSEI*LVTKVL*MTMIFKMSYFKAVIKETLKIIHTNSTPNSKRMNGKIHSWAIARDPEI**NPEEFVSERFMNSDIDFKGQDYELIPLGAGRRGCPTMALGVAYVELALSNLLYAFD*ELPYGLKKEDIDMNGRHGITVKKKNDLCLVPKKY

>CYP71AT27 old SLCYP71AT@18

MIFFLLFVAIPICLIFLLPNAKWSGKNKVPPGPIGLPFIGNLHQFDTLAPHIYFWELSKKYGKIFSFKLTSNVPIIVVSSAKLAKEVLKTQDLVFCSRPSLVGQQKLSYNGHDIGFAPYNDYWREMRKICVLHLFSLKKVQLFSPIREDEVSRMIKKIYQQAVNSQVTNLSNLMISLNSTIICRVAFGVRFDEEAHERKRFNYILAEAQAMFAGFFMSDFFPSLSWIDKLTGMIDRLEKNFKDLDEFYEELIEQHYNPNRPKSMEGDFIDILLQLKKDQLTPIDLSLEDIKGILMNVLLAGSDTSSSVIIWAMTILIKNPKAMKKVQEEIRNLIGNKGIVNEDDIQNMHYLKAVIKETLRLFPPAPLLIPRESMKISTLEGYEFQPRTIVYVNAWAIARDPEIWENPEEFMPERFLNSNIDFKGQDYELIPFGAGRRGCPGLALGVASVELALSNLLYAFDWELPYGLKKEDIDINGKPGITVNKKNDLCLIPKKYF*

>CYP71AT27-de2b old CYP71AT@19P 

IYLVSNLLYAFN*ELPYGLKKEDIDINVRPGVIVNKKNDLCLIPKNYF*

>CYP71AU2

MISLFAVFPFLIFLGFILLSFFQLSSKKSKKNLPPSPPKLPLIGNFHQLGQQPHRSLQKLTNEYGPMMMLQFGSVPVLIASSAEAASHIMKTQDLGFANKPKSIIPSKLFFGPKDVAFTPYGEYWRNARSVCMLQLLNNKRVQSFSKIREEETSLLLRKINHSIGNSQVVDLTDLFVSMTNDVLCRVALGRKYCDGEEGKKFKSLLLEFVELLGVFNIGDYMPWLAWVNRFNGLNAKVDKVAEEFSAFLEGVIEEHKEKIKTDEKEEGSADFVDILLQVQKENKSGFNVEMDSIKAIIMDMFSAGTDTTSTLLEWTMNELIRNPNALRKLRDEVRKVTQGKSDVTEDDLEHMPYLNAVMKESLRLHSPVPLLPREAIKDTKVLGYDVAAGTQVFVCPWAISRDPTIWENPEEFQPERFLDSCVDYKGLHFELIPFGAGRRGCPGITFAKVVNELALARMLFHFEFSLPNGAKAEDLDVDEALGITVRRKFPLLVVATPRI*

>CYP71AU32 old SLCYP71AU@1

MISSFADFFFLFFLSFVLLSFFRLSSKKSKKNLPPSPPKFPFIGNFHQLGQQPHRSLQKLTNEYGPMMMLQFGSVPVLIASSAEAATQIMKTQDLGFANKPKSIIPSKLFFGPKDVAFTPYGEYWRNARSVCMLQLLNNKRVQSFSKIREEETSLLLRKINHSIDNSQVVDLTDLFVSMTNDVLCRVALGRKYCDGGEGKKFKSLVIELVELLGVFNIGDYMPWLVWVNHFNGLNAKVDKVAEEFSAFLEGVIEEHNEKIKTDEKEEGSADFVDILLQVQKENKSGFNFEMDSIKAIIMDMFSAGTDTTSTLLEWTMNELIRNPNTLRKLRDEVRQVTQGKSDVTEDDLEHMPYLNAVMKESLRLHSPVPLLPREAIKDTKVLGYDVAAGTQVFVCPWAISRDPTIWENPEEFQPERFLDSCVDYKGLHFELIPFGAGRRGCPGITFAKVVNELALARMLFHFEFSLPNGIKAEDLDVDEALGITVRRKFPLLVVATPRI*

>CYP71AU33 old SLCYP71AU@3

MNMNMFISLQWLENCTNLSYVLAFSLLISFLVMSLLMSKSKTKKNLPPSPPKLPFIGHMHKLGVYPHHSLHKLAQQYGPLMFLKLGSVNTLVVSSAEAASEIMKTHDLVFCDRPKSNVNKKLLYDFKDVSVAPYGEYWRQMRSICVLQLLSNKRVQGFRIVREEESALLVKKIKERSPEAVNLSELFMTLTNDVVSRAAFGRKYSGGESGEKFRKLMKEFVGILGGFDFGTFLPSLAWIDRVSGLEAKVDRVAREMDEFLEGVVEEHLDSHKRVKELLGDKVENENREDFVDVLLGIYKQDMVDGFSIDRDGIKALIVDIFAGGTDTTYTVLEWAMTELLRHPGAMKKLQNEARGITKSKNEIVCEDDLDKMHYLKAVIKETLRLHPPIPLLVPRQAREDVVVMGYDVGAGTMVITNGWAIGRDPEIWDDAEEFKPERFLNSSIDFKGHDFGLIPFGSGRRGCPGISFAMATNELVLANVVREFDWELPNGAKGDHLDMTECTGLTIHRKVPLFAVATSNTS*

>CYP71AU34P old CYP71AU@2P

VCEDDLYKMHYLKAVIKETLQLHPPIPLLVPQQ

>CYP71AX1 BT012875.1 not in genome

YFLLVPLLAFIYFLHQCFFSPSNTQKRLLPPSPTKLPIIGNLHQLGSLPHRSLHKLSKKY

GPVMLLHLGSKPVIIASSVDAARDIMKTHDLVWSNRPKSSMADGLFYGSKDVTFSPYGEY

WRQIRSITVLHLLSNKRVQSYRRVREEEISNMIDKIRQKCDSVIDLRDVFSCLANNIISR

VNIGRTYNEGECGIAVKSLIEELLILIGTFNIGDYTPWFKWVNKIKGVDSRVKKVAKDLD

AFIESVIEERLIRNKKAECSAVEAKDFLGVLLEIQDGKETGFPLQRDSLKALLLDAFVAG

TDSTYTVLEWTMTELLRHPRVMTKLEDEVRELGQGKTEITEDDLRNMHYLKAVIKESLRL

HAPVPLLVARESMEEVKLLDYDIPAKTEVLINAWSIGRDPLLWDHPEEYMPERFLSSDID

VKGLNFELIPFGAGRRGCPGIPFAIMVNELALANLVYKFNFALPKGIKGEDLDMTECNGL

AVRRKSPLLVVATPKSMV*

>CYP71AX2P old CYP71AX@2P

DIFAAGTDTTYSTLEWIMTELLRHPRAMETLQNEA*GLAQGKAEITEDDLGNMHYLKAVIKESRRLHPPIPLLVPRESIEDIILLGYKIPAKTGVIINSCSVGRDLLSWEKNPEEYRPERFLDNNIDLKGLNFELIPFGAGRRGCPGIVFNRASISKDCAQVQFSISEGLKPEELNMTGGSGITIRRISPPLAVATPCSTS*

>CYP71AX3 old SLCYP71AX@3

MDLTWYALLVPLFFFLHKCFFSTSNKLPPSPTKLPIIGNLHQLGSLPHRSLHKLSKKYGSLMLLHFGSKPVIVASSVDAARDIMKTRDLVWSNRPKSSIADRIFYGSKDLAFSPYGEYWRQIKSITVLHLLSNKRVQSYRVTREEETSNMIEKIRQACDSNSSSSVINLRDCLCSLTNNIVSRVALGRKYNEEGQGGINAKVILHELGELLGTFSIGDYIPWLEWINKINGLDNKVEKVAKELDTFLESVIEEHVSRKNRGENSTGEAKDFVDVLLEIQNGKETGFLLQRDSLKAIILDNFAAAGTDTTYTALE*WIMIELLRHPRVMKKLEEEVRELAGGKTEITEDDLRNMQYLKAVIKETLRLHPPIPLLIPRESTEDIELLGYHIPAKTQVIINAWAIGRDPLSWDDPEEYRPERFLNSNIDLKGLNFELIPFGAGRRGCPGISFALVVIELALARLVHKFNFSLPKPEELDMTEASGVAIRRKSPLLALATPNIL*

>CYP71AX4P old CYP71AX@4P

MYALLLLLFLFTLFLHRCFFSTSNNKKKLPPSPTKLPIIGNLHQLGSLPHRSLHKLSKKYGSVMLLYFGSKPVIVASSVDAARDIMKTHELVCSNRPKSSIAERLFYGSKDVAFSPYGEYWRQIKSVTVLHLLSNKRVQSYRDIREEETSNMIVKIRQECDSNSSSSVIDCLCSLTNNIVSRVALGRKYNEGQEGINAKITLHELGELLGTFSIGDYIPWLEWINKINGLDNKVEKVAKELDTFLESVIEEHVSRRNRGEYSTGEAKDFVDVLLEIQNGKETGFLLQRDSLKAIILDIFAAGTDTTYTALEKMTELLRHPRAMETLQNEVRGLAQGKAEVTEDDLGYMQYLKAVIKETFRLHPPDPLLVPRESTQDIKLFGYHIPSKTQIIIDAWTIRRDPLSWENPHDFLPERFLDSTINLKGLNELIPFGAGRRRCPGISFAIVVIEVALARLVHNFNFSLPTPEELDMTESNGVTIRRKSPLLALATPCSTYN*

>CYP71AX5 old SLCYP71AX@5

MEFPWYSVVVPLFVFLFFLHNCLFAIFNNNKRLPPSPRKLPIIGNLHQLGLHPHRSLHKLSEKYGPVMLLHLGSKPVVVASSVDAARDILKTHDLVWSTRPKSSIGDGLFYGSKGVASSNYSEYWRQVRSVMVLQLLSNKRVQSFRDIREEEVSNMIDEIRKRCTSSSNSVIDMRDVLSCMTSNIISRVTIGRTYNEGETGIAVKGLIEELLALFGTFNIGDYIPWLIWLNKINGLDNREKKVAKDLDAFLDSVIEERLVRNNKEKYRTGEAKDFVDVLLEIQNGKETGFPLQRDSLKAILLDSFIGGVDSMYTTLEWIMIELLRNPRAMEKLQNEVRGLVQGKAEITEDDLGNMQYLKAVIKETLRLNPPFPIPIPRESMEDVKLLNYDIPAKTQVLINVWAIGRDPLLWDEPEEYQPERFLNSDIDFRGLNFELIPFGAGRRGCPGIPFSIVIIELALARLVHKFNFTLPQGMKKEDLDMSECTGISIRRKLPLLAVATPCSI*

>CYP71AX6P old CYP71AX@6P

IKKKLPPSPTKLPIIGNLHQLGSLPQSLHQVSKKYGPVMLLHFGSKPVLIASSVDAARDIMKTHDLVWSNRPKFSITDKLFYGSKDVAFSPYGEYWRQIRSVTVLHLLSSKRVQSYRDIREEETLNMIVKIRQVCDSNSSSSVIDLRDCLCSLTNNMVSRVALGRK*NEEGQGGMNAKIILNEFGELLGTFSIGDYIPWLEWIK*INVLDNKVEKVAKELDTFLESVIEEHVSRKNRGENSTGEAKDFVDVLLEI*NGKGTGFLLQRDSLKVIIDIFYGGTDTTYTSLEWIMIKLLRHPKAMEKLHNEMRGLAQGKQEVTEDDLVYMQYLKAVIKETFRLHPPGPLLVPRESTQDIKLLGHHIPAKTQIIIDAWTIGRDLLSWENPERFLDSNIDLKKLNFELIPFEAGRRGCPGIAFAVVVIELALARLVHKFNFSLPKPEELDTNY*

>CYP71AX7 old SLCYP71AX@7

MEFPWYSVVVPLIVFLFFLHNCLFTIFNTSNKKLPPSPRKLPIIGNLYQLGLHPHRSLYKLSKKYGPVMLLHLGSKPVLVASSVDAARDILKTHDLVWSTRPKSSIADGLLYGSKGVAFSNYSEYWRQVRSVIVLHLLSNKRVQSFRDIREEEVSNMIDEIRKRSTSSSNSVIDMRDVLSCMTNNIINRVTIGRTYNEGESGRAVKALLEDLLALLGTFNIGEYIPWLKWLNKINGLDNRVKKVAKDLDAFLDSVIEERVVRNKKAENSTGEAKDFVDVLLEIQNGNETGFPLQRDSLKAILLDSFIAGVDSIYTTLEWIMIELLRNPRAMEKLQNEVRGLVQGKAEITEDDLGNMLYLKAVIKESLRLNPPFPIPVPRESMEDVKLLDYNIPAKTQVLVNIWAIGRDPLSWDEPEEYRPERFLNSDIDFRGLNFELIPFGAGRRGCPGIPFAIVIIELTLARLVNKFNFALPQGIKKEDLDMSECTGISIRRKLPLLAVATPCSV*

>CYP71AX8P old CYP71AX@8P

MELPWYSVVVPLFVFIFFLHNCFTTSNNNKKNIPPSPTKLPIIGNLHQLGSYPHRSLN*LSKKYSPVMLLHLGSKPVIVVSSAEVARDIMKTHDLVWLNRLKSSIADGLLYGSTDMTFSPYGEYWRKIEALLTDSIYTTLE*IMTELSRHPRAMEILHYEVWELVQGKTEVTKDDLGNMQYLKAVIKEFLRLVPLLVPRESMENVRLLDDDIPPKT*VLINAWAIGRYPLSWDDPDEYRPERFLNSNIDFRGINFELIPFGASRRGCPGINFNRASISKDCTQVQFSIRKGTKNEDLDMSECTGITIHRKLPLLAVATL

>CYP71AX9 old SLCYP71AX@9

MDYALYSVIVPLFVFIFFLHKCFFTTSKNQNKLLPSPTKLPIIGNLHQLGSHPHRSLHELSNKYGPVMLLHFGSKPVIVASSVDAARDIMKTNDLVWSNRPKCKMADRLMYDSKDVAFSPYGEYWRQIRSVTVLHLLSNKRVQSYRRVREEETSNMIDKIRQQCDSVIDLRDVLSCMSNNIISRVALGRKYNDEQSGIDAKATLNMFVELLGTFNVGDYIPWLEWVNRITGLDTKVDKVAKDLNTFLELVIEQHIIRNEKGENRAGEAIDLADVLLEIQNGNETGIPLQRDSLKALILDTFSAGTDTIYTALEWTITELLMHPRAMEKLQNEVRELAQGKAEVTEDDLGNMQYLKAVIKETFRLHPPIPLLVPRESMEDVKLLGYHIPAKTQVIINAWAIGRDPLSWDDPEDYRPDRFLNSNIDIKGLNFEVIPFGAGRRGCPGTVFAIVAIELAVARIVHKFNLALPKEKELDMTECTGLTIRRKSPLLALATPCST*

>CYP71AX10 old SLCYP71AX@10

MEYFLLVPLLAFIFFLHQFFFSPSNTQKRLSPPSPTKLPIIGNLHQLGSLPHRSLHKLSQKYGPVMLLHLGSKPVLIASSVDAARDIMKTHDLVWSSRPKSSMADGLFYGSKDVAFSPYGEYWRQIRSVTVLHLLSNRRVQSYRHVREEETSNMIDKIRQQCDSVIDLRDVLSCMTNNIISRANIGRTYNEGESGIAVKNLLEETLILAGTFNIGDYIPWLKWVNKIKGLDTRVKEVAKDLDAFLESVIEERLIGNKKAECSAGEAKDFLGVLLEIQDGKETGFPLQRDSLKAILLDAFVAGTDSTYTVLEWTMTELLRHPRVMKKLEDEVRELGQGKTEITEDDLGNMHYLKAVTKESLRLHAPVPLLVARESMEDVKLLDYDIPAKTQVLINAWAIGRDPLLWDHPEEYMPERFLNSDIDVKGLNFELIPFGAGRRGCPGIPFAIMVNELALANLVYKFDFALPKGIKGEDLDMTECNGLAVRRKSPLLVVATPSPWSS*

>CYP71AX11 old SLCYP71AX@11

MEYFLLVPLLASIYFLHQLFFSPSNTQKRLLPPSPTKLPIIGNLHQLGSLPHRSLHQLSNKYGPLMLLQFGSKPVIVASSVNAARDIMKTHDLVWSNRPKSSITDKLFYGSKDVAFTSYGEDWRQIKSIFMFHLLNNTRVQSYRRVREEEISNMIDKIRQQCDSVIDLRDVLSCMTNNIISRVTTGRTYNEGESGIAVKALLEQLLVLTGTFNIGDYIPWLKWLNKINGMDCRVKKVAKDLDAFLESVIEERVIRNKKGGCSVGEAIDFVGILLEIQNGKETGYTLQRDTLKALLLDAFVGGTESVYTSLEWTMTELLMHPRVVKKLEDEVRELGQGKTEITEDDLRNMHYLKAVIKESLRLHPPNPLLLPRESREDVKLLDYDIPAKTQGLINAWAMGRDPLLWDDPDEYRPERFLNSDIDVKGQNFELIPFGAGRRGCPGITFAIIINELALARLVHKFNFALPKEEDLDMTECNGLSVRRKLPLFAVATPSSS*

>CYP71AX12 old SLCYP71AX@13

MEYFLLVPLLLLTYFLHQWFFSPSNTQQRLSPPSPTKLPIIGNLHQLGSVPHRSLRKLSKKYGPVMLLQFGSKPVIVASSVDAARDIMKTNDLVWSGRPKSSMTDGLFYGSKDVAFSPYGEYWRQIRSITVLHLLSNKRVQSYRRVREEEISNMIDNIRQKCDSVIDLRDVFSCLTNNIISRVNIGRTYNEGECGIAVKSLIEELLILIGTFNIGDYIPWLKWLNKINGLDSRVKKVAKDLDAFIESLIEERVNRNKKVECSAGEAKDFLGVLLEIQDGNETGFPLQRDSLKALVLDAFVAATESTYSALEWIMTELLRHPRVMKKLEEEVRELGQGITEDDLRNMQYLKAVIKESLRLHPPAPLLIPRESMEDVKLLDYHIPAKTQVIINAWAIGRDPLLWDDPEEYRPERFLNSDIDVKGLNFELIPFGAGRRGCPGTAFAIVVIELALARIVHKFDFALPNEEELDMTECNGLTVCRKSPLLAVATPWSI*

>CYP71AX12-de2b old CYP71AX@12P

MEWAMTELLRHPRVVKKLEDEVR

>CYP71AX13 old SLCYP71AX@14

MDLPCSWYSLLIPLFVFIFLIIHHCFFTTSNTQNVLLPPSPTKLPIIGNLHQLGLHPHRSLYKLSKKYGPVMLLHLGSKPVIIASSVEAARDIMKTHDLVWATRPKSSIVDRLFYGSKDVGFSPFGEYRQVKSIVVLHLLNNKTVQSFRCVREEETANMIGKIRDGCDSSSSLINLGDHLGSLTNNIIIRVALGRIHNERESGRAVKALLEELLALLGTFNIGEYIPWLKWLNKINGMDCRVKKVAKDLDEFLDSVIEEHIIKREYSAGEAKDFLDVLQEIQNGKETGFPLQRDSLKAILLDSFAGGTDTIYTALDWTMAELLRHPRAMKTLQNEVRGLTQGKSEVTEDDLKNMEYLRAVIKESFRLHPPNSLLVPRESREDVKLLGCYHIPVRTQAIINVWAIGRDPLLWENPDEFRPQRFLNSNIDFKGLNFELIPFGAGRRGCPGSTFAIAVIELALARLVHKFNFALPKEEDLDMTECTGITTRRKSPLLVVAIPCST*

>CYP71AX14P old CYP71AX@15P

MDLPCYSLLLPLFVFIFFLHKWLFTPKKLPIVGNLHQLGLHPHRSFHKLSKKYAPVMLLYFGSKPVLVASSAEAARDIMKTHNLVCSSRPKSRMSDKLVCGLECQINSFVAFSPDGEYWRQIRSVTVLHLLSNKRVQSYRDSLFAAGTDTTHTALEWTMTELLRHPRATETLQNEVSGFVQGKAEIKEDDYGKNMQYMKAAIKESLGLHQPIPLLIPREYAVYESSNQGESWASSTDSTINSPRKMNYGITYLLKLKLSMLGRPQEFRPKRFLNSDIDVKGLLIPFGGGKRGCPGSTFAIMVNELALPRIVHKFNFTGITIPRKSP*LAIATPCSN*

>CYP71AX15P old CYP71AX@17P

YGEYWRQIRSVTVLHLFNNKRILSYSHVREEETSNMIEKISKECYSSSSVIDLRDCFCSLTNNIVSRVALGRKYNDTEGGMNAKVTLDEFLKLLGTFSIGDYIPRLEWVNRITGLDTKVEKVAKDLNTFLESVIEEHISRHRKGEYSTKDFVDVLLEIQNGKETGFLL*RDSMKAIILDNFAGGTDTTYTALEWIMTELLSHPRAMEKLKNEVRGLAQGKAEVTEDDLGNMHYLKAVIKDTLRLHPPIPLLVPQEIEDINILGYHIVAETQFIINAWTIGRDPLSWENSEEYQPERFLNSPIDVKGLNFELIPFGAGRRGCPGNAFAVVMNELALARLVHKFNFALPEGLKLEDLDMTEVSGIAIRRKSPLLAVATTWSI*

>CYP71AX16P old CYP71AX@1P

LFCNGLVVDSLCTTLEWIMIELLRNRRAMEKLQNEVRGLAQGNVEITEDDLGNMQYLKAIIKESIRLVPIPVPRESMKGVKLLDYDKPTKSQVLINVWAIERDPLS*DEPEVYRPKRFLNSNIDFRLNFQLIPFEAGRWGCPGISFAIVIIELALTSLVNEFNFALPKGMKRENLNMSECT
>CYP71AX17P old CYP71AX@16P

DSFIAGVDSIYTTLEWIMIELLRNPRAMEKL*TEVRGLAQGKVEIT*DDLGNLQYFKAVIEESVRLNPPFPIPVPRESMEDVKLLDYDIPAKTQVLINVWAIGRDPLSWDEPEVYRPKRFLNSDIDFR*GLNFELIPFEAGRRGCSGIPFAIVIIELA*ARLVNEFNFALPQGMKKEDLDMSKCTGISIRRKLPLLAVATPCGI*

>CYP71BE17 old SLCYP71x@3

MEIQHSNFAMLIAFLLFVAIALKLWKKSKIQYKLPPGPRKLPFIGNLHQLSSSLPHHTFKNLSNKYGPMMHLQLGEVSAVIVSSPQVAKEVLKTHDLIFANRPQLLSVQILSNNSPTLSFSPYGANWRQLRKVCVLELLSAKRVQSFESIREEEVDNLIEAISLIQPQVPIDISEMIFSMTNNITARAAFGKKCKHKDEFIKAMKTITELSGGFDIPDLFPSLKIFHSLSGVKPALEKVHQKVDKIFEDIIQEHKENKRDMSSNMLYKEDLVDVLLRVQESGDLEIPISRNTLKSVILEMFIGGTDTSSTVLEWAISEMMKNPQVMEKAQAEVREVFKGKSKITESEIQKLDYIKMVIKETLRMHPPLPLLLPREAIEKCEIGGYDIPAKTKVIINAWAIGRHPQHWENAECFEPERFQDLDLDFVGTNLEYIPFGGGRRMCPGSLFGIANVELPLAKLLFHFDWELPDGIEASDLDMTETFGATVGRKNDLYLVAKPHISKS*

>CYP71BE18 old SLCYP71BE@2

MELLFSQFSIFLSFLLFLLIAIKLMSESKRGKGSNLPPGPRKLPLIGNLHQLMGSLPHHTLRDMANEYGPIMHLRFGEVPTVIVSSAEAAKEVMKTHDLVFADRPKILVADIIGYNSTQITFSPYGDHWRQLRKICVAELLNVKRVQSFESIRQEEVEDLIKTISSNPSGTTINLSQMIFTLTNNIIARAAFGRKLENQDEFIGTLRKIVDLAGGFDLPDTFPSLKFLHPLTGAKAAMEKIHHQIDKILESVLQEHKAARKVTINHKDKMHKEDLVDVLLRVQESSDLDVPITTDTIKAVILETFIAGTDTSSTALEWAMAELMKNPHVMEQAQAEVRKAFKGKSMMTESEVQQLDYLKLVIKETLRLHAPVPLLVPRVARERCELGGYEIQANTRLMVNAWAICRDPKYWENAECFEPERHRNSTLDFKGNNFEFIPFGAGRRACPGILFGISNLELPLAQLLLHFDWKLPNGIEPNNLDMTEAFGETVRKKTNLHVIGIPCGNTSDYQNMN*

>CYP71BE19P old CYP71BE@1P

VQQLDYLKLVINETLRLHASVPLLVSRVARERYELGGYEIQANTRLMVDAWAICRDLKYWDSTLDFKGNNFEFIPFGAGRRACPGILFGIANLELPLAQLLLHFDKLPNGIEPNNLDMTEAFGETVRKKTNMHVIGIPCRNTRDY*NMN
>CYP71BG2

MEASILQLLLLLSLTSCTILFYKIRGRWRRRPPSPPSLPIIGHLHLLNQMPHHTFFNLSQKLGKIIYLQLGQIPTLIISSPRLAELILKTNDHIFCSRPQIIAAQYLSFGCSDITFSPYGPYWRQARKICVTELLSSKRVHSFEFIRDEEINRMIELISSRSQSEVDLSQVFFGLANDILCRVAFGTRFIDDKLKDKDLVSVLTETQALLAGFCFGDFFPDFEWVNWLSGMKKRLMNNLKDLREVCDEIIKEHLMKTREDGSEDFVHVLLKVQKRDDLQVPITDDNLKALILDMFVAGTDTSAATLEWTMTELARHPSVMKKAQNEVRKIVANRGKVEEFDLQHLHYMKAVIKETMRLHPPVPLLVPRESIEKCSIDGYEVPAKTRVLINTYAIGRDPEYWNNPLDYNPERFMEKDIDLRGQDFRFLPFGGGRRGCPGYALGLATIELSLARLLYRFDWKLPSGVEAQDMDLSEIFGLATRKKVALKLVPTINKL*

>CYP71BL1 old SLCYP71x@1

MELQLFLATFFSILLLIFTVNLLSKKRKSTLNLPPGPWKLPFIGSIHHLIASQLPHHTLRDLAKKHGPLMHLQLGEIPTIVISSPRVAQEVLKTHDLAFTNRPGLLSVQILTYNYSDIAFAPYGNYWRQMRKLCTLELLSAKNVVSFASIREEEAFDLLQDVESKSGSVINLTEKIYALTNAVICRAAFGKRRKEESTYFMSLIKELSLMITGLDISEVFPSLKFLQVITGTKEKLLKLHKKFDKVLDMIIEEHKHEYDDEESSRKTDLVNLLLMLQESGTLDFSFTRDNIKAVILDMFLAGTETSATVLDWAMVEMMRSPNVMEKAQTELRRILKGKNRVTENDLKEVSYLKLVIKETLRLHPPLPLLLPRECREECVIDGYDIPIKTKVIVNAWAINRDAEFWEDSESFTPERFINSASNNLEFIGQNYEYLPFGGGRRMCPGISFGLSNVELPLAQLIYHFNWKLPNGMKPEDVDVTETPGSSCSRKYNLCVIATSNDHGI*

>CYP71BM1P old CYP71x@2P

MESITIYFFASLFFILVILKIRSSHASSSSSKLPPGPWKLPIIGNLHQLVADGPLVHKVRDLAEKKHGPIMHLQLGHVSTILVSTPETAKQVMKTQDIVFASRFQPLAAKIISYDSANIGFLPYGDYWRQMR*ICVLDLLSAKRVQSFRSLREEEVSGLARFLASHAGSPVNLTQLLHSTMLTEAAVEKKFKNTEKFGTGFTYTDFYPSIKWLQHITGLESKLEKLHHEIDRLLDEIIDDHIVVDNNTTSMHEDLVDVLLRVQNDEKYEITRKNIKAVILDMFSAGTDTSATTVDWTMAEMLTNPSVLEKAQEEVRRVFGEKGYVDESKFDQLKYLKAVIKETLRLHPPAPLLLPRLSREKCEIDGYDIQEKTQVLVNV*AIGRDSTYWEDAECFKAERFLDSSIDFNGNKFEYIPFGAGRRMCPGMSFGLANVEHPLALFQYHFDWKLPNGMKHQELDMSQLYLGVTVRRQLDMHVIPIITNPV*

>CYP71BN1 old SLCYP71x@5

MEVSSFIFTIFLIFLPLLLAIVKNHKKSKKLPPGPWKLSIIGNLHQLEISRPYITLKELSKKYGPLMHLKLGERSTIVISSYKILKELMKTSDTILSHRPELLVSETVAYNGRDIAFAPYGDYWKQMRKICTSEILSTRRIHSNYPLMEEEISRLVKNIKESSSKGTLINVYECLNSLSCAIICRVTVGTTCNDSDSLISTIRKITPLVGLFNISDLFPSLKFLDRYITGSNQKLLKVHHELCDRLLEEIVHEHEESIRKNNVDEEDLLHLLLRLREKESHNFQVPITRDNVKAIILDMFIGGTDTTSILVEWAMAELLKNRNMMKKAQVEVREVLKGKKKVDHIDVQNLKYLKLIVKETLRLHPPGPLAIPRESIEEIAINGYVIPNKTIALMNLYAMGRDPEYWHDPEKFMPDRFNNYVDNDVKMIKGSSNVPMEFLAFGFGKRVCPGMLFATASSELTLARLLYHFDWTLPNGMNPQDLDMTEGFGAAATMKNNLYLVATPYD*

>CYP71BN2P old CYP71z@1P

ILYKIFSLREVTQTSTIIEWALMRKSPNRL*KVEKLKLVVKETLKLFSY*DRNN*VSLSRESTKRCEVNGYIIQNKTIALVMGRDP*Y*DDSEKFFPN*FNNYIDNDDDVKIKGL*NLSNEFLAFGFGKRICPIMLF

>CYP71BN3 old SLCYP71x@4 and CYP71y@1P

MEVSSFIFTFFLIFLPSCDRKNHKKSKNLPPGPWKLPIIGNLHQLDISRPYITLKELSKKHGPLMHLKLGERSTIVISSYKILKELMKTSDTILSHRPELLVSKTMAYNGGDIAFAPYGDY*KQMRKICTSEILTTKRIHSNYPLMEEEISRLVKNIKETSSKGTLINLYKCLNSLSCAIICRATVGATCNDSDSLISTIRKITPLVGLFNISDLFPSLKFLDRYITGSNQKLLKMHHELCDRLLEEIVHEHEESIQKNNVDEEDLLHLLLRVREKESHNFQVPITRDNIKAVILDMFIGGTDTTSILLEWAMAELLKNPNMMKKAQVEVREALKVDHIDVQNLKYLKLIVKETLRLHPPGPLASPRESIEEIAINGYVIPNKTIALMNLYAMGRDPEYWHDPEKFMPDRFNNYVDNDVDDVKMIKGSSNVPMEFLAFGFGKRVCPGMLFATASSELTLARLLYHFDWTLPNGMNPQDLDMTESFGAAATMKNNLYLVATPYD*

>CYP71BP1 old SLCYP71x@8

MELTILLCALLLVLPLLVTKLYKECNSKKKLPPGPWKLPLIGNLHHLIDWQSSELLPHRTLAKLASKHGDLMHMKLGEREAIVVSSPQMVREVMRKHDLIFSNRPTLLVGTEMFYDHADMGFCNYGDFWRQMRKICIQELLSHKNIQSFYPNMMNEITNLVSCIKSSASEGGSSINMTETLSLYTNSIICKASVGRACKNQGSLIEIMRTVAASAGVFDLADLFPSMKMIHFISGLKYKLRKMHDEVDVVLEEIINEHESQNSETSEEDIVDVLLRLQKSQDFSIPITRDNIKAIIIDLFAGGSTTSASTMEWAFSELMKNPEIMKKAQDEVRQVFKGKETTIDQADIQKLKYIKMIVKETVRFHPLAPLLAPRESREECEINGYVIPKGTMALVNFWAISRDPNYWQNPEIFDPERFNDSHLDFIGAHFEFTPFGTGRRICPGLSFSMATVELSIALLLYHFDWKLPNGMNPHELDMTEKFGNALERKNNLFLIPLPYVRA*

>CYP71BP2 old SLCYP71x@7

MELTILLCALFLVLPLLVTKWYKECNSKKKLPPGPWKLPFIGNLHHFIDWQSSELLPHRTLAKLASKHGGLMHMKLGEREAIVVSSPQMVREVMRKHDLIFSNRPTLLVGTEMFYDHADMGFCDYNDFWRQMRKICNQELLGHTYIQSFYPNMMNEITNLVSCIKSCASEGGGSINMTETLSLYTNSIICKASVGRACKNQGSLIEIMRIVSASAGVFDLADLFPSMKMIHFISGLKYKLRKMHDEVDVVLEEIIDEHESQNSETSEKDIVDVLLRLQKSQDFSIPITRDNIKAVIMDLFSGGSTTSASTMEWAFSELMKNPEMMKKAQDEVRRVFKGKETTIDLTDIQKLKYIKMIVKETLRFHPLAPLLAPRESREECEINGYVIPKGTMALVNFWAISRDPNYWRNPEIFDPERFNDSHLDFIGAHFEFTPFGTGRRMCPGLSFSMATVELSMALLLYHFDWKLPNRMNPHELDMTEKFGSTLERKNNLFLIPSLYVRA*

>CYP71BP3P old CYP71x@6P

SIDLGVLPLLSCQAFFVSALSFPTKLGPGPCKLPIIGNLLQMGNLPHISLANLATKHGPLMHLKLGESSEIVVSSPQLAKEIMITHDITFANRPQLSVAKIMCYNFQDIDFSRYGDYWKQIRKICVMELLSTKNVTSFFPMMLDETNILVNIIKDMYGRPINFSEKMYLLTSAIICRASIGRTCKDQESVIMLMKQVASFAGVFNVVDLFPSLKILHFISGTNRKLLQLHRKVEMFVAGSATSSTVLGWSMSELMKNPSMMRKAQTEVREAFNRKATIDQTDFKKLKYLKMVVKQTLRFHPAGPLPLSIPRESTQQCEINVYTIPNKIIGIVNTWALWRDSEYWEESEKFEPERFNGSPLDVGGNHFQLIPFGAGRRICPNMNFSIASMELCLAQ*LCHFDYKLVNGVTPQQLDMSVNFGNVASRKNSLYLLASPFVKQDAH*

>CYP72A51

MDIPYNFKLAIFSFAIIFVLRWAWRILNYVWLKPKYLEKQLRKQGFKGHTYKFLFGDMKEMSKMGEEAWSKPVNFSHDTIWPRVNPFIHKIITNYGKNCFVWFGPRPAVVIMDPEVIKEVMMKNYVFQKPGGNPLTKLLATGIADYEADKWAVHRRLLNPAFHLDKLKHMLPAFKLTGNEMLSKWEKIVSREGSEIDVLPYLQTLTSDAISRTAFGSSYEEGIKIFELQKEQIQLILEVSRTIYIPGWRFLPTKRNKRMKQIFNEVRTLILEIINKRMRMIEAGESHDDLLGILLSSNLKEIQQHGNKKFGMSIDEVIEECKLFYFAGQETTSTLLVWTMILLSQHPNWQDRAREEVLQVFGSNEVDYDKLNQLKVVTMILNEVLRLYPAGYMMTRMVKTKTKLGNLCLPGGVQLLLPTILLQHDTKIWGDDAMEFNPERFSDGILKATKGQLVFFPFGWGPRICIGQNFAMLEAKMAMAMILKHYAFELSSSYSHAPHPLMLQPQFGAPLILYKL*

>CYP72A171 old SLCYP72A@13a_2 and SLCYP72A@13b

MEIVAYYLVSFLLTITSVIYAWKLLDWAWFRPRKLEKCLRKQGLKGNSYKLIFGDLKELAKSFEDVKSKPLNVFDDDITPRIVPYFVDTIKKHGKNCFIWIGPKPMVLVNDAEVIRDVFNKYVLYQKPKPTPLTKLLAQGLASYEEDKWAMHRKILNPAFHMEKIKNMVPAIHLSCTEMVSQWEESISTKGTSCEIDIWPYLQKLSSDVISRTAFGSNYEEGRMIFELQKEQAQHFIEATRTLYILGSRFLPTKKNRRMKEIDKNVQAMIRGIIDKRVKALKAGEANTDDLLGMLLESNFKQIEQHGNKDFGMSTREIIEECKLFYFAGQETTSVLLVWTMILLSRHLDWQTRAREEVLQVFGDSKLEFDGLNRLKIVTMILNESLRLYPPADSLNRKTTTNTKLGELSLPAGVMLVLPIILLHHDKEIWGEDATEFKPERFSEGVSKATKGQMTFFPFGGGPRICIGLNFTMIEAKMALAMILQHFSFELSPSYTHAPQSVITIQPQYGAPLILHKL*

>CYP72A172 old SLCYP72A@24

METLNNIIIATIFVTILLVHTWKVLNWAWFRPKKLEKFFRQQGLCGNSYRLLHGDLKEFSKSIKEAQSKPINNLSNDIAPRIIPYFIQTISKYGKNCFVWFGPKPMILIMESEQIREIFAKNYVYQKPHHSNPVANLLARGIANYEEDKWAKHRKILKPAFHMEKLKLMLPAFYLSCIEMLKEWEQIIPYEGSKELDIWPQFQKLTSDMISRTAFGSSYEEGRRIFELQKEQAEIIMKQFNSIYIPGSRFLPTKSNKKMKETEKEVQESIRRLIDNRLKAKEAGQEFGDDLLGTLLESNSNEIEEQGSKEFGLTIDEVIRECKLFYFAGQETTSVWLVWTMILLSRHQNWQAKAREEVLQAFGSDQPAFDELSRLKIVTMILYESLRLYPPLATRIRRTNEETKLGNMYLPNGSLLFIPTILLHHDKEIWGEDAEEFKPERFSEGVLNATKGQMTFFPFGAGPRICIGQNFAMLEAKMAIALILQRFEFELSPSYIHVPHCIVALQPKYGAPLLLQKL*

>CYP72A173 old SLCYP72A@23

MEISYNIIITTICVVILLFYTWKVLNWAWFGPKKLENCLRQRGLKGNPYKLLYGDLNELTKSIVEAKSKPINFSDDIAQRLIPFFLNSINKNGKSSFIWLGPYPIVLITKPEHVKEIFTKNYVYLKQTHPNPFTKLLAKGLVSLEEDKWAKHRKIINPTFHVEKLKHMLPAFYVCCSEMISKWEEIVPKGTSTEIDVWPDLEKMTSEVISRTAFGSSYEEGRIVFELQKEQAEHVMEVARSIYIPGSRFLPTKRNKRMLEIEKEIQTTIRRIIDKRLRAMEGGETSKDDLLGILLESNMKEIEQHGSKDFGMTTVEVIEECKLFYFAGQETTSVLLVWTMILLCLHPEWQVRAREEVLQVFGNDKPDLEGLGRLKIVTMILYETLRLFPPLPTFGRTNKEEVKLGELNLPAGVILIVPAILVHYDKEIWGEDAKEFKPERFSEGVSKATKGQFSFIPFGGGPRICIGQNFAMMEAKMALAMILQRFSFELSPSYTHAPFAVVTIHPQYGAPLLMRKL*

>CYP72A174 old SLCYP72A@22

MEMLSKIIATICVAILLICTWKVLNWAWFRPKKLEKYFIQNGLKGKPYKLLYGDLNELTKSIVEAKSKPINFSDDIAQRLIPFFLDSINKNGKSSFMWLGPYPVILITDPEHVKEIFTKNYVYLKQTHPNPMTKLLAQGLANIEGDKWAKHRKIINPVFHVEKLKHMLPAFYMSCSEMLSKWEEIVPTGTSFELDVWPDLQIMTSEVISRTAFGSSYEEGRTVFELQKEQAEYVIEKGQSIYIPGSRFLPTKRNKRMLEIEKEIQTTIRCIIDKRLRAMEAGDTSKDDLLGILLESNLKEIELHGKKDFGMTISDVVDECKLFYFAGQETTSVLLVWTMILLCLHPEWQVRAREEVLQIFGNNKPDLEGLNRLKIVTMILYETLRLFPPLPIFGRRTEEEVKLRELNLPAGVLLIIPTILVHYDKEIWGEDAKEFKPERFSEGVSKATKGQVSFIPFSWGPRVCIGQNFAMMEAKMALAMILQRFSFELSPSYTHAPFAVVTIHPQYGAPLLMHKL*

>CYP72A175P old CYP72A@21P

MEMMRSMITTICVAILLVYIWKVLNWAWFKPKYLRKSGLKGNPYKFLYEDLKEFKESVIEAKSKLINFSDDIAQRLIPFFLDSINKNGKNSFMWLGTYPVVLVTDPEHVKEIFTKNYVYLKQNHPNPMTKLLAYGLANVEGDKWAKHRKIINPVECLELGLHMLPAFYVSCSKMLSK*EEIVLKGTSFELDVWPDLQIMTSEVISRTSFGSSYEEGRTVFELQSEQGEYVIRIARSIHIPGSRFLPTKMNKRMLKIEKEIQTTIRRIIDKRLRAIEGGYTSKDDLLGILLESNMKDVMMILYETLRLFPPLPSFGRRSEEEVKLGELNLPAGVQLIIPAILVHYNKELWGEDAKEFKPERFSEGVSKATKGQVSFIPFGWGPRICIGQNFAMMEAKTAIAMILQKFSFELSPSYTHAPFAVVTIHPQYGAPLLMRKL*

>CYP72A176 old SLCYP72A@20

MEYLSLVEVEMIATICVAILLVIYTWKVLNWAWFRPKKFEKYLRKSGLNGNPYKLLYGDLKELTNKLNEAKSKPISFSGDVPQRLIPFFCDSINKNGKNSFAWLGPKPIVFITEPSLIKKIFEKHYVYHKNKHSNPFAKLLVQGLVTLEEQKWAKHRKIINPAFHFEKLKHMVPAFYQSCSEMLRKWEEAVPKETSAELDVWPHFQLMTGDVISRTAFGSSYEEGRIIFELQKEQAEYVMEQIFSIYIPGSRFLPSKKKKRMVEIEKEIQTTIRRIIEKRLMTMKAGETSNNNEDLLGILLESNTKEIEQHGNKDFGMTITEVIDECKLFYFAGQDTTSVLLVWTMILLCQHPEWQVRAREEVLNVFGNEKPDFEGLSRLKIVTMILYETLRLFPPALLYGRTNKDEVKLGELSLPAEVLLIIPAILVHYNKELWGEDAKEFKPDRFSEGVSKATNGQVSFIPFGWGPRICIGQNFVMTEAKMTIAMILQKFSFELSPSYTHAPVAVVSIHPQYGAPLHMRKL*

>CYP72A177 old SLCYP72A@19

MEIPYNRIIEAICVVTLLVYTWRVLNWAWFRPKKLEKYLRKSGLKGNPYKLFYGDLNEITNKVNEARSKPINFSDDIAQRLIPFFLDSINKNGKRSFVWLGPNPAVLITDPEHVKEIFTKNYAYQKIPHPNPFANSFAKGLAFLEEDKWTKHRKIINPAFHFEKFKHMLPAFYQSCSEMISKWKEINPKGTSVELDVWPDIQLMTGEVISRTSFGSCYEEGRKVFELQREQAEYVMDMTHSVYIPGSRFLPTKRNKRMLEIEKQIQTTIRHIIDKRLRAMEAGEASKNDLLGILLESNMKEIEQHGNKDFGMTTTELIEECKLFYFAGQEGNSVLLVWTMILLCLHPEWQVRAREEVLQVLGNERPNLEGLNRLHIVTMILNETLRVFPPVAMFRRRIKDEVKLGELSLPAGVLLFIPTVLIHYDKKLWGEDANEFKPERFSEGVSKATKGQASFFPFGRGPRICIGLNFAMMEAKMALAMILQNFSFELSPSYAHAPFAVVSTQPQYGAPLLMRKL*

>CYP72A178 old SLCYP72A@18

MEILYNTIIAIICVAILLVYTWRVLNWAWFRPKKLENFLRQRGLKGNPYKLLYGDLNELTKSIVEAKSKSINISDDITQRLIPFFLDSINKNGKSSFMWLGPYPTVLITNPEHVKEILTKNYVYLKQTHPNPFAKLLAQGLVLVEEDKWAKHRKIINPAFHVEKLKHMLPAFYMSCSEMISKWEDIVSKETSYELDVWPDLQIMTSEVISRTAFGSSYEEGRIVFELQQEQAEHIMDISRSIYIPGSRFLPTKRNKRMLEIEKQIQTTIRHIIDKRLRAMEAGETSKDDLLGILLESNMKEIEQHGNKDFGLTTTEVIEECKLFYFAGQETTSVLLVWTMVLLCLHPEWQVRAREEVLQVFGNEKPDLEGLSHLKIVTMILYETLRLFPPLPVFSRRNKEEVKLGELQLPAEVILIIPAIFIHYDKEIWGEDAKEFKPERFSEGVSKATKGQVSFIPFGWGPRICIGQNFAMMEAKMAIAMILQKFSFELSPSYTHAPFATITIHPQYGAPLLLRKH*

>CYP72A179 old SLCYP72A@17

MEISYNRIIEAICVVTLLVYTWRVLNWAWFKPKKLEKYLRKSGLKGNPYKLLYGDSKELTNKLNEARSKPINFSDDIAQRLVPFFIDSINKNGKSSFVWLGPCPIVLITYPEHVKEIFTKNCAYQKQAHPNPFAKLLAIGLALLEEDKWAKHRKIINPAFHVEKLKHMLPAFYQSCTEMLSKWEEIIQKETSVELDVWPDLQLMTGEVISRTAFGSSYEEGRIVFELQKEQAEYVIDITRSVYIPGSRFLPTKKNKRMLEIEKQVQTTIRRIIDKRLRAMEAGEPSKNDLLGILLESNMKEIEQHGSKDFGMTTIELIEECKLFYFAGQEATSVLLVWTMILLSVHPEWQVRAREEVLQVFGNEKPNLEGLSRLKIVTMILHETLRLFPPVPTYRRRNIHEVKLGELSLPAGVLLFIPTVLIHYDKELWGEDAKEFKPERFSEGVSNATKGQVSFIPFGWGPRICIGQNFAMMEAKMAIAMILQKFCFELSPSYSHAPVAIITTQPQYGAPLLMRKL*

>CYP72A180a old SLCYP72A@16, yellow part = CYP72A180b 57,750 bp away
MEISYNTILTAICVAILLVYTWKVLNWAWFRPKKLEKYLRKSGLKGNPYKLLYGDLKELKNKLNEAKSKPINFSDGIAQRINPFFANAIDKNGKSSFVWLGPYPIVLITEPEHVKEILTKNYVYQRQTHANPFAKKLALGLAKLEEDKWAKHRKIIQPAFQVEKLKHMLPAFYQSCSEMISKWEEIIPKETPFELDVWPDLQLITAEVISRTAFGSSYEEGRIVFELQKEQAEYVIDIIRSVYIPGTRFLPTKRNKRMLEIENKVQTTIRSIIDKRLRAMEAGEASKTDLLGILLESNMREIKQHRSNDFGITTAEMIEECKLFYFAGQETTSVLLAWTMILLSLHPEWQARAREEVLQVFGNEKPNSEGLSRLKIVTMILHETLRLFPSVPTYRRRNKHEVKLGELSLPAGVQLIIPTILIHYDKELWGEDAKEFKPERFSEGVSKATKGQVSFIPFGGGPRVCIGQNFAMMEAKMAIAMILQKFSFELSPSYTHAPVLTITIHPQYGAPLLMRKL*

>CYP72A180b isentical to CYP72A180b

KSSFVWLGPYPIVLITEPEHVKEILTKNYVYQRQTHANPFAKKLALGLAKLEEDKWAKHRKIIQPAFQVEKLKHMLPAFYQSCSEMISKWEEIIPKETPFELDVWPDLQLITAEVISRTAFGSSYEEGRIVFELQKEQAEYVIDIIRSVYIPGTRFLPTKRNKRMLEIENKVQTTIRSIIDKRLRAMEAGEASKTDLLGILLESNMREIKQHRSNDFGITTAEMIEECKLFYFAGQETTSVLLAWTMILLSLHPEWQARAREEVLQVFGNEKPNSEGLSRLKI

>CYP72A181 old SLCYP72A@15

MEISYNRIIEAICVAILLVYTLRVLNWAWFKPKKLEKYLRKSGLKGNPYKLFYGDLNEITNKLNEARSKPINFSDDIAQRLIPFFIDSINKNGKSSFVWQGPCPIVLITDPEHVKEIFTKNYVYQKDTHPNPFSKFLAVGILKLEENKWAKHRKIINPVFQVEKLKHMLPAFYQSCSEMISKWEDIVPKETSVELDVWPDLQLMTAEIISRTAFGSSFEEGRIVFELQKEQAEHVMEISRTIYIPGSRFLPTKRNKRMLEIEKQVQTTIRHIIDKRLRAMEAGETSKNDLLGILLESNMKEIEQHGSKDFGMTTTEVIDECKFFYFAGQETTAVLLVWTMILLCLHPEWQARAREEALQVFGNEKPNLEGLSRLKIVTIILHETLRLFPPVATYRRRNKHEVKLGELSLPAGVLLFIPTVLIHYDKELWGEDANEFKPERFSEGVSKATKGHFSFIPFSGGPRVCIGQNFAMMEAKLAIAMILQKFSFELSPSYTHAPSSTITIHPQYGAPLLMRKL*

>CYP72A182 old SLCYP72A@12

MDYVQFIVKASCSVIAITLLLCIWSVLNWIWFRPKKLEKLLKEQGVKGNSYSILYGDTKELSMRIKEVTSKSMSVYDDDIAPRSLPFFLDTIKKYGKKSFIWLGPKPLVFIMDPDLIKEVFTKTYIYQKTKTNPLTKLLAQGLVREEGDKWAKHRKIINPAFHLEKLKHMLPAFYLSCTEMLSKWEDVVSVERSHEIDVWPHLQQLTSDVISRTAFGSSYEEGRRIFELQTEQAQYFIEAVRSVYIPGWSFLPTKRNRRMKEIEKHVQATIRGIIDKRVKAMTGGEANNKDLLGILLESNFKEIKQHGDKDFGLSIEEVIEECKLFYFAGQETTSALLVWTLILLCRHHDWQTRARTEVLQVFGSRKPDFDGLTHLKVVTMILYESLRLYPPVTTVTRRLNEDAVLGDISLPADVLLSLPAVLLHHDEEIWGEDAKKFNPERFREGVSSATKGQVTFFPFTWGPRICIGQNFAMLEAKMVLAMILQRFSLDLSTSYTHALHSVITTQPQYGAPLILHKL*

>CYP72A183 old SLCYP72A@38

MVVLICFSALLVTMIWMWRMVNWVWIRPRKIEKCFRKQGLNGHPYRTLYGDTKEMAKLTKQAKLKPMKLTDDILTRVLPFYHYTLNKYGNNCFIWIGPEPRIFIMEPELIRDIVMNNNIFKKPKPTPLVQLLVSGISSYEDQKWAKHRKILNTAFYTEKLKYMVPAMHKSCEDMMNKWEILICNKNKSCELDVHPYFEDLTSDVISRTAFGSSYQEGMKIFHLQKELAELTRQAFQSVYIPGWRFLPTRRNRRMKGIDNELKDTLRKIVNKRERSMNLGETQEDLLGILLKSNVNEIQQNGTKFGMTTDEVIEECKLFYFAGQETSSNLLVWTMVLLSVHQNWQTRAREEVQQVFHNNKPDFEGLKRLKIVTMILNEVLRLYPPAPYFLRKANQETKLGNMNIPSEVILMIPTIFIHHNEELWGDDVKEFKPDRFSQGIAKATKDRLCFLPFSWGPRICIGHNFAMMETKIALAMILQRFAFELSPSYTHAPTYVVTLQPQCGAHLILNKL*

>CYP72A184 old SLCYP72A@37

MIVTIFCCAIAITLFVCLWKVLNWVWFQPKKLEKLLRKQGLNGNSYRFLYGDMKDFSKMIKEANSKPMNMDDHDLAPRMVPFFLETIKKYGKKCFTWMGPRPQILIMDPELIKEVLSKTYVYQKPHGNPLGTLFVQGLVSYEKDKWAKHRKIINPAFHLEKLKHMLPAFYLSCSEMLSKWEDVVRVEGSHEIDVWPHLQQLTCDVISRTAFGSSYEEGRKIFELQKEQAQHFLEVIRSVYIPGWRFLPTKRNRRMKELKNDVRSSIRGIIDKRLKAMEAGNADNEDLLGILLESNFKEIELHGNKDFGMSIEEVIEECKLFYFAGAETTSVWILWTLVLLSRHPDWQERAREEVLQVLGSRKPDFDGLNHLKVVTMILYESLRLYSPITVLTRRVYEDITLGEVSLPTGVLVSLPMILLHHDKDIWGEDATKFNPERFSEGISSATKGQVTYFPFAWGPRICIGQNFAILEAKMTLCMILQSFSFELSPSYTHAPQSLVTTQPQYGAPLIFHKL*

>CYP72A184-de1b old CYP72A@36P

MDKIQILVTICCYVIAISLFVCLLKVLNWVWFKPKKLEKLLGKGLNGNSYRILYGDMQDLSGMTKEANSKPMNIY

>CYP72A185 old SLCYP72A@34

MELVTACCCAITITLFVCLWKVLNWVWFRPKKLEKLLRKQGLNGNSYRLLYGDMKDFSKMIKEANSKPMNLSNDITPRLVPFFLETIKKYGKKSFIWLCPKPQVLIMDPELIKEVFSKNYFYQKPHGNPFAALLVQGLAAYEEDKWAKHRKIINPAFHLEKLKHMLPAFHLSCSEMLSKWEDAVEGSCEIDVWPHLQQLTCDVISRTAFGSSYEEGRKIFELQREQAQHFIDTVRSVNIPRWRFLPTKRNRRMKEIKNEVRTSMKGIIDKRMKAMKAGHDADNEDLLGVLLESNFKEIEQHGNKDFGMSIEEVIEECKLFYFAGQETIAVLLVWTLVLLSRYQDWQTQAREEVLQVFGSRKPDFDGLNHLKVVTMILYESLRLYSPLFTHNRQASEDTVLVELCLPADVLVSLPTIILHHDKDIWGEDANKFNPERFREGISSATMGKVTYFPFSWGPRICIGQNFAMLEAKMTLCMILQSFSFELSPSYTHAPQPLLTIHPQYGAPLIFHKL*

>CYP72A186 old SLCYP72A@35

MDEIQILVRVCCSAIAIALFVCLWKVLNWVWLNPKKLENLLRKQGLNGNSYKILYGDLNDFIGMIREASSKPMNLSDDIAPRLVPFFLETTKKYGKKCFIWLGPKPQVIIMDPELIKEVLSKTYLYQKPGGNPFAALLVQGLATYEEDKWAKHRKIINPAFHLEKLKHMLPAFHLSCTEMLSKWEDAVPLGSSREIDVWPHLQQLTCDVISRTAFGSSYEEGRKIFELQTEQAQNFIDAVREVYIPGRRFLPTKRNRRMKEIKNEVRTSVKGIIDKRMKAMKAGNADNNEDLLGILLESNFKEIEQHGNKDFGMSIEEVIEECKLFYFAGQETTSVLLVWTLVLLSRYQDWQTQAREEVLQVFESRKPDFDGLNHLKVVTMILYESLRLYPPLITLNRQVNEDIVLGELCLPAGVLVSLPMILLHHDKDIWGEDANEFNPERFREGISSATKGKVTYFPFSWGPRICIGQNFAMLEAKMALCMILQSFSFELSPSYTHAPKSLVTMQPQYGAPLILHKL*

>CYP72A187 old SLCYP72A@33

MVQINIKIAISFVIVIIFLRWIWKFLDWVWIHPKKLEKRLKLEGLKGSSYKFLLGDMKEINSMVEEAKSKPINFTNDYISRVFPHFNKLMMQYGKNCYTWLGPKPTMLISEPEFVREILSKSYIYQKIQGNPITKLLAQGLASYETDKWAKHRRIINPAFHLDKLKHMLPSFYLSCCDMINKLDNIVSSKGSEIDVWPFLQTLTSDAISRTAFGSNYEEGRQIFELQKEQADLIIQAARWIYIPGWRFVPTKRNKRIKQIANEVRSLVLGIINNRIKEMKEGEATKDDLLGILLESNFKEIQIHHENKNFGMTIDEVIEECKLFYFAGQETTSVLLVWTLILLSKHLDWQEKARQEVHQVFGSNKPNYDMLNQLKVVTMIFNEVLRLYPPGTMIGRRVQKETKLGHLSLPAGMLLLLPTIYLQHDNEIWGDDAKEFNPMRFSEGVNKATKGKFAYFPFSWGPRICIGQNFAMLEAKMALAMILQHYALELSPSYSHAPHTIITLQPQHGAPLILRKL*

>CYP72A188 old SLCYP72A@7

MAIAIFIALAIFFPFTFWCLKLLYFVWWRPKTVENELRHQGIYGRPYRFLFGNLKEMIEMNKIAKSKPMPLHHDFTPRLNPLFYELATTYKKLYLFWLGPIPRLTILDPKLIKEVLSNKSGEFRKPKISAFLKLFVTGLGTYDGEKWAKHRKILNPAFHMEKLKVMLGLFVECTDDMISRWDKLTGSTGSCELDISQEFHNLTGDMLSKAAFGSNFEEGKLVFSLLREQCELIFTAKLAINVFPWFVPTKTNRRRLYIYNTVRSSLKSIIEKREKEVQSGKSHNEDLLGLLMKSNQEEQQGNKNSNKGMSTEDMIEECNSFYFAGQETTATLLTWTAIVLTMHPDWQEKARKEVLQVIGKDEPKFDQLNHLKIVTMILHEVLRLYPSGSLVRETNKKTKLGGYTIPAGAQLLVPLQTIHRDTEAWGEDALIFNPERFSEGVSKASKDLMYFPFGWGSRICLGMNVSMIQGKLVLAKILQNYSFELSPSYAHGPTMPALVLQPQYGAPMIVRKLE*

>CYP72A189P old CYP72A@8P

MEIATYYFLALFLLAITFVIYAWRLLEWVWFRPKKLEKCLRKQGLKGNSYKLIFGDIKEQSKSIEDASKPFNVSDDDLTPRILPYFVQTIKKYGKNYFIWIGPKPLVIVGEPKVIKDVFNKHALYQKPKYPPQTKLLANGILSYEEDKWAKHRKILNPAFHMEKIKDMLHAIHLSCSEMLSQWEEAVSMKESSIELDI*PYLQRLTSDVISRTAFGSNYEEGRKIFELQKEQAKHVIEVSRTLYIPGWRFLPTKRNRRMKEIEREVQATIREIIDKRVKGMKAGEANTDDLLGILLEPNFKEIEQHGNKNFGMTIKDVIEECKLFFFAGQETTSVWLVWTMILLSRHPNWQLRAREEVLQVFGDGMPEFDGLNRLKV

>CYP72A190 old CYP72A@9

MEIVAYFLVLFLLAITFVIYAWRLLDWAWFRPRKLDKCLRQQGLKGNSYKLIFGDIKELSKSIEDAESKPLDVSDDDLTPRILPYFVQTIKKYGKNCFIWIGTKPLVIVGDPEVIRDVFNKHALYQKPKSTPLTKLLAQGIVSYEEVKWAKHRKILNPAFHMEKIKDMLQAVHLSCSEMVSQWEEAVSMKESSTELDIWPYLQRLTSDVISHTAFGSNYEEGRKIFELQKEQAEHVIAVSRTLYIPGWRFLPTKRNRRMKEIEGKVQTTIRGIIDKRVKGIKAGEANTDDLLGILLESNFKEIEQHGNKDFGMTIKEVIEECKLFYFAGQETTSVLLVWTMILLSRHPDWQVRAREEVLQVFGDGMPGFDGLNRLKVVTMILHESLRLYPPVGALGRRITTKTKLGELNLPAGVMLSLPTILVHHDKEIWGEDATEFKPERFNEGISKATKGQMTFFPFGAGPRICIGLNFAMIEAKMAMAMILQRFAFELSPLYTHAPQSVITMQPKYGAPLVLHKL*

>CYP72A191P old SLCYP72A@10P

MEILAYYFLALFLLAITFVIYAWRLLDWAWFRPRKLEK*LRKQGLKENSYRLIFGDIKELSKSIEDAESKPLNVSDDNLTPRILPYFVQTIKKYGKNCFIWIGPKPLVYIGDPEIIKDVFNKHALYQKPKSTALTRLLGRGILSYEEDKWAKHRKILNPAFHMEKIKDMLQAIYMSCSEMVSQWEEAVSMKESSVELDIWPYLQKLTSDVISRTAFGSNYEEGRKIFELQKEQAEHVIEVFRTLYIPGSRFIPTKRNRRMNEIEREVKATIRGIIDKRVKGMKAGEVANTDDLLGILLESNFKEIEQHGNKNFGMTTEEVIEECKLFYFAGQETTSVLLVWTMILLSRHPDWQVRAREEVLQVFGDGIPEFDGLNRLKVVTMILHESLRLYPPASALRRTITTKTKLGELTLPAGVLLSLPTILVHHDKEIWGKDATEFKPERFSEGISNATKGQMTFFPFGAGPRICIGLNFAMIEGKMAMAMILQRFAFELSPSYTHAPQSVITMQPKYGAPLVLHRL*

>CYP72A192P old CYP72A@11P

FLDLKYFT
GKNYFIWVGPEHLVIVGDPEVIRDVFNKHAVYQKPKSTPLTKLLEQGILSYEEDKWAKHRKIFNPAFHMEKIKDMLHAVHLSCSEMVSQWEEAVSTKEPSTELDKWPYL*ILTSDVISRITFGSNNEEGRKIFELQKEQAEHVIIKLLAPYIFRFFPTKRNRRMNEIEREVKATIKGIIDKRVKGMKAGEANTDDLLGILLESNFKEIEQHGNKNFGTTIEEVIEECKLFYVAGQATTSVWIAGQEATSVWIVWTMILLGRHPDWQVRAREEVLQVFGDGMPEFDGLNRLKVVTMILHKSLRLYSSASALRRTITTKTKLGELTLPAGVILYLPTILVYHVKEIWGEDAIEFKPERFSKCISTATKGQMAVFPFGAGSRICIGLNFAMIEAKMAMAMILQHFAFELSPLYTHAPQSVITMQP*

>CYP72A193 old SLCYP72A@32

MQYILVAICIILVIIFRWSWRLMNWLWLQPRCLEKCLRELGFRGNSYKFLVGDMNEVVKMDEEAKSKPIKFSHDIVKRLMPFIHKTIIDYGKNSFIWLGPNPAMLIMDPEHIREILSKSNIFQKPPPALTKLLAEGILSYEGDKWAKHRRIINPAFHLDKLKHMVPSFHLTTCEMLSKWEKIVSTEGSEVDVWPYLQTLTSDAISRTAFGSSYEEGRQIHELQQELAKIILKETEASYIRFLPTKEKRRMNRIHQEVRSLVLRIINKRMNKIEAGDTSNSDDLLGILLESNMKEIQEHGNKKFGMSIDEVIEECKLFYLAGQETTSALLVWSMILLSKHSDWQARAREEVSQVFGNNVPDYDKLNQLKVVTMIIQEVLRLYPPNFLMGREVHKETKLGNLSIPSGVQLLLPTILLHHDQEIWGEDVEEFNPERFSEGVNRATKGKFAYFPFSWGPRNCIGQNFAMLEAKMALAMILQQFAFEVSPSYAHVPYSVFTLLPQYGAQLILHKL*

>CYP72A193-de5b old CYP72A@31P

MVQTKTKLGNLYLPG

>CYP72A194 old SLCYP72A@30 and SLCYP72A@3 joined 

MEIPYNNNYYNLNLVLFSCAIILVLIWAWRILNWVWFKPKMLEKCLRQQGFKGNSYKFLFGDVKEMMKMGKEALSKPIDFSHDMTWPRVMPFFHKTINNYGKNCFGWYGPRPAVVIVDPELIREVLSKNYIYQKPPGNPLTRLAANGLAGYEADKWAKHRRIINPGFHLDKLKHMLPAFQLTSSEMLNKWKEIISKEGSEIDVWPYLQTLTSDAISRTAFGSSYEEGKKIFELQKEQMELLLQVARSLYIPGWRFVPTKTNRRMKQIFNEVGALILGIINKRIKMIEDGEIHDDLLSILLASNLQEIQQHGHKKFGMSIDEVIEECKLFYLAGQETTSALLVWTMILLSKYPIWQQRARQEVLQVFESDEFDYDKLNHLKVVTMILNEVLRLYPSAYFINRVVTKDTKLGNLCLPSGVQLLLGTILLHHDTEIWGDDAMEFNPERFSDGVAKATKGQLVFFPFSWGPRICIGQNFAMLEAKMAIAMILKHYSFELSSSYAHAPHPLLLQPQYGAHLILYKLEK*

>CYP72A195 old SLCYP72A@4 (partial seq)
VTMILNEVLRLYTSAYAINRMVNTETKLGDLCLPPGVQLILATMLVHHDTEIWGDDAMEFMPERFSEGISKATKGQVVFFPFSWGPRICIGQNFAMLEAKMAMVMILKHYAFELSPSYAHAPHPLLLQPQYGAQLIMHKL*

>CYP72A196P old CYP72A@29P

MEISYYNLKIAIFSFAIIFVLRWTWRILNHVWFKPKKLEKQLRQQGLKGNSYKLLYGDMKEMKKMIEEATSKPINLSHDLIWPRINPFIHKTITNYGKNCFVWIGPKPAVLITEPKLIREVLTKNYVYQKARGSPLSKLVISGLAAHEKDKWATHRRILNPAFHLDKLKHMLPAFKLTINEMLNTWKEVVSKDGTEIDVWPYLQTLTSDAISRTAFGSNYEEGKKIFELQKEQIELISKMARSIYIPGWR

>CYP72A197P old CYP72A@28P

FVPTKTNRRMKQIVNMILNEILKLYPSGYFINRVVTKDTKLGDLCLPSGMHFLLGTILLHNDIEIWEDDAMDFNPERFSDGVGKKNKRTTCVFPI*LGPRICISQNFAMLEAKMKIAMTLKHHAFELSTSYAHAPDPLLL*PLYGAHLILYK*

>CYP72A198 old SLCYP72A@27_1 (partial seq)
MEISYYNLKIAIFSFAIIFVLRWTWRILNYVWFKPKKLEKQLRQQGLKGNSYKLLYGDMKEMKMMIEEATSKPINFSHDLIWPRINPFIHKTITNYGKNCFVWIGPKPAVLITEPKLIREVLTKNYVYHKARGSPLLKLAISGLAAHEKDKWATHRRILNPAFHFDKLKHMLPAFKLTVGEMLNTWKEIVSKDGTEIDVWSYLQTLTSDIISRTAFGNNYEEGKKIFELQKEQIELISKMTHSIYIPGWVTMILNEVLRLYTSVYAINRMVNTETKLGDLCLPSGVQLILATMLVHHDTEIWGDDAMEFMPERFSEGISKATKGQVVFFPFSWGPRICIGQNFAMLEAKMAMVMILKHYAFELSPSYAHAPHPLLLQPQYGAQLIMHKL*

>CYP72A199P old CYP72A@1P

CILSEGVSKASKDLMYFPFGWGSRICLGMNVSMIQGKLVLAKILQNYSFELSPSYAHGPTMPALVLQPQYGAPMIV

>CYP72A200P old CYP72A@2P

LSEGVSKASKHFMYFPFGWGSQICLGMNVSMIQGKLVLAKILQNYSFELSPSYAHGPTMPALVLQPQYGAPMIV

>CYP72A201P old CYP72A@5P

EGVSKASKDLMYFPFGWGSRICFGMNVSMIQGKLVLAKILQNHSFELSPSYAHSPTMPALVLQPQYGAPMIV

>CYP72A202P old CYP72A@6P

LSEGVSKASKDLMYFPFGWGSRICLGMNVSMIQGKLVLAKILPNYSFELSPSYAHGPTMPALVLQPQYGAPMIV

>CYP72A203P old CYP72A@25P

LSEGVSKASKDLMYFPFGWGSRICLGMNVSMIQGKLVLAKILQNYSFELSPSYAHGPKMPAIVLQPQYGAPMIV

>CYP72A204P old CYP72A@26P

MVTIQMIVTICCCAIAISLLWKVLNWVWFNPKKLENLLRKQGLKGNSHRILYGDMKDVTRNMSDHDLAPRMLSFFLQTINKYGKKCFTWMGPRPQVLIMDPELIKEVLSKTYSYQKPRGNPLGTLFVQGLVSYEKDKWAKHRKIINPAFHLEKLKHMLPAFQLS*SEMLSKWEDIVPVEGSHEIDVWPHLQQLTSDVISRTAFGSSYEEGRKIFELQNEQAQHFIEAIRSVYIPGGRFLPTKRSRRVKEINKDVWSLIRGIINKRLKAMEAGYADNEDLLGILLESNFKEIEQQDRKEDFGMSIDEIIEECKLFYFAGQETTSVWLLWTLVLLSRYQDWQARAREEVLQVFGSRKPDFNGLNRLKVVTMILYESLRLYSPVTTLTRLAIEEITLGEVSLPAGVLISLPMVILHHDKEIWGEDANKFDPERFREGISGATKGQVTYFPFAWGPRICIGQNFAMFEAKMALSMILQTFSFELPQPSVTVQPQYGAPLIFHKL*

>CYP72A205P old CYP72A@40P

LMKLLAKGILNNEAVKWAKH*KIINIAFHIDKLWRKISPYFL

>CYP72A206P old CYP72A@41P

HLSTRIDPTPSGSLIRETNKKTKLGEYIISAGAQLFVPLQTIHRDTEAWGEDALIFNPERFSEGVSKASKDLIVPFGPDCSFWPTMPALVLQPQYDAPMIV

>CYP72A207P old CYP72A@42P

EEDKLV*HRKIFNPTFHLEKLKV

>CYP72A208 old CYP72A@39 not in the genome AK319932.1, AF249329

MAIVTVIGATIGILIALFFVKSFYTLWWWPKMIEK

KLKKEGIHGQPYQFLFGNLKEMTRMSREAKKKPLVNHDIVPWVNPFILHLSKTYERLFVM

WAGPTPRITVTDPKLIKEVVNRHNEFQKPQANAFIDMFVTGLASYNGQKWDHHRKILNPA

FHIEKIKRLYPAFCECCDEMINRWEDLVSKTGSCELDVADEFLNVGGDVISRAAFGSNIE

EGRTIFILQKEQCDLILASPFTLFFPLLRFFPTESNRRARYIYKKVLSLIKGIIEKKEDA

MRRGVSESDDILGLLLKGGLSTTEIIEECKEFYLAGQDTTTALLSWTLVALSMHPEWQDK

ARNEVFQVLGKNKPKFEDLNQLKIMNMIFQEVLRLYPALTLMRSTSKDTKLGEMTIPAGV

QIFVPIYIAHRDPQVWGDDALIFNPNRFSEGVSKAAKEPLYFPFGWGPRMCIGNNFGMAE

AKLVLSQILQRFWFKLSPSYVHAPQAILVMKPQYGAQIILNKL*

>CYP72D8 old SLCYP72D@1

MANLVVFLSLLVLFPLLILSYFLVKIFYSIFMKPKLLEKRLKRQGFKGTHYKLLLGDLKDVGNQMDEAWSKPISLTHDIVSRVDPFTHYMVQKYGKLSLSWLGTSPRLIITDPTLIKEVLLNKQGHFHLPPLNPLVLILTKGLTTLQGEKWAMHRKMINPAFHLDKLKGMIPTIAESCTFTIEKWMKTISPEGTSEIDIWPEFQQLTGDIISRTAFGSSFEDGMKILELQKELQQLVLEAMGMLYIPGFRFVPTKKNRRRKDLDRRITSMLKKIVDTKENMIRTGETRGDDLLGLLLQFNNENNSVNNSQMTKEDIIEECKQFYLAGHETTSSWLTWTLIVLSIHQNWQEKARQEVLQVFREKNPDAKEISHLKIVSVTMILNEVLRLYPPVIALYKRAYKECRIGDLSIPAGVDLTLPIMLINRDIELWGDDADEFKPERFAEGISHACKDPTQMAFMPFGWGPRTCVGQNFSMLEAKIALSMILKQFSFKLSPTYAHAPYTVMTLQPQHGAHIMFHSLN*

>CYP73A24v1

MDLLLLEKTLIGLFFAILIAIIISKLRSKRFKLPPGPIPVPIFGNWLQVGDDLNHRNLTEYAKKFGDVFLLRMGQRNLAVVSSPELAKEVLHTQGVEFGSRTRNVVFDIFTGKGQDMVFTVYGEHWRKMRRIMTVPFFTNKVVQQYRGGWESEAASVVEDVKKNPESATNGIVLRKRLQLMMYNNMFRIMFDRRFESEDDPLFVKLRALNGERSRLAQSFEYNYGDFIPILRPFLRGYLKICKEVKEKRLKLFKDYFVDERKKLANTKSMDSNALKCAIDHILDAQQKGEINEDNVLYIVENINVAAIETTLWSIEWGIAELVNHPHIQKKLRDEIDTVLGPGVQVSEPDMPKLPYLQAVIKETLRLRMAIPLLVPHMNLHDAKLAAYDIPAESKILVNAWWLANNPAHWKKPEEFRPERFLEEEKHVEANGNDFRFLPFGVGSRSCPGIILALPILGITIGRLVQNFEMLPPPGQSKLDTSEKGGQFSLHILKHSTIVMKPRSF*

>CYP73A24v2

MDLLLLEKTLIGLFFAILIAIIISKLRSKRFKLPPGPIPVPIFGNWLQVGDDLNHRNLTEYAKKFGDVFLLRMGQRNLAVVSSPELAKEVLHTQGVEFGSRTRNVVFDIFTGKGQDMVFTVYGEHWRKMRRIMTVPFFTNKVVQQYRGGWESEAASVVEDVKKNPESATNGIVLRKRLQLMMYNNMFRIMFDRRFESEDDPLFVKLRALNGERSRLAQSFEYNYGDFIPILRPFLRGYLKICKEVKEKRLKLFKDYFVDERKKLANTKSMDSNALKCAIDHILEAQQKGEINEDNVLYIVENINVAAIETTLWSIEWGIAELVNHPHIQKKLRDEIDTVLGPGVQVSEPDMPKLPYLQAVIKETLRLRMAIPLLVPHMNLHDAKLAAYDIPAESKILVNAWWLANNPAHWKKPEEFRPERFLEEEKHVEANGNDFRFLPFGVGSRSCPGIILALPILGITIGRLVQNFEMLPPPGQSKLDTSEKGGQFSLHILKHSTIVMKPRSF*

>CYP73A96 old SLCYP73A@1

MAKFINKMTIYSILFTIIFISCSKLLSFPLNNISLVVLPILPLIFYFLYANNSQITLPPGPRPVPIFGNWLQVGNDLNHRLLATMAQTYGSIFLLKLGSKNLVVISNPELANQVLHTQGVEFGSRPRNVVFDIFTGNGQDMVFTIYGDHWRKMRRIMTVPFFTNKVVHQYSDMWENEMDLVVDDLKKLKHEGIVIRRRLQLMLYNIMYRMMFDDKFESLDDPLFIEATKFNSERSRLAQSFDYNYGDFIPLLRPFLRGYLNKCKDLQTRRLAFFNNYFVEKRKLMAENGEKHKISCAIDHIIDAQMKGEISEENVLYIVENINVAAIETTLWSMEWAIGELVNHPNVQQKIRDEISTVLKGKSVTESNLHELPYLQATINETLRLHTPIPLLVPHMNLDEAKLGDYTIPKETKVVVNAWWLANNPAWWKNPNEFRPERFLEEDGGTEAAVAGGKVDFRYLPFGMGRRSCPGIILALPILGLVIAKLVSNFEMQAPSGEGKVDTSEKGGQFSLHIAKHSTVVFKPVAA*

>CYP73A97P CYP73A@2P SL2.30ch01 (+) strand, new pseudogene

LVGKMSIFSVFLTIFSC*GVISILFSFSINSSTLVVLMILPSDFSFL

>CYP74A1

MASTSLSLPSLKLQFPSHTSSSSRKNSSSYRVSIRPIQASVSEIPPYISSPSQSPSSSSSPPVKQAKLPAQKVPGDYGLPLVGPWKDRLDYFYNQGKNEFFKSRIQKHQSTVFRTNMPPGPFISFNPNVVVLLDGKSFPVLFDVSKVEKKDLFTGTFMPSTDLTGGYRVLSYLDPSEPNHAKLKKLMFYLLSSRRNEVIPEFHNSYSELFETLENELSTKGKAGLNAANDQAAFNFLARSLYGINPQDTELGTDGPKLIGKWVLFQLHPLLILGLPKVLEDLVMHTFRLPPALVKKDYQRLYNFFYENSTSVLDEAEKIGISREEACHNLLFATCFNSFGGIKIFFPNMLKWIGRAGAKLHSQLAQEIRSVISSNSGKVTMAAMEKMPLMKSVVYESLRIEPPVASQYGRAKHDMVIESHDASFEIKEGELLYGYQPFATKDPKIFDRSEEFVADRFIGEEGEKLLKHVLWSNGSETENASINNKQCAGKDFVVLVSRLLLVELFLRYDSFEIEVGASPLGAAITLTSLRRASF*

>CYP74A2

MALTLSFSLPLPSLHQKIPSKYSTFRPIIVSLSDKSTIEITQPIKLSTRTIPGDYGLPGIGPWKDRLDYFYNQGKNDFFESRIAKYKSTIFRTNMPPGPFITSNPKVIVLLDGKSFPVLFDASKVEKKDLFTGTFVPSTELTGGYRILSYLDPSEPNHEKLKKLMFFLLSSRRDHVIPEFHETYTELFETLDKEMEEKGTVGFNSGSDQAAFNFLARSLFGVNPVETKLGTDGPALIGKWILLQLHPVITLGLPKFLDDVLLHTFRLPPILVKKDYQRLYDFFYTNSANLFIEAEKLGISKDEACHNLLFATCFNSFGGMKIFFPNMLKSIAKAGVEIHTRLANEIRSEVKSAGGKITMSAMEKMPLMKSVVYEALRVDPPVASQYGRAKQDLKIESHDAVFEVKKGEILFGYQPFATKDPKIFDRPGEFVADRFVGEEGEKLLKHVLWSNGPETESPTVGNKQCAGKDFVVMVSRLFVTEFFLRYGTLNVDVGTSALGSSITITSLKKA*

>CYP74B3

MNSAPLSTPAPVTLPVRSIPGSYGLPLVGPIADRLDYFWFQKPENFFTKRMEKHKSTVFRTNVPPCFPFFGSVNPNVVAVLDVKSFSHLFDMEIVEKANVLVGDFMPSVVYTGDMRVCAYLDTSEPKHAQIKNFSQDILKRGSKTWVPTLLKELDTMFTTFEADLSKSNTASLLPALQKFLFNFFSLTILGADPSVSPEIANSGYIFLDSWLAIQLAPTVSIGVLQPLEEILVHSFAYPFFLVKGNYEKLVQFVKNEAKEVLSRAQTEFQLTEQEAIHNLLFILGFNAFGGFSIFLPTLLGNLGDEKNADMQEKLRKEVRDKVGVNPENLSFESVKEMELVQSFVYETLRLSPPVPSQYARARKDFKLSSHDSVYEIKKGELLCGYQPLVMKDPKVFDEPEKFVLERFTKEKGKELLNYLFWSNGPQTGRPTESNKQCAAKDMVTLTASLIVAYIFQKYDSVSFSSGSLTSVKKAS*

>CYP74C3

MDTKESSIPSLPMKEIPGDYGVPFFGAIKDRYDFHYNQGADEFFRSRMKKYDSTVFRTNVPPGPFNARNSKVVVLVDAVSYPILFDNSQVDKENYFEGTFMSSPSFNGGYKVCGFLGTSDPKHTTLKGLFLSTLTRLHDKFIPIFTTSITSMFTSLEKELSEKGTSYFNPIGDNLSFEFLFRLFCEGKNPIDTSVGPNGPKIVDKWVFLQLAPLISLGLKFVPNFLEDLVLHTFPLPYILVKRDHQKLYNAFYNSMKDILDEAEKLGVKRDEACHNFVFLAGFNSYGGLKVFFPSLIKWIGTSGPSLHARLVKEIRTAVKEAGGVTLSAIDKMPLVKSVVYETLRMDPPVPFQTVKARKNIIITNHESSFLIKKDELIFGYQPLATKDSKVFKNAEEFNPDRFVGGGEKLLKYVYWSNGKEIDNPSVNDKQCPGKDLIVLMGRLLVVEFFMRYDTFEVEFGKLLLGSKVTFKSLTKATS*

>CYP74C4

MSSVSSKYPAIASSSDNESCKPLLQVREIPGDYGFPFFGAIKDRYDYYYSLGADEFFRTKSLKYNSTIFRTNMPPGPFIAKDPKVIVLLDAISFPILFDCSKVEKKNVLDGTYMPSTDFFGGYRPCAFLDPSEPSHATHKGFYLSIISKLHTQFIPIFENSVSLLFQNLEIQISKDGKANFNDISDAMSFDFVFRLLCNNTNPLDTKLGTTGPKCFDLWMLPQLAPLVTLGLKFVPNFLEDLMLHTFQLPFFIIKSKYQKLYDAFNEHAGSTLDDAEKSGIKRDEACHNLVFLAGFNAYGGMKILFPSLMKWVASGGKSLHTPLANEIRTIIKEEGGSITLSAINKMSLVKSTVYEVLRIEPPIPFQYGKAKEDIMVQSHDSNFLIKKGEMIFGYQTFATKDAKIFENPEEFIAERFMGSEGEKLLKYVYWSNARETDSPTVDNKQCAGRDLAVLLCRLLLVEFFMRYDTFTVESSKYLAGPLITFKTLEKKAI*

>CYP74C27 old SLCYP74C@1

MSSFCSKSPAISNCSNDEYSNSSLPVGEIPGDYGFPFFGAIKDRYDYFYNLGTDEFFRTKSRKYNSTVFKTNMPPGPFIAKNPKVIALLDSKTFPILFDNSKVEKKNVLDGTYMPSTNFFGGYRPCAFLDPSEPKHARLKGFYLSIISKYHTQSIPIFETSVSALFQNLEIQISKNGKANFNDISDAMSFDFVFRLLCDKTTRNVGPKYFDKWMLPQLVPLVTLGLKFVPNFMEDLILHTFPLPFCLVKSNYQKLYDAFSEHAGSILSEIEKSGIKRDEACHNLVFLSGFNAYGGMKVVFPSLIKWVASAGKSLHTRLANEIRTIIKGEGGSITLSSVNKMSLVKSTVYEVLRIEPPLPFQYGKAKQDIMVQSHDSNFLIKKGEMIFGYQTFATKDAKIFENPEEFIAERFMGSEGEKLLKYVYWSNARETDDPTVDNKQSPAKDLVVLLCRLLVVEFFMRYDKFTVESNKFLFGSSVTFKTLDKKTT*

>CYP74D1

MSSYSELSNLPIREIPGDYGFPIISAIKDRYDYFYNQGEDAWFHNKAEKYKSTVVKINMAPGPFTSNDYKLVAFLDANSFVCMFDNSLIDKTDTLGGTFKPGKEYYGGYRPVAFIDTKDPNHAALKGYILSSFAKRHNLFIPLFRNTLSDHLFNNLEKQVTEQGKADFNALLPTMTFDFIFRLLCDQKNPSDTVLGAQGPEHLRKWLFPQLIPSLSAKKLPNIIEDMLFHNFLIPFGFIKSDYNKLVDAFSKSAVSMLDEAEKLGIKREEAVQNILFLVGINMFAGLNAFFPHLFRFVGEAGASLHTQLAKEIRSVIKEEGGAITLSAINKMSLVKSVVYETLRLRPPVPLQYGKAKKEFMVQSHDASYKINKGQFVVGYQPMASRDPKIFANPDEFVPDRFMNDGEKMLKHVLWSNGRETESPAPDNKQCPGKDLVHLLGRLILVEFFIRYDTFTLEITPLFRAPNVAFNTLTKASK*

>CYP75A31

MALRINELFVAAIIYIIVHIIISKLITTVRERGRRLPLPPGPTGWPVIGALPLLGSMPHVALAKMAKKYGPIMYLKVGTCGMVVASTPNAAKAFLKTLDINFSNRPPNAGATHLAYNAQDMVFAPYGPRWKLLRKLSNLHMLGGKALENWANVRANELGHMLKSMFDASQDGECVVIADVLTFAMANMIGQVMLSKRVFVEKGVEVNEFKNMVVELMTVAGYFNIGDFIPKLAWMDIQGIEKGMKNLHKKFDDLLTKMFDEHEATSNERKENPDFLDVVMANRDNSEGERLSTTNIKALLLNLFTAGTDTSSSVIEWALAEMMKNPKIFEKAQQEMDQVIGKNRRLIESDIPNLPYLRAICKETFRKHPSTPLNLPRVSSEPCTVDGYYIPKNTRLSVNIWAIGRDPDVWENPLEFTPERFLSGKNAKIEPRGNDFELIPFGAGRRICAGTRMGIVMVEYILGTLVHSFDWKLPNNVIDINMEESFGLALQKAVPLEAMVTPRLSLDVYRC*

>CYP75B49

MAIFFLILYTIISSIILHFSLSLFFRKRYPVPLPPGPKPWPIIGNIIQLGPKPHQSTASMARTYGPLMHLRMGFVDVVVAASASVAAQFLKNHDANFSSRPPNSGAKHMAYNYHDLVFAPYGPRWRMLRKICSVHLFSTKALDDFRHVRQEEVRTLTRALANAGQNPIKLGQLLNVCTTNALARVMLGKRVFADGTNGMDPQAEEFKLMVVEMMVLAGVFNIGDFIPALDWMDIQGVAEKMKKLHARFDAFLTTILEEHKEKRVGESKEQGDLLNTLISLKNEEDDNGGKLTDTEIKALLLNLFIAGTDTSSSTVEWAIAELIRNPKILAQAQQEIDKVVGKNRLVMESDLAQLTYLEAIVKEIFRLHPSTPLSLPRIASESCEINGYFIPKGSTLLVNVWAIARDPNQWADPIEFRPERFLPGGEKPKVDVKGNDFEVIPFGAGRRICPGMSLGIRMVQLMTATLIHSFNWALPTGQLPDKLNMEEAFGLTLQRADPLVVHPIPRLEAQVYGG*

>CYP76A19 old SLCYP76A@3

MDWDWNYVVWSIIIIVSTTLIIVFSKRNSSCYKLPPGPPGIPIFGNMFDLGALPYQTIAQYKQKYGPIVWFKIGSVKTMSILSAKTATEFFKNHDFVFAERKIMDTMLVHDYNLGSLAIARYGTYWRVLRRICTVEMFVHKRINETMDIRRKCVDDMIHWIENEVSSKEVKGSGIEVTRFVFLSTFNMLGNLMFSRDLVHPGSKKASEFFNAMMRIMVLSSIPNISDIFPCLRRFDLQGLKKKMHREIGIALGIASTFVKERMKEREHGEVKKKDFLDVLLEFEGSGKDEPSKLSEHQITIFILEMFLAGSETTSSSVEWTLTELLRHPEAMGRVKAEISRIVVQKKKFEESEIDNLPYMQAVVKEVLRLHPPLPFLVPRRAMHDTNFMGYDIPEDTQVFVNVWAIGRDPEYWDDPLDFKPERFLNSKTDFKGQCYEFLPFGAGRRMCVGLPLGNRMLHFVLGSLLHEFDWELPSNVTPVSMDMKERMGMTVRKFNPLTAVPTKTSG*

>CYP76A20 old SLCYP76A@4

MFSYAYLRYHTTIVKYKNQSIFFLKFLREKMDWEFNFYILCSTIIFLLAFIFLIYQKNSSFSKYNLPPGPNGLPIFGNYLILLGSEPYKKIASLKDKYGPILWLKIGPSMNIMVIQTSYSSSELFKYHDVTFSDRNIVDVNLAHNFYKGSMALAPYGNYWRFSRRICTVEMFVHKRINETTLIRQKSMNRMLGWIEKKASSGGGVIEGIEVTRYVFLASFNMLGNMILSKDLVTDPESEKGSMFFNAMMGIMEWSGVPNISDIFPCLKMFDLQGLRKKMKRDMGKAIEIIKNFIEERIEERKKGEENKSIKDLLDVLLDFEGSGKGEPAKLSEHEITIIILEMFLAGTETTSSSVEWALTELLRHPRAMTKVKLEISQVIGPNKKFKERHIDSLPYMQAILKESLCLHPPLPFLIPRKAIQDTKFMGHDVPKGTQVLVNVWAIGRDPECWNDPFEFKPERFLESKVDVKGQNHELIPFGAGRRMCAGLPLGHRMMHFAFGSLLHEFDWELPNNVSPKSINMEESMGITARKKQPLKVIPKRV*

>CYP76A21 old SLCYP76A@2

MEWEWSYLFFSAIIFLPILILFFSQKKSSKCCYNLPPGPPGLPIFGNMFELGKEPYKKMSALKQKYGPVLGLKLGPSTNIMVVQTAEAAAELFKNHDTSFADRPIVDVNQAHNYFQGSLAVGRYGSFWRFQRRICTVEMFVHKKISETVPIRRKCVDNMLKWIEKTVNSAEKGNGIEVTRFVFLASFNMLGNLILSKDLADPESEEASEFFNAMKGIMEWSGIANVSDIFPFLRMFDLQKLRKKMTRDMGKAMEIMSMLLKERKKGMEKMKDFLDVLLEFEGTGKDEPAKLSEHEIKVLIVEMFLAGSETTSSSVEWALTELLRHPQAMAEVKTEISKAVGSNNRFEESDIENLPYMQAVIKESLRLHPPLPFLIPRETIHDTNFMGYDVLKGTQVLVNAWAIGRDPECWDDPMSFKPERFLGSKIDVKGQHYELIPFGAGRRMCVGLPLGHRMMHFALGSLLHEFEWELPDGVSPKSINMDESMGVTARKRDSLKVIPKKAYYLSQLYINNKRELLE*

>CYP76A22 old SLCYP76A@1

MEWIWGYIFFSIITVLFPFLHFRWRTLLYNVRQQLPPGPRGWPVFGSMLELGNEPHKTLMDLKQKYGPVVWLKLGSINTMVILSAKAAGEFFRNHDMAFAERSVTEVMKSHGYDKGSLALAPYGTYWRIMKRIMTVQMLVNKRITETVEVRRKCIDDLIEWIENREFSSSEGIHVAKFVFLASFNMLGKLVLSRELVDPKSEKGTEFFAAMVGLMECSGHQNIVDVFPWLRWLDPQGLRRKMDRGLGKTIEIVSGFLKERFEERERTGEKKKDFLEVLLEYEGKGKDEPEKISDQELILIILEIFLAGSETTSSSIEWAMTELLCNPEAMDKVKTELSEVLGDTKKFEENDIDNHKYLQAVVKETLRLHPPIPFLVPRKAIQDTEFVGYHIPKGTQVFVNTWAIGRDPECWKDPLDFKPERFLDLNIEYRGQNFEFIPFGAGRRICAGIPLAHRMLHLVLGALLSEFDWEIDVSVLDEALDTRDRMGVTVRKLKPLKAIPKTKNRTL*

>CYP76A23Pv1 old CYP76x@3P

FLA*SETTSSSMAWVLTELLRLPEAI*RVKAVIMQVVFKEPLRLHTLLSFLSLRRVMPNTNFMGYDISKNTQVLFDIWVICQVP

>CYP76A23Pv2 old CYP76x@2P

FLA*SETTSSSMAWVLTELLRLPEAI*RVKAVITYFMQVVVKEPLRLHTLLSFLSPRRVMPNTNFMGYDISKNTQVLFDIWVICQVP

>CYP76A6

MEWELSYLFFSSIILLSIFILFFSKKNSTYNLPPGPPGLPVFGNMFELGTESYKKMAALKQKYGPVLGLKVGTSTNIMVVQTAQAAAELFKNHDTSFADRPQVDVNSAHNYYQGSPALARYGPFWRFQRRLCTVEMFVHKKISETVRVRRKCVDDMLKWIEKAGCSAEKGSGIEVTRFVFLASFNMLGNLILSKDLADPESEEASEFFHAMKGIMEWSGVANVSDVFPFLRKFDLQSLRKKMTRDMGKAMEIMSMLLKERKKGMEKMKDFLDVLLEFEGTGKDEPAKLSEHEIKVFILELFLAGTETTSSSVEWALTELLRHPQAMAEVKTEISKAVGSNNKFEESDIENLPYMQAVIKESLRLHPPLPFLIPRETIQDTKFMGYDVLKGTRVLVNAWAIGRDPECWDDPMSFKPERFLGSKLDVKGQHYELIPFGAGRRMCVGLPLGHRMMHFALGSLLHEFDWELPDGVSPKSINMDESMGVTARKRDSLKVIPKKV*

>CYP76B11P old CYP76B@8P

MNYYILVFVSIFALIFLYIIAKIRSKKLPPGPSPWPIIGNFHLLGAKPHVSLANLAKNYGPIMSLKIGQMTTVVISSSTIAKQVLKNQDEAFSSRFIPNVVQAHNYSKFSMVWLPVCPQWRMLRRILNTKMVSPHSLDANQHLRSQKVKEMIAYCEKCSQQGEALDVSQVAFKTILNLLSHTLFSKDLANTSSDSKVEELKEVIWRIMNEVGKINLVDFFPILEKIDFQGIRCRATIHIGKLFELFDGLINERLEEKRRGCYGKSDVLEVLLNAENTEEIDQNHIKSMLLDLFIGGFDTTTNTLEWAMSETLGQPEIMKKAQAELAQVVGKGKSIQEADISRLPYLQFIVKETLRMHPPAPFLIPRRVDHDVKLFDYIIPKGSLVLVNVWAICRDSTFWEEPLIFKPERFQSLELDVRGKYFELIPFGAGRRICPGLPLELRMVHVMLGSMLNSFNWKLKAGIDPKDLDMDEKFGFITPKAHPLRVIPSPI*

>CYP76B11P-de3b old CYP76B@9P

ALRWMPLILGSMLTSFNWKLKACIEPKDLNMEEKFGAIIAKAHPLRAIPSPL*

>CYP76B12 old SLCYP76B@5

MDYCTLVFGSIFSLIFLYILAKICSKGNKKLPPGPSPWPIIGNLHLLGTKSQVSLANLAKIYGPIMSLKLGQITTVVISSSTIAKQVLKIQDQAFSTYRFVPNAIQAHNYSKFSVAFLHVCPQWRTLRKILNKNIFSSKSLDANQHLRSQKVKEMIDYCEKCSEQGKVVDIGQVAFKTSLNLLSNTLFSKDLADPFSDSKVELKEVIKNIIDEMGNPNLVDFFPILEKFDLQGIKRRTTIHIGKLFKLFDGLINERLEEKRRFHSERSDVLEVFLSICEENPQEINHNHIKSVFLDLFLAGTDTTTSTMEWIMAEILKHPEIMKKVQIELEEIIGKGKSIEEDDISRLPYLQCTVKETLRLHPSAPFLLPHKVEQDVELCGYIVPKGSQVLVNVWEINRDSTFWEDPLVFKPERFWHSNLDVRGQDFELIPFGAGRRMCPALPLALRMIPVMLGSLLNSFNWKLEAGIRPEDLDMEEKFGLALVKAHPLRAIPSPL*

>CYP76B12-de3b old CYP76B@6P

VLVSV*EIGEDSTLWEDPLVFKPERF*HLNLDVRS*DFELIPFGER*RMCPGLALALRMIPVMLGSLLNSFNWKLEADIGPQDLDIFGLDLAKAHPLLSIPSPF*
>CYP76B12-de3c old CYP76B@7P

MLVNVWTIGRDPASWKYPLVRGSWI*LEVDVRGKDFELIPFGAGLRICPRSPLAALRMVPIMLGSLFHWKLGEGIISTPKE*DMEEKYHFSQSPS

>CYP76B13 old SLCYP76B@4

MDYYTLVFVSILVLANIIAKICSKGSKKLPPGPSPWPIIGNLQLLGAKPHISLANLAKNYGPIMSLKLGQITTIVISSSTIAKQVLKTQDQAFSSRFAPNALQAHNHYKFSVAWLPVCPQWRTLRRILNTNLLSSNKLDANQHLRSQKVKQLIDYCDKCSQQGEALDIGQVVFKTSLNLLSNTLFSKDLADPFSDSKVELKEVIWGIMAEVGKPNLVDFFPILEKIDLQGIRRRAIIHFGKLFKLFDDLINERLEEKKRPGFMEKSDVLEIFLNITEKNPQEIDHNHIKSMFMDLFGAGTDTTTSTLEWAMAELLKQPEIIKKAQVELAEIIGKGKLIEEADVFRLPYLQCIIKETLRLHPPVPLLVPRKVDQDVELCDYIIPKGSQVLVNVWAIGRDFTFWKDPLEFKPERFLNLDLDMRGQDFELIPFGAGRRICPGLPLALRMIPVMLGSLLNSFNWKLDAGIEPQELDMEEKFGITLAKAHPLRAIPSPL*

>CYP76B13-de1b old CYP76B@3P

DNDKMCVSIFAWIFLYIIIAKICRRGSKKLPSWPILWEI

>CYP76B13-de3b old CYP76B@2P

IVPFGAGLRICPEFPLALRIVPVILGSLLKSFNWKLEANIVPKDLDMEEKFGITLGKAHPLIVIP
>CYP76B13-de3c old CYP76B@1P

LALRIIACNVWSILNSFNWKLLDGIAKSHPLQAIVSP
>CYP76B14P old CYP76B@26P

VMKRVYASS*NISKKGNLIEEVDIV*LPSLQCIMKETFQLHPPTPLLVPGKIEDDVEVCGYTVPNGSKVLINV*EIGRDTTIWEVPLVFNHD

>CYP76B15P old CYP76B@28P

MLSFFKILALFFSVKIILFVILSLSQLTEIHGQIMRLKLGQIRIVVISFSGMANQVLQKQVKVFSIRSIKNMVQIENFDIFFVSWLPAS

>CYP76B16P old CYP76B@15P

KSGENGEAVNIGRGTFSTSLNLLSNTNISKDLTDPFSDSAKELVWNIMVEVGKPNLIDYFPWWNIMVEVDAHSIWQQMTDYFTKSDHLMRGLVDHQLKKREIRNRSNIDVLDALLNICPEEIDRSHIEQWLAGSDTTSNTLEWAMAELFKNPHTLEKSQEELAHVIGRGKLIDETDVGKLP*LRCIVKETFRIHPQVPFLIPHKVEEDVELYGFLPKDSQVLVNVYGKTLWTVGRPERFWESEKDVRGRDFELLPCGAGRRIFPLAIRMISSLINTFHWKLHGGISPNELNMEEKFGITLAKTQSLLAVPILL*

>CYP76B17 old SLCYP76B@16

MDYVNTLIGVLFACFLVRGLLISLRRTKRLAPGPFALPIIGNLHLLGHKPHVSLTQLAVKHGPIMNLKFGQINTVIISSSVLAREVTQKKDLTFSNRCIPDALRACNHNDFSAIWLPVDSQWRKLRKIMNYHIFSGNRLDANEHLRSKKIQELIDYCGNCGKVGETVNISRATFRTAMNLLSNTFFSIDLTDPFTDSAKEFKELVSNISIEAGKPNVVDFFPFLRKIDPQGVRRRMTKYFTKILHIMSDLIDERLKERSMGKHANVDVLDALLNICPKEIDRNQIEQLCLDLFEAGTDTTSNTLEWAMAELLKNPHTMKKAQEELAQVIGRGKLINAADVANLPYLRCIVKENFRIHPQVPFLIPRKTEEDVDFCGYIIPKDSQILVNVWAIGRDSSLWENPLDFKPERFWESEIDIRGQDFELLPFGAGRRICPGLPLAIRMIPIVLGSLLNTFNWKLQDGITPEDLDMEERFGITLAKAQPLLAIPILL*

>CYP76B18 old SLCYP76B@18

MDYVNICLGFFFIFFLVRGVLISLRRSKRAAPGPFPLPIIGNLHLLGHKPHISLAQLAKKHGPIMNLKLGQINTLVISSSVLAKQVLQKQDLSFSNRFVPDALRACDHSGLSVVWLPVNNSQWRTLRKVMNSHIFSGNKLDANEHLRTKKIQDLIDYCYNCSKVGEAVDMGRASFRTSVNLISNTIFSKDLTDPFSDSAKEFKELVWNIMVEVGKPNLVDYFPFLKKIDPQGIRRRLTEYFTKLLHLISGLIDERIKERKMGNRANVDVLDALLNISPDEIDRNHIEHLCLEMFAAGTDTISNTLEWAMAELLKNPHTLEEAQKELEQIIGRGKLINEADVPKLPYLRCIVKETFRIHPQVPFLIQRKTEEDVDFCGYTIPKDSQVLVNVWAIGRDSSLWEDPLEFKPERFWDSEIDFKGRDFELIPFGAGRRICPGLPLAIRMVPVALGSLLNIFNWKLHGGIAPKDLDMEESFGITLAKTQPLLAIPIPV*

>CYP76B18-de3b old CYP76B@17P

QTKVQEELAQVIGRGKLINETDVSKLPSLRCIVKENFRIHPQVPFLIPRKAEEDVEFCGYIIPKDSQVLLNIWAVGRDSSLWEDPLDFKPERFWDGLHNRSMEFLL
>CYP76B19 old SLCYP76B@19

MDYFDILLGVLFVWVLVRGVLISVRRSKRVAPGPFPLPIIGNLHLLGHKPHISLTQLAKKYGPIMNLKLGQINAVVISSSVLAKEAMQKQDLAFSNRFVIDAIRACNHDDFSVIWLPVNNSQWRTLRKIMNSHIFSGNKLDANEHLRTKKMQELIDYCHKSSKVGEAVDIGRAAFRTSLNLLSNTIFSKDLTDPFSDSAKEFKELVWKIMVEAGKPNLVDYFPFLKKIDPQGIRRRSTNYFTEILHRMSDLIDERLKERELGNRENIDVLDALLDISPDEIDRNQIEHLCLDLFAAGTDTTSNTLEWAMAELLKNPRALEKAQKELEQVIGRGKPIDEADVAKLPYLRCIVKETFRIHPQAPFLIPRKVEEDVELYGYTIRKDSQVLVNVWAIGRDSSLWEDPLNFKPERFWESDIDFRGRDFELIPFGAGRRICPGLPLAIRMIPIALGSLINTFNWKLHGGIAPKDLDMEEKFGITLAKAQPLLAIPVPL*

>CYP76B20P old CYP76B@30P

EFKKLVSKIMVEVGKPNLVDYFPFLRKIDPQGIRRDDYFSKIINLMSDLINERLKERELGSCENVDVLDALLDISG*ITSKDLDMEENFGINLAKARPLLAIPIPL*
>CYP76B21 old SLCYP76B@20

MEYVNILLGLLFACFLVREVVISVRRSSKRVAPGPYPLPIIGNLHLLGDKPQISLAQLAKKYGPIMNLKLGQINTVVISSSVLAKEVMQKQDLSFSSRFGPDALCACNHNDFSVVWLPVNNSQWRSLRKSMNSHIFSVNKLDANKHLRTKKMQELIDYCHKSGQNGEAVDIGRAAFRTSLNLLSNTIFSKDLTDPFSDSDKEFRELVWNIMAEAGKPNLVDFFPFLKKIDPQGIRRRLTNHFSKVLQLLSGLIDERLKEREMGNRENVDVLDALLSISPEEIDRKHIEHLYLDLFAAGTDTTSNTLEWAMAELLKNPHTLEKAQEELAQVIGRGKLVDEADVAQLPYLQCIVKEALRLHPPVSLLIPRKVEEDVELCGYTVPKGSQVLVNVWAIGRDSGIWENPLDFKPERFWESEIDVRGRDFELIPFGAGRRICPGLPLAIRTIPVVLGSLINTFNWKLHGGIAPNDLNMEEKFGITLAKAQPLLAVPIPL*

>CYP76B22P old CYP76B@14P

PSEDGENEMDYVVIVGGLLLVRTLFQCIRWVAISKRGNKKFPPGPILLPLIGNLHNIFGDQPHKSLARLAQIYGLMMSLRMGQSVVISSPAVAKQVLQKQELAFSSRTIPDAIRTNNHHNLSVVFLPICSRWRSMRKFLNSNLFSGDKLDATQHLRSQKMQDFIGYCQTGESVNIGQAAFETMVNLLSNTIFSKDVVDP*GNSGKEFKDVVWDVMEESGKPNLSDHFPVLKRIDPQGIRRRIGKHSDKLLQLIGGLIDERLEQRRKSPNDSRTDFLEVMLNTSEEDPHAFDRNHIEYLCLVTLFNCTVGGIDTTLDWAMVEVMRKPYIKKKAKTDFADVIGKGKIIKEADIVRLPYLQCIVKETLRMHPPVPFLIRKVDQDVEACGYFVLEDSQVLVNVWSIGRDPATWEDPLTFKPERFWNLKMDVSGQNFELIPFGAGRRICPGLTLATAKLSTILGSLLNLFDWKAEGDIAAEFLDVEEKYGITLARLRPLRALPISL*

>CYP76B23 old SLCYP76B@13

MDYVVIIVGGLLLAWTLLQWIHWVAISNGSNKKLPPGPIPLPLIGNLHNIVGDQPHKSLARLAQIYGPMMSLRMGQITTVVISSSAVAKQVLQKQDLAFSSRTIPDAICANNHHQFSVVFLPAASRWRSLRKILNSNMFSSNKLDATQHLRSQRMQDFIGYCSKCSQTGESVNIGKAAFETMVNLLSNTIFSKDVVDPYANSGKEFKDVIRSVLEESGKPNFADYFPLLKRIDPQGIRRRTGKHFDKLLHHIMKGLIDERLEKRRKSQNGSRTDFLQVMLNTSEEDPQAIDRDHIQHLCLDLFVAGTDTTSSTLEWAMVEVMRKPYIMNKARSELADVIGKGTIIEEVDIARLPYLQCIVKETLRMHPPVPFLIRKVDQDVEACGYFVPKDSQVLVNVWSIGRDPATWEDPLTFKPERFWNLKMGVLGLDFELIPFGAGRRICPGLTMATTILSTMLGSLLNSFDWKAEGEIAAEDLDVEEKFGITLARSRPLRAIPIPL*

>CYP76B24 old SLCYP76B@12

MDYVGGLLLGCTLFLCIGWFAISKKCNKKLPPGPYPLPLIGNLHNILGGQPHQSLDKLAQKYGPIISLRLGLKTTVVISSSAVAKQVLQKQDLAFSSRTIPDAIYALNHYQFSVVWLPVANRWRSLRKILNSYIFSASSLDANQHLRSGKIQDLIAYCGGCSQTGEAVNIEQAAFETSMNLLSNTIFSKDVVDPYANSGKVFKDVVSSITEDAGKPNLSDYFPLFKTIDPQGIRRRVGKHFGKLLQQFEGLIDERLEARRKSATIGSTDVLDVLLNTSKEDAQAIDRNHIERLCLDLFVAGTDTTSSTLEWAMVEVMRKPYIMNKAKAELAEVIGQGKAIEEADVARLPYLQCIVKETLRIHPPVPFLIRKVDQDVEACGYFVPKDSQVLVHVWSIGRDPAIWEDPLTFKPERFWSSKMDVRGQDFELIPFGAGRRICPGLPLATRTLSVMLGSLLNSFDWKAEGDIAAEDLDVEEKFGITLARLRPLRAVPIPL*

>CYP76B25 old SLCYP76B@11

MDYYYYYCFYCTPLALLLAWTLFQCFNLLTTNRSRKVPPGPFPLPIIGNLHLLGNQPHKSLAKLADSHGAVMRLKLGQITTVVISSSDMAKQVLQKQDSAFSSRSIPDIVKEENFHMFSVGWLPASHPQWRIFRKFMTSHIFSINKLDASHHLRYKKLEELVGYCKKSSQIGEAVDIGGAVFRTMLNLLSNTLFSKDLADPYENSGKEFKELMEGMMKEMGKPKLVDYFPVLKIVHPQGLSRYNSHLGKLLKLFNGFINERLEIRKSPSYQNTDVLDALITSSEQNPQEINHMHIATLCLDLFDAGTDTSSNIVEWAMTELLRSPDIMKRVQAELVQVLGEGNLMEETDVARLPYLQCIIKETYRMHPPAPFLVPRGVEQDVELCGYTVPKDSKVLINVWAIGRDSTFWKDPLVFNPDRFMDSKLDVRGQNFELIPFGAGRRICPGLPLAIRMVPVMLGSLLNTFKWKIEGDIAPNDLDMQEKFGLTLTRLHPLRAVPLPL*

>CYP76B25-de2b3b old CYP76B@29P

IRYKKMEELFD*CERSSQMGEAVDIGAAIFRIMLNLFSNTFFSRVLGKELMEGMMMDMAKPNLVDYFPVLKM NERLDLRKSQNYQNTDVLDALITTSAHTPPQQINHSHIASFCLDLFNAGTDTIPNV
>CYP76B26 old SLCYP76B@10

MDYYCIPLALLFAWTLFQGLNLLVALTSNRSKKLPPGPFPLSIIGNLHLLGIQPHRSLAKLADSHGPIMHLKLGQITTVVISSSDMAKQMLQKQDLAFSSRSIPDTVQVDNFHMFSVVWLPASGPQWRTLRKILNSHIFSVNKLDATQHLRYKKMEELVVYCKRSSQMGEAVDIGGAIFRTMLNLLSNTLISKDLADPYENSGKEFKDLVEGLMIDMGKPNWVDYFPVLKLLDPQGLRRYNSHFGKLLKFFNGLINERMDLRKMNGQKSSDVLDTLLTATEDNPQDIDRKHIATILLDLFNAGTDTSSNVVEWAMTELLRSPDIMKKVQAELVQVLGEGNLMEETDVARLPYLQCIIKETYRMHPPAPFLVPRKVEQDVELCGYTVPKGSKVLINVWAIGRDSTLWEDPLVFNPDRFKDSKLDVRGQDFELIPFGAGRRICPGLPLAIRMVPVLLGTMLNTFKWKIEGDIAPNDMDMQEKFGLTLAKLRPLRAVPLPL*

>CYP76B27P old CYP76B@22P

EFGKEFRELVYKFMEEFGKPNIVDFFPILRRMDPQGIRRLISIHARNFLKLFEGLIDECVE*RKLHTNTRSNDNVLDVFLNVNQKDPAVIERKDIKHMFLDLFVAGTETTSNTVEWAMSEVMKTPEVMKKAQIELEKVIGKVKIIEERNVPLLPYLKYIVKETMRLHPPGPLFLRTAKQDVELCGYVIPKGSLVLIHVWFIARSLTIWEDPLVFNP*RFWGSEFEVGKDFELIPFGGGRRISPRLPLAMRTVLVILG*LLKSFDWKVKGEIEPKDLDMEEKFGLTLAKSRPLPVSNTQR*

>CYP76B28 old SLCYP76B@25_3

MDNYTTLVLGSTLALSFLYIIIAKICSIRGIKKLPPGPSPWPIIGNFHLLGTKPHRSLVNLAQIYGPIMSLKIGQKTIVVISSSTMAKQVLQKQDLAFSNRFITNALQAHMYSKFSVACLPVCPQWRMLRKILNKSVFSSNKLDANEHLRSQKVKELIAYCAKCSQQGKALDICQAVFKTNFNLMCSTLFSKDLADPFSDSKVELKDMIWGVMNEAAKINLADYFPILEKIDLQRTRYRANYHFGKLFKFLDDLIDERLEEKQRSHGEKNDVLEVLLNFSAENPKEMDQNHIKSMLLDLVAGGTDSPITILEWAMSELIRQPEIMKKVQLELGEVIGKGKQVEESNIPKLPYLQFVVKETLRMHPPTPFLIPRKVVEQDVELCDYIIPKDSSILVNVWAIGRDPTFWKDPLVFRPERFQNLEVDVRGRDFELIPFGAGRRICPGLPLAMRLVQTMLGSLLNSFNWKLEGDIEPKDLDMEETFSFISSKARPLRVIPSPL*

>CYP76B29P old CYP76B@27P_1 and CYP76B@27P_2

DLFNFGTDTILNIVECDMNEFLISPKLMKRVQSELVQLLGEGNPREEADIV*LTYLR*IMKE*CWLHS*YPLFVPQKVEEDVEVCNYIVPRGSKVLINVWINGKDSTLWEDPLVFNPDRFQDSKLAV*GQYFELILFVPCRRI

ALPLAIRMIPLLLGTLLKKCKRKIEGDISPKYLDMQEKFSLTFAKLRRLRVVPFPL

>CYP76B30 old SLCYP76B@23

MIPSIDMFYIGIICVLLLLAWTSIRVRNNKKLPPGPIPLPLVGNLHNIFGAPPHKSMERLANKYGPILSLKLGRLPTVVISSSAVAKEAVKKHDSAFSSKTPKDAVEAHNHHKFSVVWLPVDSSRRKNLRTILNSCIVTANKLDANQDLRSTKISELIAYCHRCSQTGDAVDFGIAASDIAINVLSNTIFSADLVDLCAESEKKFKDVIRSITFQIGKFNMVDYFPVLKWIDPQGINRSTCADFAKMFRIFRDFIDERLEQRKKNQKTKDVLDILLNMSEEKDGNGEGNNIATDRNQIEHLCLDLFIAGTDSSSATLEWAMLELMKNPHAMKKAKAELAQVIGKKEAIKEADLVRLPYLHCILKETLRIHPPVPLLSRKAEQEFELCGYFVPKGSQVMVNIWSIGRDPTIWEDPLVFKPERFWGSNVMDIRGQDDFKLIPFGVGRRMCPAISLAMRTVPIMLGSLLNSFDWVVEGNDDLDAEEKSGLIVGKLRPLRLVPISL*

>CYP76B31P old CYP76B@21P

MDYMNILIGLLFAGFWVHGVVSFSLKRIQIAPGPFPLPIIGNLHLLGDKTHISLTQLAKKHGPIMNLKLGHINTVVTSSSILAKQVTQRQNLSFSRRSIPDGLYACNHSVVWLPVNSQWRTLRKNMNSHISGNNIDVSKHLRREKVQELIENCHKSVRNCEAVNVGRAVFRTTLNMLSNNIFS*DLTDPFSNSAKEFKDLMGNIMVEAGKPNLVYYSPFLEKIDPQGRRRRLIYHFTKIIQLMSGLIDERINERKLGNLKNVNFLDSLLNICPQEIDRNHIKHLILDLFVAGTDATSNTFEWAMAELLKNLHILEKAQEELAQVIVKGKLIDEADVTELPYLRCIVKETIRIHPQSPFLIPRKAEEDVELSGYIISKDSQVLVNVWEIGHDASLWEDPLDVKPERFWESDMDIRDPDFELIPFDAC*RICPGLSLAIRMAPAGLGSILNTFDWKLYGGIAPKDLDMEEKFGIRWQKLNLC*

>CYP76B32P old SLCYP76x@1P

MDYNILIGV*FAYFLVYGVVICSLRRSKRVAPGPFPLPIIGNLHLLGDKPHISLTQLAIKYGPIMNLKLGQINTVVISSSVLAKQVMQKQDLSFSSRSVSDALYACNQSDFSVVWLPVNSQWRTFRKIMNSHIFSRHNLDVGKHLRSEKVQQLIDYCHKSGQNCEAVNIGRAAFRTTLNLLSNTIFSKDLTDPFSDSAKEFKDLVWNIMVEAGEPNLVDYFPFLRKIDPQGRRRHMTNHFTKVLQLMSGLIDERLNERKIRNHINSDVLDSLLNIFPQEIDRNHIEHLFLDMFVAGSDTTSNTLEWAMAELLKNPHTLEKAQEELADVIGRGKLIHPPVPFLIPRKTVEDVEFCGYIIPKDSQVLVNIWAIGNDSSLWEDPLDFKPERFWESDIDVRGRDFELIPFGAGRRICPGLPLAIKMVPVTLGSILNTFNWKLHGGIAPKDLDMEEKFGITLAKAQPLLAIPVPL*

>CYP76B33P old CYP76B@24P

VMKRV*AQIIQSLGKGNPIE*ADIV*LP*LQLIMKENF*LHPQTPLLVPQKIEEDDKVYGYTVPKGLKVLINVWDTGRDSTIGEDPLVFNPD*SVQED
>CYP76G10 old SLCYP76G@2

MEYEILGLLLLLLAWAAWAILTERRQRRLEEYGRLPPGPRWWQLLANIFQSGFAPHVSFAKLANKHGPMMTLWLGSMTTIVISSNEVAREMFKNHDIVLAGRKIYESMKGDIGNEGSLITNQYGPQWRMLRRLCTTEFFITSRLDAMRGVRTKCIDQMLEFMEDAANSSTTSIDVGRFFFLMSFNLIGNLMISKDLVDPTSDRGAKFFYHAGKVMEYAGKPNIADYFTILRCLDPQGIRRKTQFHVRRAFAIAGEYLRERMEDIENSDERKKDYLDVLLRYRGDGVEGPSRFSSQTINTILFEMFTAGTDTTTSTLEWAMAELLHNPTTLQKVQDELRRVINPSKKLEEEDLDKLSYLNAVIKETLRLHPPLPFLVPHMAMDSCNMLGYHIPKETQILVNVWAIGRDPKTWKDPLKFKPERFLEPNMVDYKGHHFEFIPFGSGRRMCPAVPLASRMLPLTLGSILHKFDWVLANGVKPQDLDMNERMGTLKKAIPLKAIPCLYIKNIPQRTKK*

>CYP76Y5 old SLCYP76Y@4

MELVILLFSISLIFFIILNITKSTTKLPPGPTGFPIIGSLLQLGSKPNQSLAELAKIHGPLMTLKLGSITTVIASSPETAKEILQKHDKTFSGRTIPDAVSSQPNREATLAWVPPDNIWRNKRRICNTQMFTNQKLDSLQELRHQKVERLVNHIRSRCESGSAVDIGRVVFATTLNLISNTIFSIDTVDPEFKTAHEFKELVGTIMKDAGVPNLSDFFPVLKWFDLQGVRRRIRPAYLRLHEIFEENIEKRVKGMTMKRDGDFLDVLLDHCKDENDRKTIKPIILDLFIAGSDTSAITIEWAMAELLRKPEELNKVGQEIMEQIGLERAVKESDMDKLPYLQAVVKETMRLHPATPLLLPHKAQHDVQVLGFTVPKDSQVLVNAWAIGRDPKSWERPLEFLPGRFMESSVDYKGRDFEFIPFGAGRRICPGMPLAIRMVNLILASIIQPFNWKLPDGMTPEKLDMEEQFGVTLKKAIPLIAIPSITTSNH*

>CYP76Y6 old SLCYP76Y@3

MELPILIFFISLIFFLFLIKPYFYTKKLPPGPTGFPIIGSLLQLGSRPNQSLAKLANIHGPLMTLKLGSITTVIASSPETAKEILQKHDKIFSARTVPNAVASQPNWEATLAWVPPDNMWRNKRRICNKQMFTNQKLDSLQELRRQKAEQLVSHIRSQCESGSAVDIGRVAFATTLNLISNTIFSIDMVDTEFKTAHEFKELVWTIMEESGVPNTSDYFPLLKWLDLQGIRRRIRPAYLRLHEIFEENIEKRLDDRATGQTMKKDGDFLDVLLDQCEVENSGFDRKTIKPLILDLFIAGSDTSASTTEWAMAELLRNPEELNKVRQEIIQQIGIERAVKESDMDKLPYLQAVVKETMRLHPAVPLLLPHKAQHDIQVLGFNVPKDGQVFVNVWSMGRDPKYWEKPLEFMPERFMESSVDYKGRDFEFIPFGAGRRICPGMPLAIRMVNLMLASIIQPFNWKLPKGMTTENLDMEEQFGVTLRKAIPLVAVPNFENK*

>CYP76Y7P old CYP76Y@2P

MEFSILVFCISIFLITWHFIKLLTLNFTKSTNKLPPGPTGFPIIGSHLQLGSKPNQSLAELTKIHGPLMTLKLGSITTVIASSAETAKEILQKHDKTLSARTAPDAVTSQPNPEATLAWVESDNMWRNKRRILNTQMFTNQKLDSLQPLRHQKGEQLVCHIRKLCENDSAVDIGRVAFATMLNLVSRSIDLVDPESDMAQEFKDLVWTINEYAGKPNLSDYFPVLKWLDLQGVRRRIRPASYKASVHQIFDQLIEKRVEDRASSPKMKVAGDFLDVLLDQCQDKESGFDRETIKPIIVDLFVAGSDTSAITTEWAMAELLRKPEELNKVGQEIMEQILLLPHKAQHDVQVLGFTVPKDSQVLVNVWTIGRDPKYWEQPLEFLPERFMESSVDYKERDFEYIPFGAGRRICPGMPLAIRMVNLMLASIIQPFYWKLPDGMTPEKLDMEEQFGVTLKKAIPLVAIPCMKENMVRF*

>CYP76Y8 old SLCYP76Y@1

MELPILVIIFISFILFIIKPYINSKPNKLPPGPTGLPIIGSLLKLGTKPNQSLAELAKKHGPLMTLQLGSLTTIVVSSAKVAKEILHKHDETFSARIVPVAVAAQPNPEATLAWVNGDHMWKKKRRFLSTQMFNNQRLDLLQELRHQKAEQLVSHIRSQCESGSAVDIGRVAFATTLNLISNTIFSIDMVDTEFKTAHEFKELVWTVMEDAGVPNLSDFFPVLKWLDLQGVRKRIKPAYLRLHEIFEENIEKRIEARAIGMKKKGDFLDILLDQCEDDGSGFGTNIKPLMVDLFIAGSDTSAITTEWAMAELLRKPEELNKVRQEIMEQIGLERAVKESDMDKLPYLQAVVKETMRLHPAVPLLLPHKAQNDIQVLGFNVPKYSQVFVNAWAIGRDPKSWERALEFLPQRFIESNVDYKGRDFEFIPFGAGRRICPGIPLAIRMVNLMLASVIQPFKWKLPDGMAPEELNMEEQFGVSLRKAVPLVAVPSMEEK*

>CYP77A19 old SLCYP77A@1

MDSFSTSSLSPYYHLIFTILAFVISTLIYSLTKKNKSKKLRLPPGPPGWPVVGNLLQVARSGKPFFQIMRELRQKYGPIFTLRMGTRTMIIISNADLVHEALVQKGQIFASRPRENPTRTVFSCDKFTVNAAVYGPVWRSLRKNMVQNGLSSIKLKEFRAVRKSAMDKMIDKIRAEADANEGLVWVLKNSRFAVFCILLAMCFGVEMDEKTIETIDQMMKSVLIALDPRLDDYLPILSPFFSKQRKRAMDVRKQQIETIVPFIEKRKKILESPEIDETAASFSYLDTLFDLKIEGRNSVPTNTELVTLCSEFLNGGTDTTATAIEWAIGRMIENPSIQSRLYEEIKNTVGENKIDEKDIEKMPYLNAVIKELLRKHPPTYMSLTHAVTEPAKLGGYDIPTDVNVEIFLPGISDDPNLWSEPEKFDPDRFFTGKEEADMTGVSGVKMIPFGMGRRICPGLNMATVHVSLMLARLIQEFEWSDPENTRVDFTEKLEFTVVMKNTLRAKIKPRM*

>CYP77A20 old SLCYP77A@2

MEPFIFTISAIFLSLFIFILTLKPKSKTLNLPPGPPGWPVVGNLFQVAGSGKQFFQYIRDLKPKYDSIFTLKMGSRTMIIVTSADLAHEALIEKGQIFASRPKENPTRTIFSCNKFTVNAAVYGAVWRSLRRNMVQNMLSPIRLKEFRDCRETAMEKLIERIRVDAKENNDVVWVLKNARFAVFYILLAMCFGVGMDDEEMIERVDQMMKDVLIVLDPRIDDFLPILRLFVGYKQRKRVNDVRKRQIETLVPLIEKRRRVLQNPGSDKTATSFSYLDTLFDVKIEGRKSGPTNAELVTLCSEFLNGGTDTTATALEWAIGRLIENPSIQEKIYKEIKTVVGDKKVDENDIEKMPYLNAVIKELLRKHPPTYFTLTHTVTEPVKLGGYDIPMDTNVEFFVHGISHDPNIWSDPDKFDPDRFLSGREDADITGVKAVKMMPFGVGRRICPGLGMATVHLNLMLARMVQEFEWLAYPGNSEVDFSEKLEFTVVMKNPLRAKVKPRT*

>CYP77B11 old SLCYP77B@1

MEVMDILLLGLAILFLFIWWKYWSITGGGKKNLPPGPPGWPLVGNLFQVILQRRPFIYVVRDLRKKYGPIFTMQMGQRTLVIITSSELIHEALVQNGPLFASRPPDSPIRLIFSVGKCAINSAEYGPLWRALRRNFVTELINPTRIKQCSWIRKWAMEYHMKRLEYEVSENGFVEVMANCRLTICSILICLCFGAKISEERIKKIESILKDVMLITAPQLPDFLPVLTPLFRSQVKQAKKLRQTQLEYLTPLVVRDRKAFVDSNGDPNSSESEMVSPIGAAYVDSLFSLEPPGRKLGEAEIITLVSETIGAGTDTSATALEWALLHLVMNQEIQEKLYEEIVDCVGKNGSISESDVEKLPYLGAIVKETFRRHPPSHFVLSHSVTNDTQLGGYNIPSDAYVEFYTAWLTEDPSLWKDPTEFRPERFLTGDGVDVDLTGMRGVKMLPFGAGRRICPAWSLGTLHINLMLAKMVHKFKWIPIPGNPPDPTETFAFTVVMKNPLKAIILPRI*

>CYP78A74 old SLCYP78A@5

MRTDIESLWIFALASKCKSFTSIYFILFIVLFWLLMNIIYWSHPGGPAWGKYNWSKKFRLASFNINNNNNDNYNISGPRGFPIIGSMNLMSGLAHRKIAEMAQSCVAKRLMSFSLSETRVIITCNPDVAKEILNSSVFADRPVKESAYSLMFNRAIGFAPYGVYWRTLRKIAATHLFCPKQIKASEAQRFQIARQMVTMFQLGGQDVVRVRDALKLASLNNMMCSVFGRKYSLDCCNAETEELGKLVEEGYELLGMLNWSDHLPWLAEFDPQKIRLRCSRLVPRVNKFVSRIINEHKAQSGDVHHDFVHVLLCLQGSERLSDSDMIAVLWEMIFRGTDTVAVLIEWILARMIIHPQVQSKVQAELDSVVGKSRALMESDVSEMTYLPAVIKEVLRLHPPGPLLSWARLAITDTTVDGYHVPAGTTAMVNMWAITRDPDVWADPLEFKPERFFNGPDFSVLGSDLRLAPFGSGRRTCPGKTLGLTTVTFWVATLLHEFRFEPIDNNGPVDLSEVLRLSCEMVNPLTVRVRPRHALHQTQ*

>CYP78A75 old SLCYP78A@2

MYPEYSLLFIPSTVVLNLELLLFFLLFFAVFAFWLTPGGLAWSFSKARVSIPGPSGLPLLGLVLTFTGSLTHRMLAKLSNGLKAESLMAFSVGFTRFIISSNPETAKEILGSSAFADRPVKESAYELLFHRAMGFAPYGEYWRNLRRISATHLFSPKRIACFGDFRREIGSKMVTEIASLMETDGHVKVKRVLHFGSLNNVMKTVFGKTYDFHEEDGRELEYLVSEGYELLGIFNWSDHFPLLGWLDLQGVRRRCKELVARVNTFVGKIIEEHRLNRVINAGNAADEDFHDFVDVLLDLEKENKLSDSDMIAVLWEMIFRGTDTVAILLEWILARMVLHPDIQTKVQSEIDAEVGTDRAVCDSDLPNLQYLQAIVKETLRVHPPGPLLSWARLAIHDTSVGHHFIPAGTTAMVNMWAITHDEKIWSQPEEFMPERFLEEDVSIMGSDLRLAPFGSGRRVCPGKAMGLATVQLWLAQLLQEFKWFPSDKNNVDLSECLKLSLELNQPLICKAVSRVH*

>CYP78A76 old SLCYP78A@1

MLALFILVISYYAYPWPFTLATLLFSLLLNFLLNYWLVPGGFAWRNYTYYHRNPNKLHGPFSWPFLGFLPQMGSCAHRKLAKIASSLGSTRLMTISLGATQVIISSHPDTAKEILWSASFSSRPLKESTKLLMFERAIGFAPYGSYWRNLRRIATNHMFSPRRISCFESLRQLIADKMIGEVVKEMNESGFIEIRGLLRQGSLSNILESVFGSSLGLEGERLGLMVKEGYELIGEFNWSDYFPLDFWGTKRRCYKLGAQVNEVVGEIMKKRRREGELVNMKNDFLSVLLSLAKEDQLKDEDMVAILWEMVFRGTDTIAILVEWILARTILHQDVQEKAQEEIDTCVGQNRNVQDSDIQNLPYLQAIVKEVLRLHPPGPLLSWARLAMHDTYIDKCFIPAGTTAMVNMWAITHDPTIWEDSWAFKPERFINKEDFSIMGSDLRLAPFGSGRRVCPGRVLGLATVHLWLARLLQRFKWLPNKPVDLSECLKLSLEMKKPLACRALNRSSI*

>CYP78A77 old SLCYP78A@4

MTTNTEKLWVFALATKYNFFNPINSILFALILSFVWFIINIIYWTHPGGPAWGKYNKLSKYLLVKNPIPGPNGLPFIGSMFMMTGLAHQKIAIMAQLFKAKRLMSFSLGETRFIVTCNHVVAKQVLNSKSFVARPVNESAYGLMFDRAIGFAPYGVYWRTLRKIASTHMFCSKQIKTSEAQRFEIAKQMVEIFNGRSEGLRVRDVVKKASLNNMMCSVFGRKYSLVDYFNDEMKEVSELVDEGYDILGILNWSDHLPWLAEFDPQKIKYRCERLVPKVNRIVGRIIDEHRAQPSNVHRDFVDVLLSLQGVEALSDSDMIAVLWEMIFRGSDTVAILIEWILARMILHPDVQSKVQEEVDRITEKSRPVKESDVTNMVYLQSVVNEVLRLHPPGPLLAWARLSIEDTIVDGYHVPAGTTAMVNMWAITRSEEVWSEPLEFKPERFMNQIEPVVFSVLGSDLRLAPFGSGRRSCPGKTLGLTTVTFWVASLLQEFKLKTADGSKTVDLSEVLRLTCEMKTPLMVKVQARNLTN*

>CYP78A78 old SLCYP78A@6_3

MTTNIESLWIFALASKCKSFTSINSVFFAIFVILIWLVMNMIYWAHPGGPAWGKHTWKKLRSNPIPGPKGFPIIGSMNLMSGLAHHKIAKIAKTLKASRLMCFSLGETRVIVTCNPEVAKEILNSSVFADRPIKESAYRLMFNRAIGFASYGVYWRTLRKISSNHLFSPKQIKFYEKPRFQIAKQLISMFEKNSPNDILRVRDGLKLASLNNMMCCVFGKSYDFDCCNLETKELMKLVDEGYELLGMLNWSDHISWLGEFDLQRIKQRCSELVPKVNKFVKKILDEHVNQSGDFVDVLLSLQGSERLSENDMIAVLWEMIFRGTDTVAVLVEWILARMTLHPDIQSKVQVEIDRIVGQSRTMTESDVSEMIYLPAVVKEVLRLHPPGPLLSWARLAITDTIIDGYHVPAGTTAMVNMWAITRDADVWADPLIFKPERFLNEAHSDMDFSVLGSDMRLAPFGSGRRSCPGKTLGLTTVTYWVATLLHEFEFGPSSNVDLSEVLKLSCEMAHPLKVKIRSRHAPKTN*

>CYP78A79 old SLCYP78A@3

MSFTSIYEDFTWWMFTLPPILETQNFFTLLIPTFIVFMVITIFTWAFTPGGPAWKNGLNSMGRVSIPGPKGLPFFGSLFSLSHGLAHRTLAFTASAYGATQVMAFSLGSTRAIVSSDPTIAREILTSPHFANRPVKESAKQLMFSRAIGFAPNGTYWRLLRKIASSHLFAPKQILAHESERQVECNSMLVSIAKEQNMHGLVTLRKHLQFASLNNIMGIVFGKKYEMFEDNKEAKELQEIVNEGFELLGAFNWSDHLSWLNYFYDPYTLKERCAVLVPRVESFVKKIIQDHKNGNSKKILEPHCDFVDVLLALNGEEKLHEDDMVAILWEMIFRGTDTTTLLTEWVMAELVLNQDIQEKIHNELKTIVGKNENARDAHISKLPYLQAVIKETLRLHPPGPLLSWARLSTSDVHLSNGMIIPSNTTAMINMWSITHDPNVWDNPSTFKPERFLKYSGGMDFDVRGNDLRLAPFGAGRRVCPGKNLGLVTVSLWVAKLVQQFMWVESETHPIDLSEVLKLSCEMKYPLSAKAVPRILD*

>CYP79A32

MFFFKISNLVDLLFRIFIFIVLKITNLWNSLIIIMRKTSSLPPGPKPWPIIGNFPQMLLNKEPPFHWIHKMMEKMNTEIACIRLGNIHVITVTSPELAREFLHTQDSIFSSRPICMSASLINNGYLTPIFAPMGDQWKKMRRILASHVLSPTSLEWIRSKRDEEADNLHRFIYNQCENQSIINLRNLTRYYCGNVIRNMTFSKPFFDITEEDRDEQVDAVFTLLKYLHALGILDYLPWLSVFDLNGHKKIINNAYVTATKDMDVEVDQRIQIWKDGKKTMEEDILDVLITLKDTNGNALLSAKEIKAQVLELMLAALDNPSNAVEWVIAEMLNQPKLMQKALEELNTVVGINRLVQESDLPMLNYVKACIKEAFRLHPITPFNVPHVSISDAIIGEKYFIPKGSRVLLSRLGLGRNPRVWEDPLKFKPERHLIEDGVGGEVVLTDSKLRLLSFSTGRRGCPGVKLGSTIATMLLARLLHGFSWSLPPNSTCNDLIVSSKIDPFDTLPLLAKAKPRLAKAMYP*

>CYP79A43 old SLCYP79A@1

MKIISINILSIFLKSNNTNTLWTIFICIIFICLILKKWNSSVRNNKIPFPPSPKSWPIIGNLPQLLLKSKPELIHWIHKIMKEMDTEIACIRFGNFNVIPVTSPELACEFLKTQDSVFSSRPLCMSASLVNNGFLTSIFLPSGDQWMKMRRILASHVLSPTSLQWLRHKRDEEADHLNRFIYNQPVLNVRKLTRYYCGNVVKNMIFSKRSLFGIIEKEEEQIDAVFTLIEYVYSFGVSDYLPCLSVFDLGGDKAIIMKAYDIATKQIDIEVDHRIQIWKDGNKTLKEDILDVLIMLKDINGNPLMNVKEIKAQVLELFLAIVDNPSNAVEWTLAELLNQPKLMQKAIEELNIIVGINRLVQESDLPRLNYVKACIKETFRLHPIVAFNVPHVSVSDTIISEKYFIAKGSVVILSRLGLGRNPRVWKDPLKFNPERHLKMKDGSEVVLTDSKLRLLSFSLGRRGCPGVKLGSTITTMLLARLLQGFTWTLPPNSPCNDLIKSSQTNNYCTLPFVAHAKERLAKDMYV*

>CYP79A44P old CYP79A@7P

MMKISNLLVISNNTTLFFVISTIFISIILKKWNSSVRNYNKSFPPGPQSWPIIGCFPQIILKNKNALTLRIHKIMKEMNTEIACICLGNYHVITVTSPELACEFLKSQDSIFLSRPLCMSANLASNGYLASIFLPTGDQWMKMKNMLTSDVLSPKSFQWLRPKRDKEADHLPKFDYSQCSNQLVINLRK

>CYP79A45P old CYP79A@6P

NLIRNMIFSKRSLFGIIEQEEEIDAFTLLQFVFSFSISTYQWMKMRGNLASHVLYQHHFNGFIIRGMKNSDHLHQLIYNLPVINLRKVTRYYCGKSLRLRFSARDHYLELKKKRSKLMHFFVLLEYVFSFCISYYLHLPCLSVFDLGGDKTIIIKAHATSTKHIDIEVDHRIQIWKDGKRTLEEDILYVLITLKDINGNPLMTVKEIKAQIIEFFMATMDNPSNVVERVLAEMLVKKKVL

>CYP79A46 old SLCYP79A@3

MKIPNLLLMVTSNNTTLFFIILTIFISIILKKWNTSVRNYNKPFPPGPKSWPIIGCFPQIILKNKHALINRIHKIMEEMNTEIACIRVGNYHVIPVTSPELACEFLKGQDSIFSFRPLCMSASLVSNGYLTPIFVPSGDQWMKMKKILTSHVLSPTSFQWLHCKRKEEADHLHRLVYNQCSNQLVINLREVTRYHCGNVIRNMIFSKRSLFGIIEQDEEQIDAVFTLIEYVYSFSISDYLQWLSFLDLDGHKAIIKKAYAIATKYIDIEVDKRIQIWKDGNKTLEEDILDVLIMLKDTNGNPLMNVKEIKAQVLEFFMATVDNPSNAVEWALAEMLNEPKLMQKAIEELNTVVGINRWVQESDLSRLNYVKACIKEAFRLHPFMAFNVPHVSVSDTIIGEKYFIPKGSIVLLSRLGLGRNSRVWEDPLKFKPERHLKMKDGGEVVLTDSNLRLLSFSIGRRGCPAVKLGSTITTMLLARLLQGFTWDLPSNSPCNDLIESSKINHFSTLPLLAQAKPRLAKAMYL*

>CYP79A47 old SLCYP79A@2

MKIPNLLLMVISNNTTLFFIILTIFISIILKKWNTSVRNYNKPFPPGPKSWPIIGCFPQIILKNKHALINRIHKIMEEMNTEIACIRVGNYHVIPVTSPELACEFLKSQDSVFSSRPICMSANLISNNYITSIFLPIGDQWMKMRRILASHVLSPTTFQWLSCKRDEEADNLHRFVYNNQCISINLRRVTRCYCGNVIRNMIFSKRSSFGSTIEEEEQVDAVFTLLEYLHSFGISDYLPWLSFFDLDGHKAIIKKAYAKATKHIDIEVDKRIQIWKDGNKTLKEDILDVLIMLKDTNGNPLMNVKEIRAQVLELMLATVDNPSNAVEWTLAEMLNEPKLMQKAIEELNTVVGINRWVQESDLPRLNYVKTCIKEAFRLHPISPFNVLHVSVSDTIVGEKYFIPKGSIVLLSRFGLGRNCRVWEEPLKFKPERHLKMEDGGKVVLNLRLLSFSIGRRGCPAVKLGSTITTMLLARLLQGFTWSLPPISPCNDLIESSKINHFSTLPLLAQAKPRLAKAMYL*

>CYP79A48P old CYP79A@10P

HWK*KIM*EMNSGISCIRVGTFYKNYVTSSELACEFLHIQDSIFSSRNICMSGNLISNVYLTSVFLPIADQ*THIRRNLASHVLLTTSLKWLHHKRDEEDNHLH*FINNQLNNQRVINIRKVTRRSSGNVVCNMIFSKRLCEIIAEDEQVDALIRLVEYLHANGL*DFFPWLSAFDLDGHKKIIKKAYVTATKHIDAEVDQIIHI*KDRNKSLE*DILDVRIVLKDSNGNPLMYVKEIKAQELELIFATVDNPSNALEWALAEMLNQ 

>CYP79A49P old CYP79A@9P

PIIGSLP*MLLDKKPTYHWIH*ILEEMDTEIACIRFGAFHVIHVTFPQLAREFLQIEDSICNKRILSLYKS

>CYP79A50P old CYP79A@8P

QMLLNKKPTYHWIHKIMEEMDTEIACIRVGTFYVIHVTSPKLTSEFF*IHDSI

>CYP79A51P old CYP79A@5P

KIMEEKNTEIACIVIIPELACEFLKSQDSISHLHVQFLSKVVKKILTCHVLSPTSFHRLVYNQCSNNQLVINLRKVTSWYHCGNEYDFQQEIMRNKLMQFLNLLNICLNILFDLDGHKAMQLSRKHMIKQQNILILKLIRGFKYGKMANKKTLEEDILDVLIMIKDTNYFIPKGSIVLLSRLGLGQNFRVWKESLKFKPKCHLKVEDDDELVLTDSNLHLLSFSIGRRGCPAVKLVQQLLARLLQGFTWALPSNSPCNDLIESSKINHFSTLPPRLAKVMYL*

>CYP79A52 old SLCYP79A@4

MVIYNVLSTFSKSNNNTTLWKIIISTILSKWNSKLVRNNKSFPPCPKSWPIIGILPQIFTKNKSSFVYWIHKTMEEMNTEIACIYVGNVHVIPVTSPELACEFLKIQDSVFSSRPICMSAKLISNNYLTSVFLPIGDQWMKMRKILASHVLSPSSLQWLRPKRDEAIDDLVEFVYKQCINQQFINLRKVTRCYCGNAIRNMVYNKRSLFASREEDEQQVDALFTLLKYLHCFGISDYLPWLSMFDLDGHKAIIKKAYDIATKQIDIEVDHRIQIWKDGYKNLEQDILDVFIMLKDDNGNPLMNAKEIKAQVLELMLATVDNPSNAVEWTLAEMLNQPKLMQKAIKELDDVVGMNRLVQESDLPRLNYIKACIKEAFRLHPISPFNVPHVSVSDTIIGEKHFIPKGSIVLLSRLGLGRNPRVWKNPLKFKPERHLKKKKKDDGEVVLTDSKLRLLSFSIGRRGCPAVKLGSTITTMLLARLLQGFTWSLPPNSSSNDLLESSKVDHFCTLPLLAQAKPRLANNMYHF*

>CYP80E6 old SLCYP80E@1

MALPFEILFLLPFFLLPLTFFYFKVLRSSEITQLPPGPTPWPVIGNIFHMGKMPHITLTNFAKIYGPLMSLRLGSQCLVVGSSTSTAIEILKTHDRILSGRHVPNAVPAKRSDLDKISMGWTSECHNEWRYLRTLCRAELFSGKVLESQAYLREKKVMELVEFLRSKEGQVVNIGELVFATVLNMLSNVLISKDMVNLEKEIEDGGIRNLIRGLVEAISAPNVSDFYPVLGKLDLQGLRKRARYVMTEIRSNWELILEERRKNKESGSSSQHDFLEALLDNGLTNDCIHQLFVLVSAGSDTSTSTIEWAMAELIKNVETMKKVQEELEIELSESDYPKESQLLQMSYVQACVKETLRLHPPAPFLLPHRAIETCQVMNHTIPKDAQILVNVWAIMRDPLIWEDPEMFRPQRFLSSDMDFKGNDFEFLPFGAGRRICPGLPMAAIIIPLVLASLVHFFDWELPHRERPTELDMTEKFGVTLQKKEPLLLIPKPRK*

>CYP80E7 old SLCYP80E@2

MFLLPLFLLALTFFIFNIFRSSKTTQLPPGSTPWPVIGSIFQMVKMPHITLTNLAKTYGPVMSLKLGTKWLVVGSSSLAAIEILKTHDRILSGRDVPNAAPSKGLDLDKTSLGWRSECNSGWRYLRTLCRAELFAGKVLESQACLREKKVMELVEFLRSKEGQVVNIGELVFATVMNMLGNVLISKDMVNLEEEIEDGEIKSLVRGIVEVLSAPNISDLYPVLGKLDLQGLQKKSIDLVTKLCSNWEPILEEKRNSRRTRFLGLLDNGFTNDSIHQLLMLLLAGSDTTTSTIEWAMAELIKNVESMKKVQEELEIELSESDYLKESQLLQMSYIQACVKETLRLHPPGPLLLPHRAIKTCQVMSYTIPKDAQIFVNVWAITRDPLIWEEPDMFRPQRFLNSDMDFKGNDFEYLPFGAGRRICPALPMAAIEIPLVLALLVRFFDWELPHGKCPVELDMTEQFGVTLQKKEPLLLIPKARK*

>CYP80F2P old CYP80x@4P

MSKTGEDIFSITLQFYLNIFLVITFKYLFSLSKKLPLPPAPFSWPLIGNIFQVDRRRPHASLAKLAQVHAPDLMSIRFSTRFVVMASSPVVAAEVLKTNYRMLSGRTIPFSFILSPGMETSQFFTQSLRNVMIIGKVFRAELFNSKAKVSMR*KKIAEMMQHLVVKQGQVVKIRGRGVCDNFQCNWFNLILSKDLMDYEGNGVGARDPKNWDDSNSKYLSIQKGRYFKSIPCGSGRRVCVGFLASRFVPLVVASLIHGFDWIFPNDMDPAHIHRNEILVITMFKNGPLDLVIPKLRKKVREFFIFFG*

>CYP80F3 old SLCYP80x@3

MMYYLITPILLSLVFVITLRYFYRSKTKLPLPPGPFSWPFIGNLFHVGRKRPHASLAKLAQSHAPDLMSLRFGTRLVVVASSPAAAAAVLKTHDRLLSGRFVSHPIRVEGSKLHNVSTAFLEECDENWKNVRTIYRGALFSNKALESQVSLRENKIREMMQYLDTKMGQVIKIKFVVFVTALNVLANLLLSVDLIDFEGKGIGAGLTEYLRKFTEAGGILELSDLYPVLGILCTDLQGTYKKLIGMFDTICAVWGDIVQDKRKRDSQPSLDSVDFVDALVKNGFTDKHVNALLLEIFAAGTESTTATSEWMLVELLRKPQALQKLRDEISQVVGGSKGIIKESDLPSLPYLDACFKETLRLHPPGPLLLPHRAVQTCEVMGYRIPRNTQVLVNMWAIARDSKIWDDPSSFKPERFINSKFDNKGQKFEYIPFGSGRRICAGEPLASRFIPLAVASLIHKFDWILPNEIDPAKINMDEVLDVTMFKKDSLLVIPKLRNV*

>CYP80F4P old CYP80F@1P

QITETCEVMGYRIPKDTQLMVNMWAIARDPKVWDDPSSFKPERFMNSNMDYKGRYFEYIPFGSGRRMCAGEPLASRFVPLLVASMIHKFDWFLPNDMNLDQIDMDEILDLIISKKDPILVIPKLRK*

>CYP80M1 old SLCYP80x@1

MEYYTLPASFLIFIPFFLLIFKQLVPKSTNLPPGPRPWHLLGNLLQIGKTPHVSLAKFAQIHGPLISVKLGTQLVVVASSPASAAEILKSQDRLLSVRSVPKVATYELSVIDQHSIVFSSDLSNQWKFLRAFCRTHLFSPKAVESQAALREKKVSEMMNFLRSRKGETVKISEILFGTILNTLGNLFFSKDLCDLDYETNTSGIKHVIRKFVELGAMPNISEFYPLFDALDLQGLRKQTEIYQNRLVNIWSEIVKEKRQAISRSSSDFLDAMIDNGFSDLQVDILLMELISAGSDTTTSTIEWAMAELLRNKGAMRKLKAELASKLGENDIITESNVSELPYLAACVKETLRIHPPTPFLIPRRAPETCKIMDYTIPKNSKLFVNAWAIGRDSNTWEDALSFRPERFLNSNVDFRGQDFEFIPFGAGRRICPGLGFARQEIQLILASLIHYFEWSLPNGEDPMQIDMKEKFGVTLQKEKSLLAVPK*

>CYP80M2 old SLCYP80x@2

MEYYMLPPSFLIFIPLLFLIVKQFIPKSGNLPPGPRSWPLLGNILQIGKNPHISLAKFAQIHGPLISVKLGTQLVVVASSPASAAEILKTQDRLLSARSPPSVAPYELSVINQHSIVFSSDLSNHWKLLRAFCRTHLFSPKAVESQTALREKKVSEMIHFLKSKKGETVMISEILFGTILNTFGNLFFSKDLCDLDHETKTSETKRVFRKFIELGAMPNISEFYPLLEALDLQGLSKQTKMYQNQLINIWSQIVKEKRQAVNRRSSDFLDVMIDSGFSDLQINILLTELISAGSDTTTSTIEWAMAELLRNKGAMHKLQAELTSKIGENDIITESNISDLPYLAACVKETLRLHSPTPFLIPRRAPETCKIMDYTIPENSKLFVNAWAIGRDSNTWEDALSFRPERFLNSNVDFRGQDFEFIPFGAGRRICPGLGFARQEIQLILASLIHYFEWSLPNGEDPMQLDMEDKFGVTIQKEKPLLIVPM*

>CYP81B37 old SLCYP81B@2

MEISYYTLIFTFIYILKNHFLRKFQNLPPSPFISLPIIGHLYLLNKKPLHKTLANITEKHGPLLYLRFGSRPVLVVSSPSLAEECFTKNDVVFANRVNLLAGKHIGYNYTTLVWASYGQHWRNLRRIATHEVLSTQRVQMFADIHRDEVRALLQRLLRGKTSGGDTNTNVVDMKAVFFEMTLNIMMMMIAGKRYYGDSAGKLEESRRFKEIVIESFQVSGATNIGDFVPLLKWIGVNKLEDKVKLLQEKRDKFMQELIEEHKNRRKGSYLEQKNNTMIDVLLSLQDSEPDYYTDEVVKGMGIVMLTAGTDTTASTMEWALSLLLNNPEALKKAQNEIDTHLGESSRLLDESDLAQLPYLHGIINETLRLCPAAPLLVPHESSDECVVGGFRVPRGTMLLVNLWAIQNDVKLWDRPNEFMPERFIDFKGQRDGFRLMPFGYGRRGCPGENMAMHVAGLALGSLIQCFEWERVSEELVDMTGGPGLTMPKAIPLLAKCRPRQNIDNLLTHL*

>CYP81B38 old SLCYP81B@1

MEISYYILIFISLYLLKNHFLRKFQNLPASPFISLPIIGHLYLLNKKPIHKTLANISEKHGPLLYLRFGSRPVLLISSPSLAEECFTKNDVVFANRPRLLAGKHLGYNYTTLLWASYGQRWRNLRRISTHEVLSTQRIQMFADIRRNEVHTLLQRLVRGKSCGGDPNTNVVDMKAAFFEMTLDNLMMMIAGKQYDGDSDEKLEASRRFKEIVTESFKVSGATNIGDCVPLLKWIGVNKLEDKVKLLQEKRDKFMQELIEEHKNRRKGSSVEQSNNTMIDVLLSLQDSEPDYCTDEVIKGMGMVMFTAGTDTTAITMEWALSLLLNNPEALKKAQNEIDTHIGESSRLLDDSDLAQLPYLHGIINETLRMYPAAPLLVPHESSDECVVGGFHVPRGTMLLVNLWAIQNDPKLWDKPNEFKPERFIDVKGQRDGFRLMPFGYGRRGCPGENLAMHVAGLALGSLIQCFEWERVSEELVDMTEGTGLTMPKAIPLLAKCRPRQNIDNLIAHL*

>CYP81B39 old SLCYP81B@4

MDYTLSPFLYAAPLLLAFYIITKHFLRKFHNHPPAPFLTFPIIGHLYLFKKPLQRSLAKISDRYGPVLLLQFGSRKVLLVSSPAGAEECFTKNDVVFANRPHLMAGKHLGYNFTSLAWSSYGDHWRNLRRITSVEMFSTHRLQMLHGIRVDEVKSMVKRINSSAMAEKSVDMKSMFFELMLNVMMRTIAGKRYYGENVEDIEEATRFREMVEETFRIGGATNVGDFLPALKLLVRKLEKSLLVLQQKRDEFMQGLIKGCRKRMEKDGTVTDSEIEGKKKSLIEVLLTLQEKEPEYYKDEIIRSLMLVLLAAGTDTSVGTMEWALSLMLNHPETLKKAQAEIDERIGHERLIDESDMNNLPYLRCIVNETFRMYPAGPLLVPHESSEETTVGGYRVPRGTMLLVNLWAIHNDPKLWDEPRKFKPERFEGLEGVRDGYKMMPFGSGRRSCPGEGLAVRMVALSLGCIIQCFDWQRIGDELVDMTEGTGLTLPKAQPLVAKCSPRPVMSNLLSQI*

>CYP81B40 old SLCYP81B@3

MDSLYLYFPVLFFVLYIISYHFLHKLQNLPPSPFPVLPFIGHLYLLGKPFHRALFKVSNRYGSVVFLQFGSRPVLLVSSPSAAEECFTKNDIIFANRPDFLSGKHFGYNFTSLAWSSYGEHWRNLRRISSIEVLSSYRIQTLSSIRSDEINYLIRRLFRVSIEGSEKIVEIKSSLFNFTFNVLSRMIAGKRYYGEKVENSKEAKLFQDISKATITTIPKANILDFLPFMRWFGLHDVEEKMMELQKKRDNFMQKEIDEHRRLKTNGSFPSAEVVAGKKKIIMEVLLDLQKTDPEYYTDETIRSLMLVLLQAGSDTSAVTLEWAFSHLLDNPEILKTAQTEIDNKVGQDRLIDESDLAQLPYIRCIINETLRMHPAAPLLVPHLSSEECKVAGYRVPRGTVLLVNAWGIHHDPKVWKEPQKFNPDRFLGFEGVKEGCKFIPFGSGRRGCPGENLAIHVIGLALGSLLQCFEWDKPNREIIDMSEGTGFTLSPKVQPLLAKCSPRPHMVKLLSEI*

>CYP81B41 old SLCYP81C@1

MDSLCLYFPVLFLVLYIISHHFLNKLQNLPPSPFPALPFIGHLYLLSRPFHRALFKVSNHYGSVVFLQFGSRPVLLVSSPLVAEECFTKNDIIFANRPDFLSGKYFGYNFTILAWSSYGEHWRNLRRISTLEVLSSYRIQTLSIIRSDEINYLIRRLFRVSIESSEIIVEMKSSLFNFTFNVISRMIAGKRYYGENSKEAMLFQDISKDTINTAPKTNILDFLPFMRWFGLHSVEEKMMELQKKKDNFMRKEIDEHSRLKSSGSFPSAEVVAGKKKTIMEVLVDLQKTDPKYYTDKMIRNLLLILLQAGSDTSAITLEWAFSRLLDNPEILKTAQTEIDNQVGQDRLIDESDLAQLPYIRCIINETLRMHPAAPLLLPHLSSEECKVAGYRVPRGTILLVNAWGIHHDPKVWEDPEKFNPDRFIGFESVKEGCKFIPFGSGRRGCPGENLAIHVIGLALGSLLQCFEWDKPNSETIDMSEGTGFTISPKVQPLLAKCSP*

>CYP81B42P old CYP81B@6P

FKLNPPITHPLLVPHESSEETTVGGYRVPIGTMLLVNLWAIHNDPKLWDEPRKSKPERFEGLEGVRDGYKMMPFGSGRRSCPREGLVVRMIALL*GCII*CFDWQRIGDELVDMT*GTGLTLPKAQLLVATCSPRTVMFNLLSQI*

>CYP81C8 old SLCYP81B@5

MQNFYNSNCSCYYLAIIFIFFLIILLKHLIHPKKNLPPSPLSLPIIGHLYLIKNSLHQTLNSLSTKYGPVIYLRFGCRNLLIVSSRSSVEECFTKNDVVFANRPRSMLGDRVSFNYTSLFLAPYGQLWRVLRRQTTIELFSTNSLQKSSLIRNEEIEILIRSLFKASEKNTRGTRVDLNCWAFTFVFNIMMRIGTGKSCVSEEDIGMEKGKKIIEEMRGVFFANLLVLNVCDFLPILKWFGYKGIEKKIDLMSMKRNKFLNKLLDEFRQKKFSSDSEHEAKEKKATLVETLLSLQEFEPEFYTDDLIKSLLVALFVAGTETTSMTIQWAMRLLLAHPKVFQKLRFEIDSKVGNKRLLNDSDFNNLPYLQCVINETLRLYSLVPLLLPHYSLEDCSVGGYHVPKNTILMVNAWAIHRDPELWDEPEKFIPERFEDMDGAKKEGFNYKFIPFGMGRRACPGANMGMRTVSLGLGSLVQWFDWKNVELDENYRNMDEYYNSNVISSKDKPFEAICIPRQH*

>CYP81C9 old SLCYP81C@2

MEILNSYYLLLFFAIFLLKYLFRSKNRLPPSPLSLPIIGHLYMIKNSIHQTLTSLSAKYGPVMYLRFGCRNLLVVTSPSAVEECFTRNDIIFANRPQTMTGDKYSFNYTAVVWASYGYLWRALRRLMVIEIFSFNSLQKSSALRSEETTILIRGLFEANCDRSGRSNVKINLSDWVSSFAFNVMMRSGTGKRCVSEEEIGTEKGKEIIDEIKGFFFATLLPLNVCDFLPVLKWFGYKGIEKRMVLAHEKRNEFLNSLFDEFRQKKVSPISVSESSTDRNREKKGTLVETLLSLQESEPEFYTDDLIKSVLQVLFIAGTETTSMTIQWAMRLLLAHPEAFHKLRAEVDSKVGNERLLSESDFTNLPYLQCVINETLRLYPPVPLLLPHYSLEDCTIGGYDVPKHTILMVNAWAIHRDPQVWDEPEKFKPERFEGMKGEKEGFNYKFVPFGMGRRACPGAAMGLRTASLVLGSLIQWFDWENVEFEENLDACYNARITLNKEKPLEAICIPRKNCIRFLDQL*

>CYP81C10 old SLCYP81C@3

MENQYYYYLTISFVLIFYKYFFNSRRNNLPPSPLAFPIIGHLYLLKNKPLLTLTSLSAKYGPVLYLRYGSMPVVIVSSPSTVEECFTKNDIIFANRPRTMAGDQLTFNYTAYFWAPYGQLWRSLRRLTVMELLSSNSLQKTSNIRDEEVVNFTRSLFKFCNGRSRNVDLTNWICTFSFNLVNKIVAGTHLVSEEDAGMEKGIAMIHRLKGIFFVDIPVLNMCDFLPFLRWIGYKGMEKKMNLVHNQRNEFLDNLLEEFRQKKVNVGNRVKQNTLIETLLSLQESEPEFYTEDVIKSIMLVIFVTGTDTTSTTIQWAMRLLLAHPEALHKLRAEIDVQVGNTRLLNESDLTKLPYLHSVINETLRLYPTVPLLLPHYSTEDCTVGGYNVPKHTILLVNAWAIQRDPQVWKDPNEFKPERFEAIEGGKEGVNYKFIPFGMGRRSCPGAGMATRAISLALGSLIQCFDWQSVGKENLALSYNSRIKIQKNKSLEAICSPRSNFLQLLSQL*

>CYP81C11 old SLCYP81C@4

METHYSSYLFYLAIFSFFTPILFRYFFHRKRNLPPSPFSFPIIGHLYLVKNALHLTLTSLSAKYGPVLYLKLGYNMPVIVVSSPSAVEECLTRNDVIFANRPKTLAGDKFTYNYIVYVWAPYGQLWRILRRLTVVELFSSQSLSKSCTLRDEEITTFIRCLYRFSTINSSKKVDLTNWAFTLVFNLMTKIIAGKHIVKEEDAGMEKGIEIIEKLRGTFLVTISFLNMIDFLPILRWFGYKGLEKKMDVIHSKRNEFLNTLLDEFRRNKISGLKSNSSNTLIETLLSFQESEPEFYTDDIIKSIMLVVFVAGTETSSSTIQWVMRLLLAHPEVLHKLRADIDNKVGNKRLVRESDLTKLPYLRCVVNETMRLYPPVPLLLPHYSTEDCTVGGYDVPKHTMLLINAWAVHRDPKVWDDPEKFKPERFEATQGETERFNYKLIPFGMGRRACPGTDMGLRAVSLALGALIQCFEWQIEEEESLEASYHARMSMQNKPLKAICTPRKDLVDLLSQL*

>CYP81C12P old CYP81C@5P

MENHYSSYLFYLTIFSFFTPILFRYFYHRRRNLPPSPFSFPIIGHIYLLKNTLHLTLTFLSAKYGPVLYLKLGYNMPVIVVSSPSAVEECLTKNDVIFANRPKTLAGDKFTFNYIVYVWAPYGQLWRILRRLTVVELFSSQSLSKSSILRDQGIGTFIRSLYRFSTSNGNGSKKVDLTNWAFILVFNLMTKIIAGKHVVEQDAGMEKGIEIIEKLRGTFLVNISFLNMIDFLPILIWFVYKELEKKMDVIHDKRNEFFNSLLDEFRHNKISGLKSNGTTLIETLLSFQESEPEFYTDHIIKSIMLV

>CYP81Q30 old SLCYP81@2

MEIVWLFSPLTISLLLFLVFKLVSLTLNKHNLPPSPALKFPIIGHLYILKQHIHRTLENLSEKHGPIFSLQLGKRLVVVVSSPSSVKECFTKNDVALADRPPLMIGGYNCTTIIDSCYGDHWRNLRRICALEILSVTSLNKSKNIRQFEVKFLLNNLFQYCNDFGTIFELKSKFTELSFNVIMRMVSGDGFFDQDKGKAAYFRELIDEFFSNGGASNVDDFLPVPFGWIYKFIKKNALTQLGKKLDEFLQDLIDEYRGVENQNTMIDNLLSLQESQPDYYTDDIIKGIILVIVIGGTDTTAVTIEWAMTHLLNHPEVLNKVKIEIDNHVGYDRLVNESDLPNLKYLQSIISETFRLSPAAPMLIPHQSADDTKIGGFDVPRGTILLVNAWAVHRDPFVWADDPGSFRPERFEGIDVKPWELLPFGMGRRICPGAGLAQRVIALTVGSLVQCFEWEMASKDSDIAEGSGFTLAKAEPLAAKCKARDIAYALL*

>CYP81Q31 old SLCYP81@3

MEVTLLYSTSLSILFVLLLVKLVSSKRRKLNLPPSPLLKLPILGHLYLLKPPLYRTLANLSTKYGPVFSLQLGTRLVVAISSPSAAEECFTKNDIVFANRPRTMTAKFIGYNSTTVVGSPYGDHWRYLRRLYALEIFSTNRLNNFQSTRQDEIRLLVQRVFHKSGDNFVTPVELKSKLFQMSYNIIMRMVAGKRYYGEEIDNEEANHFRVLVEEVISFGGVSNAADFMPAIFLLFFRSTEKKIAKLGNKMDKLLQGLVDEHRRDKSRNTMIDHLLSLQESEPEYYTDQIIKGIVLVMLNAGTETSSVTIEWAMSLLLNHPEVLEKARNEIDNHVGKDRLMDEADLPKLKYLQSIISETLRLFPAAPLLVPHESSEDCKVAGFHIPRGTMLLVNAWSIHRDPLLWEDPESFKPERFYGVEVESWKLLPFGMGRRACPGSGLAQRVVGLALGTLVQCFEWKRVSDEKVDLTEGKGLTMPKAEPLMARCKAREIVHKVLSETC*

>CYP81Y1 old SLCYP81@1

MEIGFILPTILLIFSIFFFRKLQNARKKNLPPSPPFLPIIGHLHLLKSPIHQTFKSLSSKYGPIMYLHFGTSQVIIVSSASIAEQCFTKNDIIFANRPKSLASKHLGYNHTTIGFSPYGDHWRNLRRISNIQIFSTFTLNNSSSIRTEEVQFVVKKLAQEYKGGSTQKVKLKILFEKLVYDVLTKMVAGKRWAESSTDDLFGPTMIMNICDYIPILKWIRFQGLEKNLVELKIRRDEFLQGLIDECRKSRADKKTIIHTLLSLQRDQPECYTDDIIKGVIMVMFTAGTHTSAVTMEWAMSLLLNHPEVMKKARLEIDNLIGETRPLEEPDILKLPYLRCIINETLRLFPAGPLLVPHFSTQECTIEGYHIPKSTILFVNIWEIQRDSKIWEDANEFKPERFEGGIEGCKFIPFGMGRRACPGYGLAIRLIGLVLGLFIQCFEWERIGDELVSLDESCGLMLSKLEPLEALYRPRESMVALLSQL*

>CYP82C22 old SLCYP82D@1

MDTSSYIPLIGVLIFLYFIFKKNKNCSTSKQAPEPAGAWPIIGHLPLLGGTDQLLYRTLGAMADNYGPAFNLRLGTRRAFVVSSWEMAKECFTLNDKALASRPTTVAAKHMGYGYAVFGFAPYSPFWREMRKIAMFELLSNRRLDTLKYVQVSEVDMGIQALYKLWVDNNSDRPILVELKRWFEDLTLNVIVRMVAGKRYFGAGATCDNDDEARRCQKAINQFFHLIGIFVPSDAFPILGFLDINGHEKAMKKTAKELDFILEGWLKEHREKRKCTSIEAKSTTDSAVQDFIDVMLSLEEEGRLSNFPYDADTSIKSTCLALILGGSDTTAGTLTWAISLLLNNPKILRKAQEEIDNHIGKNRQIDESDINNLIYIQAIIKETLRLYPAGPLLGPREAMDNCEISGYKITPGTRLIVNVWKIQRDPRIWENPNCFNPDRFLTSNVDVKGKDFELIPFGSGRRSCPGASLALQVLHLTLARILHAFEFTKPIDDQPIDLTESPGLTIPKATPLDVLVAPRLSANLYGC*

>CYP82D34P old CYP82D@2P_1

MDYSLAITYATTIIIFLYFIYMLFGIFSNKKGKTPPKVVGSRPIIGHLHLFSGSNLPHKTFGFMADKYGPIFTVKFGAHQVLVVNDRKIAQDCYITNDKALASRSKALAVELLGYNYAIFGLAPYGPYWREIKKILVLGILSNHRVQMLRRIQEFEVKTSNKTTYERWLKEKMDGSSNFVRMKMKEWFEKLVMTIIIRMLFGKEYDFEEGNRARNVMTIFFKLLGAFAVADFIPSLRWLDIGGYEKEMKKNAKEIDYILEKWLVEHKKKTSCGENKWEDDKDFSMLVGGSDIIIVALTWTLSLLLNNPHVMQKAQEELDIQVGRNKLVDESHTNSLVYLLAIAKESLRLYPQDVKGNRFKLIPFGAGRRICTTLVLLHLTLANLLHAFEITKPSNEPIDMSSNLGIKETPLEVLLASRLSPDLYN*

>CYP82D35P old CYP82D@3P

LGLMVDKYGPIFTVKFGAHRVLVVNDRKIAQDCFTTNVKAMASRPKSLAVELLGKKAQDELDIQVGKNTLVNESHIKKNFALLCSIAKESLRLYPSALLSAPHESMEDCIIGG*NIPKGTRVCLFNL*KIQRDPTIWLKSDLFKPHKEVDVKGYNFELIPFSPGRRICRGISSVLVLLHLTLANVL

>CYP82D36 old SLCYP82D@4

MDIFLIVIMVASSSVFFFFLRKHAFSAKIHSKSKRVPGAGGAWPIIGHLHLLSGSETEQLPHKIMGRMADKYGPIFGMKLGVHQVVVVSDPKLAKECFTTNDLALAGRPKSMASEIVGYKHAMFALSAYGPYWRETRKIATIELFSARRIEMLKHIREFEVKSGIKEIYSDWGKNNLNGVVKMEMKEWIGDLVMNTMGKILFGKGRRSNEDEGINKAHKAIRRFFELLGAFVVADFLPYLRWLDIGGHEKAMKEVSKEMDSVVEEWLTEHKTKRGIIKSGEEEDFMDVMLSICEDRDLPGFDADTAIKANCMGLLSAGTDTTIVTLTWALCLLLNNYEALKKAQDELDAHVGNNRWVQESDIKNLVYLQAIVKEVLRLYPAGPLSVPHESMEDCVIGGYDIPKGTRLLVNLWKIQHDPNIWPNPHEFKPERFLSTHKDVDVKGNHFELMPFGSGRRMCPGISLALQVVPFVIAVLLQGFDMKRPSDEAIDMSESFGLTVLKASPLQVLLAPRLASVLYE*

>CYP82D37P old CYP82D@2P_2 = CYP82D@5P (typo)
LSITYVATFINFLYFMYVLFGIFGNKRGNINSRTPPKVAGLWPVIGHLPLFSKALASWPKPLAVERLAYNYAVLGEGPYWREMEKIVVLELLSNHSIQMFRHILKFEVKMSINTKYERWLKEKMNDSSNLFRLK

>CYP82D38 old SLCYP82D@6

MDPFLIAVTLATSFFLIFFLQKQFYSVKKQSSSRKVPGAGGAWPIIGHLHLLAGSESDHLPHKTLSRMADKYGPIFGMKLGVHQVVVVSDPKLVKECFTTNDLALANRPKSMVSEIIGYKDAMFGLCSYGPYWRETRKIATIELFSARRIEMLKHIREFEVKSSVKEIYNNWGKNNLNGFVKMEMKEWIGDLVMNTMGKILFGKGRRSNEDEGINKAHKAIRRFFELLGAFVVADFLPYLRWLDIGGHEKAMKEVSKELDSVVAEWLTEHKTKRGIIKSGEEEDFMDVMLSICEDRDLLGFDADTAIKATCMALLSAGTDTTIVTLTWTLSLLLNNYQSLQKAQDELDAHVGKNRWVQESDIKSLVYLQAIVKEALRLYPAAPLSVPHESMEDCTISGYDIPKGTRLLVNLWKIQHDPNIWPNPLEFKPERFLSTHKDVDVKGNHFELMPFGSGRRMCPGISLALQVLPFVIAKLLQGFNMKRPSDEPIDMSESFGLTVLKASPLEVLLAPRLAPDLYE*

>CYP82D39P old CYP82D@7P

VIGHLHLFTGSNLPHKTLGLMADKYAPIFTVKFGAHQILLNDTKVAQDWLLTNIKDLASRLKSLAIEL*AYNIAVFGLGPYWREMEKIVVLELLSNHCVQMFRHI

>CYP82D40 old SLCYP82D@8

MDLFLIVVTLATSFILLFILHKQFYSVKKQSSSSRKVPEAGGAWPIIGHLHLLGGSESDHLPHKMLGRLADKYGPIFGMKLGVHQVVVVSDHKLAKECFTTNDLALAGRPKSMASEIIGYKHAMFGLCSYGPYWRETRKIATIELFSARRIEMLKHIREFEVKSGIKEIYNNWEKNNLNGVVKMEMKEWIGDLFMNTMGKILFGKGRRSNEDEGINKAHKAIRRFFELLGVFVVADFLPYLRWLDIGGHEKAMKEVSKEMDSVVEEWLTEHKTKRGIIKSGEEEDFMDVMLSVCEDRDLPGVDADTAIKATCMALLSAGTDTTMVTLTWILSLLLNNYQSLQKAQDELDAHVGKNRWVQESDIKNLVYFQAIVKEALRLYPAGPLSLPHESMEDCTISGYDIPKGTRLLVNIWKIQRDPNIWPNPHEFKPERFLSTHKDVDVKGNHFELMPFGSGRRMCPGISLALQVLPFVIAMLLQGFDMKRLLDEPIDMSESFGLTVLKASPLEVLLAPRLAPDLYE*

>CYP82E11 old SLCYP82E@9

MKFDLLLLLLSPMEAAIVALLTLAFLFYFILSTKKSSKLPLPPEIAGGWPVIGHLFYFNDGDNRPLARKLSDLADKYGPVFTFRLGLHRMLVISSYDAVKECYTKNDAVFANRPACLYGEYIGYNNAILFLANYGSYWRNIRKLIIQEVLSNSRLEKLKHVKIEKIRNEIKNLNSRIQNSEVKSVINLTDWLEKMNFGLIVKMIAGKNYESGGDGDEEVERFRETFKKFLVLSMEFVLWDAFPIRLFKWIDFQGHVKLMKETFKDIDSISQRWLDEHVKRNTEVNEDEKYERDFIDVMLSKMSDERLHQGHSRDNAIKATIFSMVMDAADTVPHHINWGMTLLINNQHVLKKAQEEIDTKVGKARWIDDNDIKNLVYLQAIVKETLRLYPPSPLLVPHENTEECVVSGYRIPKGTRLYANVMKLQLDPKVWPNPEQFNPDRFLSTDINFRGQDYEFIPFGSGRRSCPGISYALQMEHLTIGHLIQGFNYQTPSNEPLDLQEGIGMTMPKVNPVEVIITPRLATELYEKLS*

>CYP82E11-de2b old CYP82E@10P

KVVGFKEAFRKFLVLSMEFVLWDAFPIPLFKWIDFQGHVKLMKKTFNDIDSIFQKWLNEHAKRRDTSLMEFNGSGNETDFIDVMLSKMSSEHLHEGYSRDTVIKATVFDIDFRGQDYEFIPFGSGRRSCPGTTCALQVEYLTIGHLIQGFDYKTRLDEPLDMKEGPGMTMRKVNPVEVIITPRLTPDLYKI*

>CYP82E12P old CYP82E@11P

EFIPFGSGRQSC*GITYATQVTHLAIAHLLY

>CYP82M2 old SLCYP82M@1

MDYHLEAILGILAFVFFAIIIWRRSNTLTTEKLAPQVPGAWPIIGHLHQLSGIDKNVPFAHTLAALADKYGPIFTLRMGMYPYLIINNWEGAKDCLTTHDKDFAARPTSMAGQSIGYKYARFTYSNFGLYYNHVRKLALTQVLSSTKLEKMRHIRVVELENSIKDLYSLTQVANKNNEVINITQWFHQLTLNTIVKTICGKRYNNIEKDEEAKRFRKAFKGIMYVVGQIVLYDVVPFPLFKYVDFQGHIKLMNNIYKDLDSILQGWLEDHMKKKDLNNDDDEDAIDAMLKATYVDEFKAYGYSQATVIKSTILSLILDGSDTTAVHMIWIMSLLLNNPHAMKQAQEEIDTKVGKSRWVGESDVKNLVYLQAIVKETSRLYPPVPLLLPHEAVQDCKVAGYDIPKGTRTYINAWKIHRDPKIWSESEKFMPERFLTSKSSVDARGQHFEFIPFGSGRRSCPGINFATLVTHLTFARLLQGFAFSTSSNTPIDMTEGVGITLPKVNQVEILVTPRLSSNFYVF*

>CYP82M3 old SLCYP82M@2

MFDNFYFNDLQITLATLLVFSLSIILWTRNWKSTKLPPKIPGSWPIIGHLRGFGDGENVPLARTFGKLSNQYGPIFTIKLGMYRYCVINNWEAAKDCFTINDKELAARPISLAAEHYGYNYARFSFANYGPYYCQVRKLVLQNVLSSTRLEKVKNVRISEVEISIKELYNIWGKGENSNTINISKWFEKLTLNIIVKMIAGKRYISLEKDQEAQCFRRAFAKIMYLAGEFILYDAIPFKIFKYVDFQGHIKTMKQIYKDLDDILQSWVNEHMEKKKIEGDNNNEQDCIDSMLSVTKLEDFKAYGYTRDTVIKAIVLSMILDGSDTTAVHLTWLMSLLLNNPRVMNNAQKEIDSKVGKDRWIEESDIKDLVYLQAIVKEALRLYPPAPLLVPHEAVEDCTVAGYNIPKGTRLFANAWKIQRDPRVYSEPDKFIPERFLNEHSNVDARGQHFEFIPFGSGRRSCPGINFATQVAHLTIGRLIQGFSFGTPSNLPVDMTEGQGITMPKAKPVEVVITPRLNSMLYEL*

>CYP82U1 old SLCYP82x@1

MALKFHYNINMYFLSHLLALSIAWFLAVFIARKYKSRNITSAAPKAPGAWPFIGHLHLLSGHLPVCRTLGLMADKYGPIFQLQLGDHPAIVVSNWEMVKDCFTAKNDKIFASRPNMAISKYLGYNGAIFALAPYGPYWRNIRKMVTLELLTNSRLEKLKHVRTSEVNSCIKELYSNNCPGQVNLSSWFENITCNIIIRMLAGKRFTGSAEEMNFKESIKKALYLGGTFVFSDSIPWFEWMDIGGHIKAMKDTYKEVDSVFDSWLKQHINSIGDGEQSDFIDIMLSTLPEETNMESGYNRDAIIKATTLILIMTASESTAETLIWALSLLLNNTHSLKLAQDELDEHIGRNKWVEESDIKNLPYLQAIVKETLRLYPPGPLAGPREALEDCYVDKYHIKKGTRLIVNLWKLQRDSRIWKDPNEFKPERWFLKEHTNINFRGQNFEYIPFSSGRRMCPGLTFGSQVVHLTLAKLLHGFNVSMLKEEPVDLSEGLGIALPKVKPLQPLLSPRLAVELYQSL*

>CYP82V1P CYP82x@2P_1

TQLMVNV*KLHRDPQIWSDPKKFMLNKFMKNHNEISNQNFKFFLFNSDGRS*PSITFAMQVTHLTLARLLQKANPLEVFVMPRLAPMLYQH*

>CYP82W1 old SLCYP82M@3

MEIHILSHVEAIIGILVFFFLLFLIRKAKTWKNSKKFGPAPPQLPGAWPIIGHLPQILSNTLDGRNRINKDGEIPLAHTLGALADKYGPVFTVRQGMFPIAVVSSYEAIKECFTTQDKNLANRVATCSCKYLGYDHANLTFANYGPYWRMVRKLVVNNLLSSKSLERLKHVRISEVESSIKELYTLFVANEAKNVPTKVDIGHWFDDMMLNITVKMIGGKRYSQVNNKEEEKEEAERFRKAFNETMYYIAIVGIEDAFPFPLLQWLDLQGNIKVMKRIADEMDVILQRWLDDHTNKRKNNESNDDQDLIDIMLTELDKDDFQYGYSRETIIKATMLTIVSDATHTTAVHLIWIIACLLNNKHVLEKVHEEIDTKVGKDRWVEDSDIKNLMYFQATIKEVLRLYPPSPMLVHEALADCQVLGYHISKGTRLFVNVWKLQKDSKFWPEPEKFLPERFLTTKAKVDVYGKDLEFIPFGSGRRSCPGITMAMQVTYLSIARLLQAFDFDLPNNDPLDMTEGPGFTAVKKVPLEVVVKPRMLPMYYGT*

>CYP84A2

MVLNNINSILEALQANPILIFFFIIPLFFLYLFSTSRRKRYPPGPLGWPLIGNMMIMDQLTHRGLAKLAQKYGGVFHLKMGYVHKIVISGPEEARQVLQVQDNIYSNRPKTVAISYLTYDRADMAFADYGPFWRQMRKLCVMKLFSRKRAESWDSVRDEVDSMVKIVTTNTGTSINLGELVFCLTRNIIYRAAFGTSSDEGQDDFIKILQEFSKLFGAFNMADFIPWLGWIGKQGLNVRLAKARASLDGFIDTIIDDHIERKKAIHVINDDGYRESDMVDELLAFYSEETKVNESEDLQNAIRLTRDNIKAIIMDVMFGGTETVASAIEWAMAELMKSPEDLKKVQQELANVVGLNRKVDESDFENLTYLKCCLKETLRLHPPIPLLLHETAEESTVSGYFIPANSHVIINSFAIGRDKNSWEDPDSFKPSRFLKEGVADFKGGNFEFLPFGSGRRSCPGMQLGLYALEMAVAHLLHCFTWELPDGMKPSELKMDDIFGLTAPLANRLVAVPTPRLLCKLY*

>CYP85A1

MAFFLIFLSSFFGLCIFCTALLRWNQVKYNQKNLPPGTMGWPLFGETTEFLKLGPSFMKNQRARYGSFFKSHILGCPTIVSMDSELNRYILVNEAKGLVPGYPQSMIDILGKCNIAAVNGSAHKYMRGALLSLISPTMIRDQLLPKIDEFMRSHLTNWDNKVIDIQEKTNKMAFLSSLKQIAGIESTSLAQEFMSEFFNLVLGTLSLPINLPNTNYHRGFQARKIIVNLLRTLIEERRASKEIQHDMLGYLMNEEATRFKLTDDEMIDLIITILYSGYETVSTTSMMAVKYLHDHPKVLEELRKEHMAIREKKKPEDPIDYNDYRSMRFTRAVILETSRLATIVNGVLRKTTQDMEINGYIIPKGWRIYVYTRELNYDPRLYPDPYSFNPWRWMDKSLEHQNSFLVFGGGTRQCPGKELGVAEISTFLHYFVTKYRWEEIGGDKLMKFPRVEAPNGLRIRVSAH*

>CYP85A3

MAIFLIIFVVFFGFCILSTPLFRWIDIVYNKKNLPPGTMGWPIFGETREFLNQGPNFMKNQRARYGNFFKSHILGCPTVVSMDAGLNVYILNNEAKGLIPGYPQSMLDILGKCNIAAVHGATHKYIRGALLSLINPTMIKDHILPKIDKFMRSHLSGWDNCNVIDIQQMTKEMAFFSSLDQIGGFATSSSIAQEFRAGFLNIALGTISLPINFPTTNYYRGLQGRKTIVKLLRKIIEDRRGSKKIQQDMLGLMMNEEAKNRYTLSDEELIDQIITIMYSGFETVSTTSMMAVKYLHDHPKALEEIRKEHFAIREKKSLEDPIDYNDFKAMRFTRAVIYETLRLATIVNGVLRKTTQDMELNGYMIPKGWRIYVYTRELNYDPLIYPDPYTFNPWRWLENNLDHQSSFLMFGGGTRLCPGKELGVAEISTFLHYFVTRYRWEEVGGNKLMKFPRVEALNGLWIKVSAY*

>CYP86A33

MDPILVYSGIIASITAYFLWFYLLAQRLSGPKVWPLVGSLPYTFLNRRRFHDWISQNLRSTGVSATYQTCTICIPFLAWKQGFYTVTCHPKNIEHILRTRFDNYPKGPTWQNAFDDLLGQGIFNSDGDTWLMQRKTAALEFTTRTLRQAMNRWVNRTIRTRLWVILDKAAKEKNPVELQDLLLRLTFDNICGLTFGKDPETLSPKMPENPFAIAFDSATEATMQRLLYPYFLWRLKKFLGIGAEKRLQKSLKVVENYISEALDSRKESPSDDLLSRFMKKKDINGNSFPSDVLKRIALNFVLAGRDTSSVAMSWFFWNVMNNNHVENKIIEEISNVLKESRGVNHEKWTQEPLNFDEADKLIYLKAALAETLRLYPSVPEDFKYVVSDDVLPDGTWVPAGSTVTYSIYSVGRMKTVWGEDCMEFKPERWLSTGGDRFEPPKDGYKFVAFNGGPRTCLGKDLAYLQMKSVAAAILLRYRLLPVPGHKVEQKMSLTLFMKNGLKVYLNPRQLEPAVPKIAMSA*

>CYP86A68 old CYP86A@2

MDIAIALLLLFSFITCYLLWFTFISRSLKGPRVWPLLGSLPGLIENSERMHEWIVDNLRACGGTYQTCICAIPFLARKQGLVTVTCDPKNLEHILKTRFENYPKGPTWQAVFHELLGQGIFNSDGDTWLFQRKTAALEFTTRTLRQAMARWVNRAIQLRFCPILKTAQVEGKPVDLQDLLLRLTFDNICGLAFGKDPQTLAPGLPDNTFASAFDRATEASLQRFILPEVVWKLKKWLGLGMEVSLNRSLVQLDKYMSDIINTRKLELMSQQKDGNPHDDLLSRFMKKKESYTDKFLQHVALNFILAGRDTSSVALSWFFWLVIQNPVVEQKILQEISTVLVETRGSDTSSWLEEPLAFEEVDRLTYLKAALSETLRLYPSVPEDSKHVVVDDVLPDGTFVPAGSSITYSIYSAGRMKSTWGEDCLEFKPERWLTLDGKKFVMHEQYKFVAFNAGPRICLGKDLAYLQMKSVAAAVLLRHRLTVAPGHKVEQKMSLTLFMKDGLKVNLRPRELTPFVNSVKEVQLIQI*

>CYP86A69 old CYP86A@1

MDISTGMMIVAIVVAYLLWFKSITKSMKGPKGPKIWPIVGSLPGLLENGNRMHEWIAENLRVCTGTYQTCICAIPFLARKQGLVTVTCDPKNLEHILKVRFDNYPKGPTWQAVFHDLLGEGIFNSDGDTWLFQRKTAALEFTTRTLRQAMGRWVNRAIKNRFCPILEMAQVQGKPVELQDLLLRLTFDNICGLTFGKDPETLSPGLPENIFATSFDRATEATLHRFIIPEFVWKLKKMLGLGVEVSLSRSLKQLDNYMTDIINTRKLELMNHHNGGPQHDDLLSRFMKKKESYSDKFLQHVALNFILAGRDTSSVALSWFFWLVSLNPRVEEKILIELCTVLVETRGNDTSKWLEEPLVFEEVDQLTYLKAALSETLRLYPSVPEDSKHVISDDYLPDGTFVPSGSNITYSIYSTGRMKFIWGEDCLEFKPERWMSKDGNKYQVQDAFRFVAFNAGPRICLGKDLAYLQMKSIAAAVLLRHRLAVAPGHKVEQKMSLTLFMKYGLVMNVNPRDLTPILAKIENFCKIDHSCGGEHMINNGINQPGATAVNGIAA*

>CYP86B11 old SLCYP86B@1

MLITATTNNIFYHLNLMNTTFTSINMTCSSSSLEHLSLFLWPHIQIMEIFIALVVFIAIHSLRQAKKQGLPNWPFVGMLPSLILGLRKDMYEWISDVLCHMNGTFTFRGPWFTNLNCVVTSDPRNLEYLLKTNFSNFPKGDYFRNTVRDLLGDGIFNADYDIWQKQRKPASIEFHSAKFRNMTADSLLELVHSRLLPVLEDSIKQSIPIDLQDVLLRLTFDNVCMIAFGVDPGCLHPHLPQIPFAKAFELATEATVLRFVTPTLVWKTMRCLGLGTEKTLKHSLKKVDEFADEVIRTRKKELCLADSKQRSDLLTVFMGLRDEQGQPFSDKFLRDICVNFILAGRDTSSVALSWFFWLLDRNPEVEQRILAEICKILNERGDAIDETPLIFKPAEIKKMEYLQAALSEALRLYPSVPVDHKEVVEDDVFPDGTVLKKGTKVVYAIYTMGRMEGIWGKDCREYKPERWLRDGRYMSEPAYRFTAFNGGPRLCLGKDFAYYQMKFTAASILYRYHVKVVKGHPVMPKLALTMYLKYGLQVKLSRRDQSQLPLNNNNYFL*

>CYP86G1P old CYP86x@1P

MELVLIILLMTIVSVYLVWFLLLVGKLKGPKTWP*VGSIPQVLRWVNPTIKNDSLPILDKASKHNMSIDLQKMMICFGTDNIFGIALGKKLKTLLNPEDPIALAMDTIFKFAFRRFFYPNFLWKFMRFLHEDGYKYATFNGGSRICIAKYLTYLEMKSVASAIVLHYELSHVSGNQVTSKLSFNISMKNGLKVNLKRRDLMTLM*TKSLKTTYLKEI

>CYP86G2P old CYP86x@3P

VLRYAICDDILSDGTYVPASSNIYSVGRMKSVWGEDCFKFKSEIMKQERHED*YK*ATFSGGSRICLAK*LTYLEIILLRYELSNLFSHQVTS

>CYP87A19 old SLCYP87A@4

MLSLGIYIIGSLVVIVILHYWRNLKSNGKLPPGSMGWPLLGETIPFFAPNTSLDISPFVKERMQRYGPIFRTSLVGHPIIVSTDPDFNYFIFQQEGKLFQSWYPHTFAEIMGRQNVGSFHGFMYKYLKNMVLNLFGPESLRKMLPEVEKTTNNNLKRWSKQKSVEMKEATAMIFDITGKKLISYDSENSTENVCENFVAFVKGLISFPIYFPGTAYYKCLQGRKKTMKMLKRMLEERKSQPRKEQSDFFDYVLEELQSKDTILTEAIALDLMFVLLFVSFETTSWAITLAIKFLHQHPQALKELEEHEAIIRRRENASYGLTWQEYKSMKFTFQFINETVRLANIAPAIFRKTLKEINFKGYTIPAGWAIMVYSQAVHLNPTKYEDPLQFNPWRWKGIELNGATRNFMAFGGGIRYCIGADFAKVQMAVFLHCFVTKYKWETIKGGDIVRSPGLQFPNGYHIKIYEKYD*

>CYP87A20 old SLCYP87A@3

MLSLGIYIIGTLLVIVILHYWRNPKCNGKLPPGSMGWPLLGETIPFFAPNTSFDISPFVKERMQRYGPIFRTSLVGRLVIVSTDPDFNYFIFQQEGKLFQSWYPYTFTEIFGRQNVGSLHGFMYKYLKNMVLNLFGPESLKNMLPEIEKIANNNLNRWSRQTSVEMKEASAKLISQMITRLLCIFDYENSTENVSENFVAFIKGLISFPLYFPGTAYYKCLQGRKKIMKMLKRMLKERKSQPRKEQSDFFDYVLEELQSKDTILTEAIALDLMFVLLFASFETTSLAITLAIKFLHQHPKALKELEEHEAIIRRRESASNGLTWQEYKSMKFTFQFINETVRLANIAPVIFRKALKDINFKGYTIPAGWAVMVSPPAVHLNPTKYEDPLQFNPWRWEGIEINRASRNFMAFGGGMRFCVGTDFVKVQMAVFLHCFVTKYKWETIKGGDIVRTPGLQFPKGYHIKISQKEY*

>CYP87A21 old SLCYP87A@2

MISVGMSIGAFLILIIIHWVYNWRNPRCNGKLPPGSMGWPLLGETIQFFTPNTTLDIAPFVKERMKRYGPIFRTSVVGRPVIVSTDPDLNYFIFQQEGQSFQSWYPDTFTEIFGRQNVGSLHGFMYKYLKNMVLNLFGSESLKKMLPEVEEVAKNKLKRWSGQTSVEMKEATANMIFDLTAKKLISYDSETSSENLRESFVAFIQGLISFPIDIPGTAYHKCLQGRKKAMKMLKTMLEERRAKPRKEGTDFFDYVLEELQKNDIILTEAIALDLMFVLLFASFETTSLAITLATKFLHDHPLALKELTEEHEAIIRSRENPASGLTWKEYKSMKFTFQVINETVRLANIVPAIFRKTLTDINFKGYTIPAGWAVMVCPPAVHLNPAKYQDPLDFNPWRWEGVEINGATRNFMAFGGGMRFCVGTDFTKVQMAVFLHSLVTKYRWQTIGGGNTVRTPGLQFPNGYHVRISEKDEKIL*

>CYP87A22P old CYP87A@1P

MLSLGFYIIGSLLVVVILHYWSNPKCNGKLPPGSMGWQLLGETIPFFAPNTSLGISPFVKERMQR

>CYP87E3 old SLCYP87x@1

MDTLFTSFQDEIRRTNFLGVWYFVLTILTIYVTKWIYRWRNPKCNGILPPGSMGLPFIGETLQLILPSHSLDLPPFLKNRIKKYGQMFKTNIAGRPVIISADPEFNSFILKQDGKLVETWSLDTFAEVFEQNTHSSRKYTRHLTLNHFGVEALKDKLLPQMENFVNLVLQKWSTHESLEVKSAATKMTVDFAAKQIFSGDLENAPFNISDMFRDLVEGLMSFPINLPGTSHHKCLKIHKKVRETMRDVLKKRIESSTKKRKGEEDLVDHLLKDMDSQKFLTQDYIVQMMFGLLFVTSDSISTTLALSFKLLVEHPHVLEELIVEHDLILKNKENLDAPLTWNDYKSMTFTLQVINEVLRLGNIAPGLFRRALKDIPINGYTIPAGWVIMIATAALHLNSDQFEDPLSFNPWRWKKIRLSGGAKNFMPFGYGMKQCAGAEYSRVFLATFLHVLVTKYRWTMVKGGKIIRAPIIRFPDGFHFNISQKNQ*

>CYP88A35 old SLCYP88A@2

MDFWLMMMVTIICVMFGFMKWLLSSVNVWYYEKVKLSGDKKKRLSLPPGDLGWPFIGTMWSFLRAFKSNNPDSFINSFISRFGRTGIYKAFMFGSPCVIITTPEGCRKVLNDDEAFKPGWPKSTMELIGKKSFIGISYEEHKWLRKLTAAPVNGHEALSMYIQYIEERVISALDKWSSMEEVEFLTHMRKLTFRIIMYIFLSTESEQVMDDLEKEYTTLNYGVRAMAVNLPGFAYYKALKARKNLVAIFQSIVDERRARKEKRGLEDKKDMMDILLEVQDENGRKLNDEEIIDVLVMYLNAGHESSGHITMWVTYFLQKHPDFFKKAKEEQESIVKNRPAEQKGLTLKEIRNMDYLSKVIDETLRLITFSFVVFREAKEDVAIHGYTIPKGWKVLVWFRSVHLDPEIYKDPLEFNPSRWDGLTPKVGTFLPFGGGGRLCPGNDLAKLEISIFLHYFLLDYLERKNPSCPVMYLPHCRPKDNCLGRVKRVSSTSSAA*

>CYP88B1

MDFYNLALFFIALILGIFTFYAILMRINGWYYAIKFCSNKYNIPNGYMGLPYFGNTLSYFKASMCGDPKSFIDFFATRFGEGGMYRAYIFGKPTIMVTKPEIIRKVLMDEEYLERGLPNYMKKLIGLTTSIEEDKYFRRLTAPVKSHGLLSDYFDYIDKTVSSTLEKYATTEEPVEFLHKMHKLTFEVFMRLLIGDEVNQELFDEMFEEITAVISGVHNLPINLPGFAYHKGLKARKVLGEVFKKLIDERREAMKDGKSMPKANIIDMLLSNNNQDYEANMLSDKKIIEILVLFSFAGFEPVALMSVKAIFHLQKHPHFLEKAKEEQEEIVKRRASSNAGLSFDEIRQMTFVSKIINETLVQPKEFNPSRWDDIETKPGIFLPFSMGPKSCPGSNLAKLQISVILHYYLLHYRVEQINPEARCYPPENCLVKFKKLSISSNGN*

>CYP88B1-de7b7c old CYP88B@1P

DIQTKPGYFHPFPMGPKSCPGSNWAKLQMGPKSCPGSNWAKLQISLILH

>CYP88C2 old SLCYP88C@1

MEYNLVLLYTSLAIGILTLICVLKRVNGWFFTFFTKKCNLPPGDMGWPLVGNMIFFLLSFKDNNLSSFFTYFVTRFGEGGMYKAFLFGKPSIIMTKVEISRKIFMDDENYDRGMPNYILKILGQAQVGGFTREESKTLHRITTLIKSDISLLSNYFDFANEIVKKSFVKLVEMEEPIDVILAIKRPAFEVLMRILIGDGVDNDMVNILFEETIYLIHGCHGLPFNIPGSAYNRGLKARKAMSKIYKYILDERKVMIGKNKTREKSNILLDMMLNTQDDDNEGFNDEKIIAMLVSYTFAGFESVALVASTAIMYLEKHPHFLDKAKEEQEDIVKRRSSPNEGLNFHEIKEMKYLSNVINESLRIATAKTIFFREARTTININGYTIPKGWKFLSFSWNYHFDPHTYVRPKEFNPSRWDDLKTKPASFLPFGVGPKMCPGANLARLEVSVILHYFLLNYRVERVNSESKIEPPRSCLVKFKKI*

>CYP88G1 old SLCYP88A@1

MVCDFGLIFFTSFAIGIFAIYFSLKRANDLFYTSKFNSKVYNIPPGDMSLPFIGNMFTFFTTFKYGDPESFISYFTSRYGQGGMYKAFMFGTPSIIVTKPQVCKKILMDDENFELGWPQSVLNLIGRKALHGITSQEHKRLRRITTSPIKGKHTLSLYLSLIEEVVKSSFEKWNAIEDEPIEFLSEMKKSTFEVIIRIMIGSEIDPQWLDMVEKVYTIYLKGFLALPINLPGFAYHSAFKARENLVKIFQSVIDERKVMNMKDESRSKGNMIDLIMAIEDDEGRRLNDEEIIDLLIVYVFAGHETTAHTAAWSIMYLEQHPEFLQKAKEEQEEIVQRRHPDSDKKLSYDEMIQMKYLSKVIDETLRCSNVTLAIYRNAKRTINMNGYTIPKGWKVLTWIRQVNLDPNNHVNPKEFNPSRWDEVKTYSAFLPFGAGPRLCPGAELARLEVSVFLHYFLLNYRLERLNPKTSVTYLPIPSPTDNCLARLKRISSSC*

>CYP89A69 old SLCYP89A@6

MELWLIILILSLIITLCISFKSNKQKKFPPGPFAFSVITGLLRANADIELILRDLKTKYGPIFNLRIGIGFRRPSIFVASHSLAYQALVQQGAVFSDRPKAAQTSVSLQSCRFNISSAPYGPSWRLLRRNMVSEILHPSRIKSYSKVRSRVLTILIQQLRSDSAATEGIRLIDHFHYATFYLLVLMCFGENIDEAQVKRINDVQRRWIQSAGRFINLSFFPRSLQKIIHRKKWKELLQLIQEQECVFVPLIEARMKAKTEEDVVAYADTLLNLEFPEKKRKFNQGEIVSLCSEFLTAGTDTTATSLQWIMANLVKYPSIQEKLYQEISEIVSRENSKPDGLKEEDLEKMPYLKAVILEGLRRHPPGHFLQPHTVTEEVELNGYVIPKDVAVNFMVADMGLDPQVWENPLDFNPDRFLSAGGHDKEVFDITGVREIKMMPFGAGRRVCPGYGLAMLHLEHIVANLIWHFEWKAVDGNNVDLSEKLEFTVMMKNPLCARIRPRVNQPT*

>CYP89A69-de1b old CYP89A@5P

AFDIIGNKEIKMMPFGAGRRVCPGYLLALLHLEYFVANLV*HFQWK

>CYP89A70P old CYP89A@4P

MESWFIIVVVTLCIAVLLKFLFNNTNSSSRKKLPPGPYSFPVIGGLLWAVKIFINVESILRDLKAKYGSLFTINIGSRPNIYVSSHSLAYQALIQQGAVFSDRRKALPTHAILSSNQRSISSAPYGPIWRLLRRNLTSEMLNPSRIKSYSKARLWVLGILIQHLRHAQVDSVKLIDHFQYAMFCLLVLMCFGDKLEESQIKDIENIQRKYIVNYRFYILNFFSGFGKIIFRNRWKELVELRREESIIIPLIEARRRNKEQNTEQSDEFVVAYVDTLLNLELPEENRKLNVGEIVTLCRELLSAGTDTTSTALQWIMANLVKNPSIQEKLYREIANVVGEKQRKLSTDEVMVKEDDFQKMPYLKAVLLEGLGRHPPSHVLFPHTVTEEVELNGYIVPKNATINFMVADMGLDPNVWDDPMEFRPERFLVEGSDKVADFDITGSKEIKMMPFGAGRRMCPAYALAMLHLEYFVANLVWQFQWDPVEGDDVDLSEKLEFTTVMKNPLRARICARVNSV*

>CYP89A71 old SLCYP89A@3

MENWIFILLFSLCISFLLKSFVFFISANSKSKKKLPPGPYIFPVIGSLLWSNAKLEPKLRVLKAKYGPLITLNIGSRPTIYIGSHSLAYQALVRQGSIFSDRPTAESSNQCVISSAPYGSIWRLLRRNLTSEILHHSRFKSYSKARSWVLGILLQQIRHAQVDSVKLIDHFQYAMFCLLVLMCFGDKLEETQIKQIQNMQNNLVLGFRRYRDVLKFFPGVGKIMFRNRWKKLIEVQREQRNILIPLIEARRRAKEEKTEPADELVVAYVDTLLNLELPEEKRNLNVGEIVALCSEFLSAGTDTTSTALQWIMSNLVKSPSIQEKLYRQIASVMGEKQSKLSTDEEVVKEEDLQKIPYLKAVILEGVRRNPPGHFVLPHTVTEEVELNGYVIPKNATINFMVGEMGLDQNVWEDPMEFRPERFLVEGSDKVVDFDITGSKEIKMMPFGAGRRICPAFALAMLHLEYFVANLIWQFQWNPVEGDDDVDLSEKQEFASPLRARISPRVKSL*

>CYP89A72 old SLCYP89A@2

MEIWFIVVVTLCVAFWLKSICNIIVSPNSNTKRNLPPGPYSFPVIGSLLWAKRTFSDLEPILRDLKAKYGPLITLNIGSRSAIFVASHSLAYQALVQQGAIFSNRPKAGPTSAVVNSNQRNISSAPYGPIWRLLRRNLTSEILHPSRIKSYSKARSWVLGILIQQLRNAQVDSVKLIDHFQYAMFCLLVLMCFGDKLEETQIRQIENIQRKLLLGFTRFNIINIFPRVGKIIFRNRWKELIELRQEQESIIIPLIEARSRAREQRTEHGDEFVVAYVDTLLNLEFPEEKRNLNHGEIVTLCSEFLSAGTDTTSTALQWIMANLVKNPSIQEKLYQEIATVVGEKQSKLTDEEVVKEEDLQKMPYLKAVILEGLRRHPPGHFVLPHTVTEEVELNGYVIPKDVTINFMVAEMGLDPKVWEDPLEFRPERFLVEGSDNEGFDITGSREIKMMPFGAGRRICPAYALAMLHLEFFVANLIWHFQWKPVEGDDVDLTEILEFTVVMKNPLRARICPRVNSV*

>CYP89A73 old SLCYP89A@1

MDSWFIIFLITLIFLFNFLFLFFSNSKTKKKLPPGPFSFPFIGNLPLLINKSLYDIEIILQKLIPKYGPIITLKIGTTISIFISSHSLAYKSLIQLGARCSDRPLESPTSLLLSSNQRTINTASYGPTWRVLRRNLRAEMLRTTSQSKFRVDWALNILVQKINHESDSKTGVILLDHIKHAIFSLLAFMCFGEKLDDVQINQIMDVQHRALLATIRFKILDIFPRVGKLIFRNRWKELIALRKEVDSVFTPLIERRIKYKIERFNSGVRQEEEETVSYIDTLLNLELPEEKRRVTNEEIVTLCVEFLGAASDTTSSALQWIMAYLVKYPAIQEKVYEEIVKAEDSMKLYYLKAVILECLRIHPPSHFLLPHRVTEEMELNGYALPKNAIIYFMAREMGLDPNVWEDPMEFRPERFLVDDETFDIRGSREIKMMPFGVGRRICPGYDFAMFHLEYFVANLIRCFEWKTVEGDDVDLTERLDFTFTMKNPLRARISPRQN*

>CYP90A5

MDTIDLFLYLFLSVFTFYLLRCMAAAHLRGRKTRLPPGTLGLPFIGETLQLISAYKTENPEPFIDDRVSKYGSIFTTHVFGEPTVFSADPETNRFILQNEGRLFESSYPGSIQNLLGRYSLLLMRGSLHKRMHSLTMSFANSSILKDHLLGDIDRLVRLNLDSWTGRVFLMDEAKKITFNLTVKQLMSFDPCEWTENLMKEYMLVIEGFFCIPLPIFSSTYRKAIQARTKVAEALGLVVRDRRKERDGGERKNDMLEALFEGDGVEGVGFSDEEIVDFILALLVAGYETTSTIMTLAVKFLTETPRALSLLKEEHEEIRLRKGEVKSLQWEDYKSMPFTQCVVNETLRIANIISGVFRRAMTDINIKGYTIPKGWKVFASLRAVHLDHEHFKDARTFDPWRWQSSAGPTSSPNVFTPFGGGPRRCPGYELARVELSVFLHHLVTRFSWVPAEADKLVFFPTTRMLKRYPINVQHRSLFEQKEEEKGS*

>CYP90B3

MSDLEFFLFLIPPILAVLIILNLFKRKHNFQNLPPGDMGWPFLGETIGYLRPYSATTIGDFMQDHISRYGKIFKSNLFGEPTIVSADAGLNRYILQNEGRLFECNYPRSIGGILGKWSMLVQVGQMHRDMRMIPLNFLSNARLRNQLLSEVEKHTLLVLGSWKQDSVVCAQDEAKKLTFNFMAEHIMSLQPGNPETEKLKKEYITFMKGVVSAPLNFPGTAYRKALQSRSTILGFIERKMEERLKEMNRNENDLLGWVLKNSNLSKEQILDLLLSLLFAGHETSSVAIALSIFLLESCPAAVQQLTEEHLEISRAKKQSGETELNWDDYKKMEFTQCVINETLRLGNVVRFLHRKAVKDVRYKGYDIPCGWKVLPVISAAHLDPSLFDRPHDFDPWRWQNAEESPSGKGGSTGTSSTTKSSNNFMPFGGGPRLCAGSELAKLEMAIFIHYLVLNFHWKLAATDQAFAYPYVDFPNALPINIQHRSLNKLHD*

>CYP90C2

MEEKSENWIWICMVTVFWLIYKIRKKQKEDKEREIGVPRGNSGWPLLGETLDFIASGYTSRPVTFMEKRKSLYGNVFKSNILGKGIIVSTDAEVNKVVLQNNGDVFIPCYPKSITELFGKNSILQMNGAVHKRLHGLIGSFLKSPQLKARITRDIEASVRHFLSTWLEKQHNVVYLQDEAKKISFEVLVKLILGVDPGEELNLLKKEFEELTKGLICLPIKLPGTTLYKSLKAKERLTRMVEKMVEERKLSMEKKEEKGFPNDAIDVLLGNADGAKQPLPYDFTSGNLIEMMIPGEETVPTVITLAVKFLSDNPVALHRLLEENLELKQQKISCCEDYSWTDYLSMPFTQNVISETLRLANIINAVWRKSLKDVKIKGHLIPKGWCVLASFTSVHMDEENYENPYNFDPSRWEKVGVAATSNTFTPFGGGQRLCPGLELSRLEISIFLHHLVTTYRWVAEKDEIVYFPTVKMKNKLPINIMPLQQNPLIQTKQN*

>CYP90D19 old SLCYP90D@1

MYNYSVWSSLAIAIFIIIFHKKLFIIIIHRVKRYAQSNKTISLLPLGNLGWPYIGETLEYISSAYTHSPESFMDKRRHMYGKVFKSHIFGSPTIISTDAEVNRSILQSDAKTFVPFYPKSLTELMGKSSILLINGSLQRRIHGLIGSFFKSPHIKARITHDMKKYVQKSMDNWQENCPVYIQHQAKNIAFQVLVKALIGIDGGEKLDILKINFQEFIAGLMSLPINFPGTTLYRSLQAKKRMVKLIQNIIQEKREKNIMSTVNDDVADVLLNDTSKELTDELISDNMIDFMIPGEDSVPVLITLAIKYLSDSPLALQQLTEENMTLKRLKEKQGETLVWSDYLSLPFTQNVISETLRLGNIIIGVMRKSVKDVEIKGYLIPKGWCTFVYFRSVHLDDNHYDFPHQFNPWRWQDTNNYCNFTPFGGGQRLCPGLDLARLEASIFLHHFTTQFKWVAEEDSIINFPTVRMKKGMPVWIKRRETKQC*

>CYP92A50 old SLCYP92A@1

MEGTTWTATAVFLATLFLLFLSKFLRKRKLNLPPGPKPWPIIGNLNLMGSLPHRSIHDLSVKYGPIMQLQFGSFPVVVGSSVEMAKIFLKTMDINFVGRPKTAAGKYTTYNYSDITWSPYGSYWRQARRMCLMELFSAKRLDSYEYIRAEELHSILHNLNKSSGKPILLKDYLTTLSLNVISRMVLGKSYLDESDNSIVTPDEFKKMLDELFLLNGVLNIGDSIPWLDFMDLQGYVKRMKVVSKKFDKFLEHVLDEHNMRRNAVENYVAKDMVDVLLQLADDPTLDVKLERHGVKAFTQDLLAGGTESSAVTVEWAISELLKKPEIFKKATNELDRVIGQNRWVQEKDIPNLPYIEAIAKETMRLHPVAPMLVPRECREDCKVAGYDVKKGTRVLVSVWTIGRDPTLWDEPEAFKPDRFLEKSIDVKGHDFELLPFGAGRRMCPGYSLGLKVIQASLANLLHGFNWSLPDNMTPEELNMEEIFGLSTPKKFPLSAVIQPRLSSKLYSV*

>CYP92A51 old SLCYP92A@2

MEGSSWTAVFLATLFVLLLSKYLFQRKLNLPPGPKPWPIIGNLNLIGSLPHRSIHDLSVKYGPIMQLQFGSFPVVVGSSVEMAKVFLKTMDINFVGRPKTAAGKYTTYNYSDITWSPYGSYWRQARRMCLMELFSAKRLDSYEYIRAEELHSILHNLKKTSGKPILLKDYLTTLSLNVISRMVLGKSYLDESKNSIVTPDEFKKMLDELFLLNGVLNIGDSIPWLDFMDLQGYVKRMKVVSKKFDKFLEHVLDEHNVRRNAVENYVAEDMVDVLLQLADDPTLEIKLERHGVKAFTQDMLAGGTESSAVTVEWAISELLKKPEIFKKATEELDRVIGQNRWVQEKDIPNLPYIEAIAKETMRLHPVAPMLVPRECREDCKVAGYDIPKGTRVLVSVWTIGRDPTLWDEPEAFKPERFLEKSIDVKGHDFELLPFGAGRRMCPGYSLGLKVIQASLANLLHGFNWSLPDNRTPEELNMEEIFGLSTPKKFPLSTVVEPRLPSKLYSI*

>CYP92B5 old SLCYP92B@3_2

MEISWAFIVFGSWLFAFAFVLKILNHPAKRKLPPGPKPWPIIGNLNLLGSLPHVSLHHLSQKYGDLMLLKFGSKPVLVASSPEMAKEILKTHDAIFASRPELAAGKYTSYNYSDMTWAPYGAHWRQARRIYLTEIFSPKRLDSFEHIRVEEGRTLISRLFPLSGKPVLLKDHLPRFTLRTISRLVMSDKYYNDDQSIITLETLQQMLDEWFLLGGVINIGDWIPWLSWFDLQGYLKQMKTLGKNFTIFFNYVIEDHKATKREIEEDYVAKDMVDTLLHFADDPNLDVKLTSDRLMGLIHDLISGATDTSAATIEWAFQELLRSPNITEKAQQELDRAIGRERWVEEEDFSKLPYIDAIIKETFRLHPLCALLPPHYSIEDCNVAGYDIPKGTIVYVNAWSLGRNSKYWDRAQEFIPERFIENNIDIKGQNFALLPFGSGRRKCPGYSLGMKVVRTTMANLLHGFNWKLGGDMRPEDISMDEIYGLTTHPNKPVSVIMEPRLPLHLY*

>CYP92B6 old SLCYP92B@4

MDIPWVFVVFGAWLLSLVFLSKKFNHSKRKLPPGPKPWPIIGNLNLIGSLPHVSFHHLSQKYGDLMLLKFGSKPVLVASSPEMAKEILKTHDTIFASRPSLAVGKHTSFNYSDMVWASYCAYWRQARKIYLTEIFSPKRLDYLEYVRIEERKTLISCLFAHSGKPIFLKDHLPRFTLRTINRLVMSDNYCSDQSNDSDTSIVTLERLQWMLDEWFILGGVINIGDWIPWLSWFDLQGYVRRMKALGKNMTEFYKYVLDDHNAKRIQKSGDFVPKDMVDALLHLANDPNREVKLTSDRMMGLIHNLVAGGTDTSAATIEWAFQELLRSPNIMEKAQQELDRAIGKEGWVEEEDFSKLPYIDAIIKETFRLHPLCALLAPHYSLEDCNVAGYDIPKGTTVYVNAWSLGRNPKYWDRPEEFIPERFIENGIDIKGQNFALLPFGSGRRRCPGYSLGMKVVRTTMANLLHGFNWKLAGDMKPEHISMDEIYGLTTHPKKPISVIMEPRLRLHLY*

>CYP92B7 old SLCYP92B@5

MDIPWVFIVFGSWLFALAFVFKKLNHPKRKLPPGPKPWPIIGNLNLLGSLPHVSFHHLSQKYGDLMLLKFGSKPVLVVSSPEMAKEILKTHDAIFASRPVLAAGKYTSFNYSDMTWAPYGAYWHQARKIYLTEIFSPKKLHSLEYIRIEERQTLISRLYPHSGKPIFLRDHLPRFSLRTISRLVMSDKYFSDQSNSDTSIVTLERLQWMLDEWFLLAGVINLGDWIPCLSWFDLQGYIKRMKDSGKNFTQFYKYVLDDHNAIKMQKSGDFVPKDMVDALLHLANDPNREVQLTSDRMMGLMHSLLAGATDTSAATIEWTFQELMRRPNIMEKAHHELERAIGKERWVEEEDFSKLPYIDAIIKETFRLHPLCAVLPPRYSTEDCNVAGYDIPKGTTVYVNAWSLGRNPKYWDRAEEFIPERFIENNIDIKGQNFALLPFGSGRRKCPGYSLGMKVVRTTMANLMHGFNWKLGGDTKPEDISMDEIYGLTTHPKEPISLIMEPRLSLHLY*

>CYP92B8 old SLCYP92B@6

MEIPWVFLVFGSWLFALAWLMAICISFVIKILNHPKRKLPPGPKPWPIIGNLNHLSSFPHKSLHHLSQKYGDLMLLKFGSKPVLIVSSPEMAEEILKTHDMIFASRPPLAAIKYFSYNYSDMTWASYGAHWRQGRKISLTELLNPRTLNSLEDIRVEERKTLISRLFNLSGKPILLKDHLTLFTLRTINRSIMSKTYCSDQSNSDTSIITHERLQWMLDEWFLLGGVINIGDWIPWLNWLDLQGYIKRTKALGKNMTEFYEYVLEDHKAKRQTEENYIPKDMVDAMLQLADDPNLEIKLTTDSIMGLIHDLVGGGTDTAATMIEWAFQELLRSPNIMEKAQQELDRAIGRERWVEEEDFSKLPYIDAIIKESFRLHPLCAMLPPRYSTEDCNVAGYDIPKGTTVYVNAWSLGRNPKYWDRPEEFIPERFIENGIDIKGQNFALLPFGSGRRKCPGNSLGMKVVRTTMANLLHGFNWKLGGDMRSEDISMDEISGLTTHLKNPISLITEPRLSLHLY*

>CYP92B9 old SLCYP92B@7

MVIPWVFLVFGSWLLALAFVIKILNHPKRKLPPGPKPWPIIGNLNLLGSLPHKSLHHLSQKYGDLMLLKFGSKPVLIASSPEMAKEILKTHDISFASRPPLAAGKYISFNYSDMTWASYGPHWRQTRKISLTGLLNPTTLNSLEYIRVEERQTLISRLFPLSGKPILLKHRLARFTLRTINRLIMSETYCSSDASVVTHERLQWMFDEWFVLSGLINIGDWIPWLSWFDLQGYVKRMKALRKNMTEFYEYVLEDHKAKRQKEENYSPKDMVDAMLHLADDPNLEIKLTTDTMMGLIHDLVGGGTDTAATTIEWAFQELLKRPNIMEKAQQELDRAIGREGWVKEEDFSKLPYIDAIIKETFRLHPLCALIPPHYSTEDCNVAGYDIPKGTTVYVNAWSLGRNPKYWDRPEEFIPERFIENNIDIKGQNFGLLPFGSGRRKCPGYSLGIKIVRTTMANLLHGFDWKLAGDMKPEDISMDEIYGLTTHPKNPISLIMEPRLPLHLY*

>CYP92B10P old CYP92B@8P

MEIPWVFIVFGSWLFVLAFVLKILNHPKRKLPPGPKPWPIIGNLNLLGSLPHKSLHHLSQKYGDLMLLKFGSKPVLIASSPEMAKEILKTHDISFALNSLEYIRVEERQTLISRLFPLSGKPILLEHHLALFTLRTISRLIMSETYYNSDASVVTHERLQWMFDEWFVLSGLINIGDWIPWLSWFDLQGFVKRMKALRKNMTEFYEYVLENHKAKRQT*ENYSPKDMVDVMLHLADDPDLDRERWVEEEDFSKLPYIDAIIKETFRLHPVCALLAPHYSLEDCNVAGYDIPKGTAVFVSGWSLGRNPKYWGSGRRRCPGYSLGLKVVQTTMANLLHGFNWKLGGDMKPEDISMDEIYGLTIHPKNPISLIMEPRLPLHLYGSGRRRCPGYSLGLKVVQTTMANLLHGFNWKLGGDMKPEDISMDEIYGLTIHPKNPISLIMEPRLPLHLY*

>CYP92B11P old CYP92B@9P

FFDLVHHFNTLGPIPHQSFDLILKNYRELMHLKFGSKSVLVASTSEMDKQFLKVQDTNFACHPLLVGGK*TSYNHCVMTWTMYGLYWRKSR*IYLKKIFTPKWLESFEYNVVEERQTSISQLNSLARKPFFTIQHLQHGKDGFQQQVLWMRETVHCHRILKQLSSKHYGYILLEPHCVIEDYTLGCYYVEKETTVLVNIWTIVMDPK*WDIVKEFLQERLL*KIIDMDGYNFSFFPFGSGRKRCPRYNLGHKDIEATLANMFHGFNCKLPPGMIIEIISVEQHYGLTKHQRFPIPVTIEP

>CYP92B12P old SLCYP92B@10

KTENYFWVVLAITCLVTLLVLLKLFHHHKQNLPPGPKPWPIIGNLHLLGSVPHKSLHKLAITYGDLMLLKFGSRNVVIASSPEMTREFLKKTNDANWASRPQLAAGKYTAYNYHDMTWAPYGPFWKQARRIYFNHIFNSKRLDSFEYIRVEELIARLFDLSMLGKPILLRQHLTRYTLTSISRTVLGGKYFSESNGGNNNEKSIISLEKLQDMLDKWFLLNGVINIGDWIPWLGFLDLQGYVKEMKELHKNLDKFNNFVLDDHKAKRDQGDKNFVARDMVDVLLQQVEDPNLHLKLNTDSVKGLMQDLLAGGTDTSATTIEWAFHELIKQLNMIKKAQKELDRVIGDGRWVQERDFTQLTYIESIIKETLRLHPVSTMLPPRTSLEDSHIAGYDIPKGTILMVNTWSIGRNSRHWESPEEFIPERFEGKDIDVTGQHFALLPFGAGRRKCPGYSLGIRIIRYTLANLLHGFNWQLPHDINSQDISMDKIYGLTTHPKLALHLIMVPRLPRHLYK*

>CYP92B13P old CYP92B@11P

YFDLVHHSNILGSIPHKCFDLCFNYYGYLMHLKVGSMLVLVESSAETT*KFLKSYKY*YITWAPNVL*WR*AQQIYLYKILMPELRESFEYILVEDSQLSLCSMTKMVLRNMYFG**IVRRED*QHQVEEKKRWVEERDCSHSSYIEVILEETLRLHPLATMLELHCVIEEYTLYCYDIEKGKTILFNI*TI*KNPKLLQERFLK*DIYMERYNFSFLPFGSRRRRCPSYSLGLTVNRDTLVNMLY*VNFKLPPRLIT*IISVDENYAHTKHIKFPIPLIIDPTLSS*LYFP
>CYP92B14 old SLCYP92B@2

MEVFVAFAGVVVLAFLCKVSTCRRPVNRKLPPGPKPWPIIGNLNLLGPIPHQSFDLLSKKYGELMLLKFGSRPVLVASSAEMAKQFLKIHDANFASRPLLAGGKYTSYNYCDMTWAPYGPYWRQARRIYLNEIFTPKRLESFEYIRVEERQTFISQLNSLAGKTFFLKDHLSRFSLCSMTRMVLSNKYFGESTVRVEDLQHLVDQWFLLNGAFNIGDWIPWLSFLDLQGYVKQMKALKRTFDKFHNIVLDDHRAKKNAFVPKDMVDVLLQMAQDPNLEVKLTDDCVKGLMQDLLTGGTDSLTAAVQWAFQELLRQPRVIDKAIQELDQVVGKERWVEERDCSQLSYIEAILKETLRLHPLGTMLAPHCAIEDCKVAGYDIEKGTTVLVNVWTIGRDPKYWDRAQEFLPERFLEKDIDMDGHNFSFLPFGSGRRRCPGYSLGLKVIRATLANMLHGFNWKLPQGVNTESVSVEEQYGLTTHPKFPVPVILEPRLSSHLYSPK*

>CYP92B15P old CYP92B@1P

DFFAGGADTSATRVEWAFQELMRNPNMIEKANEELDRTIGKGRWVEEDDLSQLP*IEAIIKETFRLHLLTP*IPPPYSIEEFNAAGYDIPKGIIVYVNIWSLGRNHNY*DRAEEFIPGRFLENDINIKEKNFIILPFGSRIRRCPGLEIQLVGTTLNNLLHGFSWRLTGDINPDKICMKEIYGLTTHPEKPIFMIMEPRHHLHLY*

>CYP93A42 old SLCYP93A@1

MVDIQGYLILFLIWLFSTLFLKYVVFRKRNTCHLPPSPFGLPIIGHLHLLSPIPHQALHKLSTRYGPLIHINLGSVPCLVVSSPEMARQVLKTHETSFLNRPQTSVIDYLTYGSQDFSFAPYGVYWKFMKKICMSELLGARTLDMLLPVRRDEIKRFIELLLHKAESSEEVDVEAELLRVSNNVISRMLMNERCSEDKDEAGSVRMLVQDITELTGKFNLSDYIWFCKNLDLQGFGKRTKDVRKRFDEIMERIINEHEEARSKRNSESIVIKDLLDILLDISEDDCAEMKLTRENIKAFILDIFAAGTDTAAITVEWALAELINHPNIMQKAVEEIDGLIGKNQIVEESDIVNLPYLQAIIKETLRLHPTGPMILRESTEDCCVGGYHIPKNTRLIVNTWAINRDPEYWENPLEFIPERFLTEEEEGNTKSQLDVRGQHYHFLPFGTGRRGCPGTSLALQVVQISLASMIQCFEWKVSGGEVSKVDMEEAPGITLPRANPLVCVPVTRFNPFTSTSTYA*

>CYP94A24 old SLCYP94A@1

MMIIDLEFSTLLICLVPFLFIFFINLFHSKSTKIPKSYPIIGSYFSILANKHRRIQWSSDIIQTTTNLTFTLIRPFGNRQIFTANPSNVQYMLKTHFHIYQKGHMFKSTMADFLGDGIFNVDGEIWKYQRQVASHEFNTKSLRKFIETVVDAELNERLIPLLAVAASEKKVVDLQDILQRFAFDNICKIAFGYDPAYLSPSLPQEKFAVAFEEAVKLSSERFNAIFPFLWKIKRHFDFGSEKRFRIAVDEVRQFAKQLVREKQSELNQKSSLDSVDLLSRFLSVGHRDDDFVTDVVISFILAGRDTTSAALTWFFWLISEHPVVESSILNEIKLKSHTPVYEEVKEMIYTHASLCESMRFYPPVPIDSKTATEDNVLPDGTFVKKGTRVSYHPYAMGRAEELWGSDWNKFKPERWLDKDEVTGNWNFVTKDMYTYPVFQAGPRICLGKEMAFLQMKRVVAGVLRRFKVVPVTEKGVEPVFISYLTAKMKGGFHVTIEERDHE*

>CYP94A25 old SLCYP94A@2

MVFNFDLSINIFSHLYFFFLPLVIILLFFIINISKTILTNVFIYPKSTKIPRSYPIIGSYFSIKSNINRRIQWTSEIVLSILPSLTFTLYRPLGHRHIFTANPSNVEHILKTCFHNYQKGCLGKETLKDLLGNGIFNADGEIWKYQRKLASHEFNSKSLRKFVENVVDFELSDRLIPILTMSASQKSVVDFQDLLQRFTFDNICMVAYGYDPAYLLPSFPEAKFANAFEEVVRISSDRFNSLAPFIWKLKRILNVGSEKKLRVCSTQIRDMAKEMIKQKKERSGYDKRSSDDLLSRFLISSNEQQNMHDDEFIIDIVISFILAGRDTTSAALTWFIWLISKNPKVEKEILEEIAKTTTSLNYDEVKDMSYTHASLCESMRLYPPVPVDTKEVMQDDLLPDGTFAKKGTRISYHPYAMGRVEHIWGKDWQTFRPERWLERDVKTGNWKFVPKDPFVYPVFQAGPRVCLGKDMAFLQMKKVVAGVLPRFRFVPVVDKGEEPVLIAYLTIKVKGGLMVRIEERTRSS*

>CYP94A26 old SLCYP94A@5

MTFIDLLLLFSLIPFFLIFFLKFQKARKNPISSNTKIPKSYPIIGSYFSLLANQEQRIQWLSDIILSTPKLTFTLIRPLNFHTIITANPSNVQHILKTNFSVYQKGQNSNNTLADFLSNGIFNVDGDIWKYQRQVASHEFNTRSLRKFVESVVDVEVSERLVPILANAAAEKNVVDLQDVLQRFAFDNICKIAFGYDPKYLLPNLPEAEFAVAFEDCVRLSSERFAVPFPLIWKMKRAFGIGSEKKLRIAVGEVREFAKRIVREKLNERSSLDSADLLSRFLSTGHSDEDFVVDIVISFILAGRDTTSAALTWFFWLISKNADVESEILREIGGKEEDVSMRYDEVKNMMYTHASLCESMRFYPPVPMDSKEVMKDDVLPDGTFVKKGMRVTYHPYAMGRSEEIWGKDWAEFKPERWLNKDEMTGNWMFVGKDPFAYPVFQAGPRVCLGKEMAFLQMKRVVAGVLQRFKVVPVVEKGVEPMFISYLTAKMKGGFPVTIEERM*

>CYP94A27P old CYP94A@3P

ISRPKLTFTLIRPLNFHTIITANPSNLQHILKTNFSVYQKGHNSNNTLADFLSNGIFNVDGDIWKYQRQVASHEFNTKSLRKFVESVVDVEVSERLVPILANAA

>CYP94A28P old CYP94A@4P

ISRPKLTFTLIRPLNFNTIITANPSKPQHILKTNFSVYQKGHNSNNTLSNFLSNGIFNVDGDIWKYQ*QFASHKFNTKSLQKFVESVVDVEVSERLVPILANAAAEKNVVDLQDVLQRFAFDNICKIAFGYDPKHLLPNLPEAEFAVAFEDCVRLRSERFAVPFPLIWKIKRAFGIGS*KKLGIAVGEVREFAKRIVREKLNERSSLDSAGTFSR
>CYP94A29P old CYP94A@6P

ISRPKLTFTLIRPLNFHTIITANPSKLQHILKTNFSVYQRNVLQRFAFDNICKIAFGYDPKYLLPNLPEEFAVAFEYCVRLSSERFAVPFPLIWKIKRAFGIGSKKKLGIAVGEVREFAKRIVREKLNERSSLDSAGTFSRY

>CYP94A30P old CYP94A@7P

RPKLTFTLIRPLNFHTIITANPSNLQHILKTNFSVYQKGHNSNNTLADFLSNDIFKVDGDIWKYQRQVASHEFNTKSLRKFVESVVDVEVSERLVPILANAA

>CYP94A31P old CYP94A@8P

MLFNFDLSIIFSHLYFFFHPLIIV*LFFIMNISKTILINVFIYPSLP*FQIINVFEEIRISTDRFDSLASFIWKLKRIFNVGSQKKLKV

>CYP94B17 old SLCYP94B@1

MVMVTFLTTYPFFILPFFCLTLILYVSYVIVEHYQQGGRGFEGPPTYPVIGCLIPFYKNRYRLLDWYTHLLSHSQTKTIVIDRLGARRTIVTANPHNVEYMLKTNFDNFPKGKPFNEILGDFLGNGIFNVDGEMWYKQRKMVSHEFTGRCLRECVMNALKEEVENKLLPMLDLMEAENRAFDLQDLLRRLGFDVVCKVSLGFDPCCLNDDSLPFSPLLDAFERASQICAGRGAAPVSAIWKVKRLLNIGSERQLRLAIDQIHSSVGNMIRERKIQMRGETEQDINISKVDLLSKLLLAANFDDEEVRDMVISFIIAGRDTTSAAMTWLFYLLTLHPEVENELVSKELRFIEAETLTKHEILRDMKFLKACLCETMRLYPPVAWDSKHAIVDDILPDGTRIKAGNRVTYFPYGMGRMENLWGKDRLEFKPERWMHNTEEDEGASNLYKFPVFQAGPRVCLGKELAFIQMKYVVSSILKRFHITPASSDPPLFLPLLTAHMAGGFNIFVHKTKNI*

>CYP94B18 old SLCYP94B@4_1

MFLSLFIFFILGFLTHSLKLHLKFTPIYAPSSYPILGCLISFYKNRHRLLDWYTQLLSESPTQTILVQRFGAPRTIITANPDNVEYMLKTNFINYPKGKPFTDILGDFLGRGIFNVDGELWSAQRKLASHEFSTNSLREFVVKTLEEVVENRLIPLLIQVANSGKVLDLQDVLRRFAFDTICKVSLGTDPHCLDDLSHVPVLVDSFDTASLACAMRGMAPVYAIWKSKRALNFGSEKKLRENVKRVHCCIDEIIEEKKQKIATENGGNQMDLLSRLLLAGHDNEVVRDMVISFLIAGRDTTSSALTWLFWLTTNHRDVKDEMIKEITSIYNGDKALEFDELKEMKYLAACLNESMRLYPPVAWDSKHAAKDDILPDGTRVQKGNRVTYFPYGMGRMEEIWGKDRLEFKPDRWIDENGALKMVSPYKYPVFQAGPRVCLGKEMAFTQMKYVLASVLRRFEIKPVVNVEKPVFLPLLTAHMAGGFNVRIYHRDC*

>CYP94B19 old SLCYP94B@3_1

MFLSPIIFFILGFLTHYLKLHLKFTPIYGPSSYPILGCLISFYKNRHRLLDWYTQLLSESPTQTILVQRFGAPRTIITANPDNVEYMLKTNFINYPKGKPFTDILGDFLGRGIFNVDGELWSAQRKLASHEFSTNSLREFVVKTLEEVVENRLIPLLIQTANSGKVLDLQDVLRRFAFDTICKVSLGTDPHCLDDLSHVPVLVDSFDTASLACAMRGMAPVYAIWKSKRALNLGSEKKLKENVKRVHCCIDKIIEEKKQKIATENGGNHMDLLSRLLLAGHENEVVRDMVISFLMAGRDTTSSALTWLFWLTTNHRDVKDEMIKEITSINNGDKALEFDELKEMKYITACLNESMRLYPPVAWDSKHAAKDDILPDGTRVQKGNRVTYFPYGMGRMEEIWGKDRLEFKPERWMEENGELKIVSPYKYPVFQAGPRVCLGKEMAFTQMKYVLASVLRRFEIKPVKLEKPVFLPLLTAHMVGGFNVRIHHRASALG*

>CYP94B20 old SLCYP94B@2_3

MFLSLFLFFILGFITHSLKLHLKFTPIYGPSSYPILGCLISFYKNRHRLLDWYTQLLSESPTQTILVQRFGAPRTIITANPDNVEYMLKTNFINYPKGKPFTDILGDFLGRGIFNVDGELWNAQRKLASHEFSTNSLREFVVKTLEEVVENRLVPLLIQAANSGKVLDLQDVLRRFAFDTICKVSLGTDPHCLDDLSHVPVLVDSFDTASRACAMRGMAPVYAIWKSKRALNLGSEKKLKENVKRVHCCIDEIIEEKKQKIATENGGDQMDLLSRLLLAGHDNEVVRDMVISFLMAGRDTTSSALTWLFWLTTNHRDVKDEMIKEITSINNGDKALEFDELKEMKHLAACLNESMRLYPPVAWDSKHAAKDDILPDGTRVQKGNRVTYFPYGMGRMEEIWGKDRLEFKPDRWIDENGGLKSVSPYEYPVFQAGPRVCLGKEMAFTQMKYVLASVLRRFEIKPVNVEKPVFLPLLTAHMVGGFNVRIYGRVE*

>CYP94C28 old SLCYP94C@1

MNHLDVFWWLKSFHVYSILIFIIISLFSLIFYMVRVKLWCNCEICHAYITTSWSSQFINLCDWYTHLLKESPTRTIHIHVLGNIITSNTQNVEYMLKTRFDNYPKGKTFSTILGDFLGRGIFNVDGDLWRFQKRMSSLELGKVSIRSYAFEVVKNEIDKRLVPLLHEYKQGGGVLDFQDVFRRFSFDCICRFSFGLDPKCLESSLPMSQFALSFDLASKLSAKRAMTTSPIVWKIKRFFNIGSEKELREAIKVINILAQEVIRQKRKLAFSNHRDLLSRFMGSISDETYLRDIVISFLLAGRDTIASALTSFFYVIGNNPQVAKAIREEANRVLGPNEDLTSYEQMSELHYLQACVYESMRLYPPIQFDSKFCLEDDFLLDGTFVKKGTRVTYHPYAMGRMEELWGCDALEFKPQRWLKDGVFVQENPFKYPVFQAGLRVCLGKEMALVEVKSVALSLLRRFHVELAQPYHHNPRFSPGLTASFKGGLLVSVRQISS*

>CYP94C29 old SLCYP94C@2

MATILFFLILAIVLSILLFLSRLKPYCECEICKSYLNSTWSLEFKNLCDWYSYLLKKSPTGTIHVHVLGNVITSNPNNVEYMLKTNFDNFPKGKQFSTILGDLLGRGIFAVDGEMWKFQRKMASLELGRVSIRSYAFDIVSDEIRNRLIPLLESNIHTVLDLQDVLRRFSFDSICKFSFGMDPGCLKLSLPDSDLQESFDLASKLSAERAMTVSPLVWKIKRSLNIGSEKKLKEAIEKVDVLAEEVIIQKRKNDFSSQNDVLSRFMRNIDDDKLLRDIIVSFLLAGRDTVASGLTTFFWLLAQHPHVINEIRAESNRVMGKTVNGTLATFEGIREMHFLTAAIHESIRLFPPVQFDSKFCQEDDTLPDGTFVAKGTRVTYHPYAMGRMEGIWGKDCLEFKPERWLEDGVFKAQCPFKYPVFQGGVRVCLGKDLSIVEMKSVALALIRQFDFQVHLAKDQAPKFMPGLTATVRGGLPIMVQKRREQ*

>CYP94C30 old CYP94C@3

STTNFFIILLFIISLSFFLFLLC

YFVRLKFLCKCEICQCYMTSSWYPQFTNLCDWYTHLLKKSPTRTIHIHVLGNTITANPKN

VEYMLKTRFDNFPKGKNFSTILGDFLGKGIFNVDGDLWRFQRKMASLELRRNSIKSFAFD

VMNNEIQNRLIPLLACVANNKDEIVLDLQDVFRRFSFDSICRFSFGLDPKCLELSLPISQ

FAISFDLASQLSAQRAMHVSPIVWKIKRFFNIGSERKLKKAIKLINILAQEVITQRRKLG

FSNHKDLLSRFMQGDIVNETYLRDIVISFL

LAGRDTVASASTSLFWLLAENPRVVERIREEANEVLGLNQELTSCEQLRELHYLQACVYES

MRLCPPIQFDSKFCLDDDFLPDGTFVKKGTRVTYHPYAMGRMEELWGVDCLEFKPERWINKDGVF 

IDENPFKYPVFQAGVRVCLGKEMSLVELKSMTLSFLRRFHVELAHPSHHIPRFSPGLTASFRGGL

PVFVREIKSTT*

>CYP94D34 old SLCYP94D@2

MEFFSLIFTVLVSLFFFYYFNKNLQKKGFKIYPLVGALPGFLHNRHRFHDWMTDVLSNCPTNTAVFHRPVNVHGIMTANPLNVEHMLKTNFENFPKGFRFYTRLQDLFGDGLFNVDGESWRTQRKSASYEFSTRSLRNFVMETAQVEIHTRLIPILEEASQRGRIIDIQDILERFAFDNIIKLAFNVDANCLGGAESEFMQAFDIATTLSSGRFMYAIPFLYKIKKILNIGSEKKLQESIKVVHEFADNIINSRMEERDEKKDEDLLSRFMGDSNEVSAKFLRDIVISFILAGRDTTSSALTWFFWILSSRKDIEQKILEELVEVRGRNGKKIGEAYNFDELREMQYLHAAISESMRLYPPVPIDTRSCLKDEILPDGTFIGKDWFISYQTYSMGRMENLWGKDCCEYKPERWFDENGVYKQESPFKFPVFHAGPRMCLGKDMAYIQMKSIAASVLEMFEFDVQLENGKCPEYVLSLTLRMKGGLPVEVKERC*

>CYP94D34-de1b old CYP94D@1P

MEVFSYPTLIFIALISLFFFYFLKKNPNKSGFKIYPLVGALPEFLLNRHQFLEWTTNVLSNCTTNTAVFYRPGNIHGVMTANPLNVEHMLKANFENFPKGFRFYTRLEDFLGDGIFNVDGEIWKIQRKSASYEFSTRSLRNFVMQTAQ

>CYP94K1P old CYP94x@1P_1

MDILLPFDLIIFFLPIIIFLFTYYENESFSKLRLPKSYPLIGCTFSLIKNHKRFLQWTAQ*LQNSPSLTITLTSPFGKKICLDNKPTNVNHTLKTRFNVYKKSTTLRSPLHDLLGRGLFVVNGKEWKSHRQLVSPIFKVDTFHHLIEYVTMKEISSHLLRIFVDASITSSTIVLDLHDIFHRFTFDIVFKEGFGHDQQYLLPSLPKTLLADAVNTTIKIYMGRYASPIGSEKNLSLAIKDLQEFIKK 

>CYP96A43P old CYP96A@9P

LIKCKVKRTNPELKQVSSLHLKFFFCLRKKMDVLYPCISRKQEELMHTSRAKDEEFIFLNAYIRMYNQWKDGDLGTLQTFLRDTFLSLLFAALTWFFWLLAKNPLVEKRIREEIQQQLNLKVDENLNFFSVQETRKLVYLHGALCETLRLFPSVAIEHKLPHDFDILPSAHHVSPNTRVVLSLYTMGRMESIWGEDRLEFKPERWIS*RGGIKHEPSFKFSAFNAGPRTCIGKEMAFIQMKIVAATIIYNYHIQLGVDQIIAPSASIIIQMKHGLKVRLEKRVPL*

>CYP96A44 old SLCYP96A@10

MDALELFLPLLIIIMCFTWWYLSNRWWRLSSVPTNWPLVGMLPGLFRNAHRVHEATDVLVETKGTFEFHGPVFANLNMLATSDPANIHHILSKNFSNYPKGVEFRKIFDILGNGIFNVDYELWEMHRKTTMSLMSHAKFQTFLERNMWDIIENALRPILDTFAEQDTLFDLQDIFQRFTFDAISKLLLDYDPKSLSIDLPHVSCEKAFNDVVDALMYRHILPEGCWKLQKWLQIGKEKKLIQAWEAFDQFLYPCISRKQEELMHKSSIEDEEFTFLNGYIKMYNQWKDGDLGTLQTFLRDTFLNLMFAGRDTTSAALTWFFWLLAKNPLVEKRIREEIQQKLNLKEGENLKFFAIEEARKLVYLHGALCETLRFFPSVAIEHKLPLEFDILPSGHHVSPNTRVVLSFYTMGRMESIWGKDCLEFKPERWISERGGIKHEPSFNFPAFNAGPRTCIGKEMASIQMKIVAATIIYNYHIQLGEDQIISPNASIIIQMKHGLKVRLFKRVPLMSNA*

>CYP96A45 old SLCYP96A@11

MSACLLFSGLIKCEVERTNPQLKQFPFLSISLKMNVLEYFLPLLVIVMCFTYSTRWYLSNIWWKSSSAPTNWPLVGMLPGLIQNTHRVHEFVTDALVESKGTFEFHGPVLANLNMLLTSDPANIHHILSKNFSNYPKGVEFRKIFDMIGNGIFNVDYELWEMHRKTTMSLMNHPKFQTMLERNMWSIIENGLWPILDGFAEQGTLFDLQDIFQRFTFDAITKLLLDHDPKSLSIGLPHVPCENAFNDSLDAFMYRHFLPESCWKLQKWLRIGKEKKLIQAWEAIDQFIYPCISRKQEELMHTSRAKDEEFIFLNAYIRMYNQWKDGDLGTLQTFLRDTFLSLLFAGRDTTSAALTWFFWLLAKNPSVEKRIREEIQQQLNLKEGENLKFFEIEEARKLVYLHGALCETLRLFPSVAIEHKLPLEFDLLPSGHRVSPNTRVVLSFYTMGRMESIWGKDCLEFKPERWISERGGIKHEPSFKFPAFNAGPRTCIGKEMAFIQMKIVAATIIYNYYIKLEDQIILPNSSVIIQMKNGLKVRVFKRVPLMSN*

>CYP96A46 old SLCYP96A@12

MDFLEYSLLFLLIFCSTYSIWFIIYRRTKTSAPTNWPILRELPGVIGNLHRGHAYMTEVLIEYGGTYDFKGPIFTNVDMFFTCDPANIHYIFSKNFSNYPKGPEFRKIFDMLGNGIFNVDHELWELHRRTTMSIMSHAKFQMLLEKTMWDIIEKGLKPILDAFAKQGKTLDLQDVLQRFTFDSITRLLLDHDPKSLSMDLPYLPYEKAFGDALDALLHRHITPQRLWKLQQWLRIGKEKKLMHACEAFDQFIYPCIARKQEELMHKSRIKEEEFAFLNAYIKVYNQWNGGDLGTLQTFLRDTFLNLMLAGKDTTSAALTWFFVLLAKNPLVEKKIREEIQQQLHVKEDENLKFFTKEESRKLIYLHGALCETLRLYPSVSLEHKVPLDHDILPTGHRVSPKTRMILPFYVMGRMETLWGKDCLEFKPERWISERGGIKHEPSFKFPAFNAGPRTCLGKEMAFIQMKIVAATIIHNYNIQVVEPQNVYPTTSIIMQVKNGLMVKVVKRYN*

>CYP96A47P old CYP96A@3P and CYP96A@2P join

MDVVGYSIITLIILCFTYWYLKNKFTKSSVPTNWPIVGMLPGFVHNAHRIHSFFTDILLETTSNFEFRGPVFANMDMLFTIDPANIHHILSRNFSNYPKGPEFREIFDRLGNGIFNVDSELWEFHSKTGTPVDLQDIFQRFSFDTNSKLLLDHDPKSLSVNLPHVPCEIAFSDMGDALAYRHILPKNYWKLQKWLRVGFDQFMYPAIAEKQKKSMNNKIKDDDFELFSDYIKNEVDENFGSVEKFKFPVFHWGPRTCLGKDMTFMVAAIMIYNYNIQLMEAQTISPTTAIVIRMTNDLKVRLSKRVL

>CYP96A48 old SLCYP96A@13

MDVLGYYVIPLIILCFTYWNLKNKWAKSSKPTNWPIFGMLPGLVHNAHRIHSFFTDILLETTSNFEFRGPIFANMDMLFTSDPANIHHILSRNFSNYPKGPEFREIFDILGNGIFNVDSELWEIHRKTTMSLMNHSKFQTLLQRNVWDTIDKGIVPTLDILAKQDTPVDLQDIFQRFSFDTISKLLLDHDPKSLSVNLPHVPCEKAFNDMVDALLYRHVLPERYWKLQKWLRIGKEKNLMKAWESFDQFIYPAISKRQEKLINNEIKDDDFDLFSDYVKAYKEWTNEDDKNLGSVEKFLRDTFLNLMFAGRDTTSSNLTWFFWLLSKNPLVVKKIREEIQQQLHLKEDESLKFFNIQESRKLVYLHGALCEALRLFPPVSIEHKSPLQLDVLPSGHRVSPNTKILISFYTMGRMESLWGKDCLEFRPERWITERGGLKHEPSYKFPAFLAGPRTCVGKEMAFIQMKMVAATMIHNYNIQLVEAQTISPTATVVIRMTNGLMVKVGKKVPI*

>CYP96A49 old SLCYP96A@8

MTLLGLGYIEIFLALFCFLLFYCFRHSNYPINFPIFGMLPGLLYNIQQIHERCTMSMKASGGTFLFKGLWFANMDTLTTVDPANVHYIMSANFMNFPKGPKFKEMFDVLGNGIFNADLDMWKVQRKMTRSLITHHEFYKFLVKTSCDKVEKGLIPVIDHVCNKGCVVDLQDLFQRFTFDTTCILVTGYDPGCVSIDFPDVPFSKAMDDAEEAILFRHALPEIVWKLQRWLRIGEEKKMINAQEVLDYTIDKYISMKREDLKEVDHDLKESEEGFDLLTFYLKDEKELGVKCDDKFLRDNILNLMIAGRDTTSSALTWFIWLVSTNPQVEKKIRDEINFVIPNEEGEKFRLFNVQELNKLVYLHGALCDSLRLYPPVPFQHKEPLEEDILPSGHKVHPKLKIMFSLYAMGRMESIWGKDCLEFKPERWISERGTIKHEPSYKFLAFNAGPRTCLGKEVAFTQMKAVAAAIIHNYQVELVKGHIVEPNASIILYMRHGFKVKINKRWT*

>CYP96A50P old CYP96A@7P

SWPVVFSLIQKGFHVKFLVSLFSHFIFITFTIFTFGTFLVKGLWFTNMDILGTVDPAKVHYIMSANFPNFPKGLELKKIFDVLGDGIFNSDLELWKSQRKLAREMIIHMRFHKCLVKTNVDKVENGLILVLEFIRHLFPESVWKLQQWLGFEP*KKLSKAEEDLDQVLGKYISMKREELSNAIKSEEDDEGYDLLTSYMVNDAETKTGLKFDNKFLRDTILNFMFAGHDTVASGLTWFIWLVVTNPPAIEKKIREELKAIVLLGEGEKRRLFKADEVKNAIYLHAALCESLRLYPPVAIQHKTPLEPDIFPSGHHVHSNMRVMIPLYAMGTMEYIWGHDASKLKPERWISDRGTVKHEPSYKFFSFNAGPRTCLGKEVAFTQMKIVASTIIHN*QIEMVKGHIVCPNISFMLYMKHGIKVRIKRR*

>CYP96A51 old SLCYP96A@6

MAFNFLVLASIGYIEIFVAIFLFFFVLAFGGKGDFGWKWPFFGEFPSLFYHINTIHQSLTILFSRIGATAFVKGPCFANMDILGTVDPKNVHYIMSANFQNFQKGPGFKKIFDVLGDGIFNADFDLWKDQRKIAKTLITHHTFHKFLVKTSCDMVKNGLVPVLEFMAKEGIVFDLQDVFQRFTFDTTCILVTGFDPGSLSVDLNNIAFMKAMNDMGEVMVIRNLLPRCVWKLQKWLGIGPEKKLRDAREVIDRVIGKYITMKRDELRAKGKKLNKNEEEEGVDLLASYIANDDGETKTGLMFDDKFLRDTILNFMIAGRDTTSSGLTWFIWLVVTHPEIEKKIREELKSIISLGEEGEKPRLFKGGEFKNAIYLHAALCESLRLYPPVPFQLKTPQEPDVLPSGHRVHPKMRVMVILYAMGRMESVWGKDALEFKPERWISERGTVKHEPSYKFFSFNAGPRVCLGKEVAFTQMKAVAASIIHNYHVEMVKGHEVCPNVSIILYMKNGFKVRIRNR*

>CYP96A52 old SLCYP96A@5

MSIVGLGYIEIFVAILCFFLFHSLNHPKGYPKSWPIVGMLPSMLFHLKHIHDRLTVIMSVTGGTFVPKGPLFAEMDILATVDPSNVHYIMSQNFMNFPKGKKFKELFDVLGDGIFNADMDLWKIQRKTTRSLVTHQQFYKFLIKTSRDKVEKGLVNVLDHVCNKGVIVDLQDLFQRFTFDTTCILVTGYDPGCVSIDFPHVPFSKALDDAEEAILFRHVIPEPIWKLQRWLGIGEEKKLSKAWETMDDVIGNYISKKRDELTKIETHDDEVEENDEGFDLLTFYLKEGQGLGVNCDDKFLRDTILNLMIAGRDTTSSALTWFIWLVTKNPQVEKKLREEINSIIPKEEVGKFRVFNVHELNKLVYLHGALCDSLRLYPPVPFQHKEPLKEDTLPSGHKVHPKTMILFSLYAMARTESIWGKDCLEFKPERWISETGTIKHEPSYKFMAFNAGPRTCLGKEVAFTQMKAVAATIIHNYKVEVVEGQTIEPNTSIILYMRYGFKVRISRRWT*

>CYP96A53P old CYP96A@4P

MGSIGYFEFFVAIFSFFVFLALGDRSGLPWNWPFLGMLPNLLFNVYRIHERCYEIFSRTSGGSFLLEGPWFTNMDILGTVDPENVHYIMSANFANFPKGEEFKKIFDVLGDGIFNSGLDLWKGQRKYARSLITHQRFYNCLVKSSWDKIENALVPVLENVVRDDRVVDLQDVFQRFTCDTTCTLVTGYDPGCLSVEFPRVPFSRAMDEVEEVFVHRHLLLKSVWKLQKWLGIGYEGKLTRSWDVLDQVISKYISMKRDKLSNVATKTKEDEEEGCDDLLTSYILNDHGLNFDDKFLRDTILNLMIAGRDTTSSGLTWFIWLAATHPEVENKIMEELEAIISLTSSSSSSKWRLAFNENELKNAIYLHASLCESLRLYPPVPFQHKTPLEPDTLPSGHHVHPKMRVVFSLYAMGRIESIWGKDCLEFKPERWISEKGLIKHEPSYKFLAFNAGPRTCLGKEVAFTQMKAVAASIIHNYQVEVINGHKVCPNVSIILYMQHGFKARVKKRWT*

>CYP96A54P old CYP96A@1P

MYLFEFSFPLLIIIMCFTYSTWWYLNHRWWKLSSLPTNLPIVGMLPELIRNLHRVHEGPIFANFNMLGTSDHANIHYILSKNFSNYLKGVEFRKYFDIFGNGIFSSNVDYELWEILRKTTMYLMGHAKFQTLLKRNIGETIKKGLRPILDDFVELDTLFDLQDIFQRFTFDVICELLHDHDPKSLSIGLPYVPCEKAFNDIVDALLYRYIFPECCWKLRKWL*IGKEKKLIQAWEDFDQFLYLCVSRKQENMMHKSTIKHEEFSILNAFIKMYNQWKDDDLGTFQTFLRDTLLSLMLGGRDTTSVALTEEIQQQLHQKKDENLNFFYIRETRKLVYLHVAFSETLRLSP*AAFEHKLPLDFDILPSGHLVIPNTRVMLSFYMIGGRMKSLWRKDW*DFKPERWISKRG*EIKHEPSFKFTAFNAPRACIGKEIAFVVAGTIIHNYHIQVEDQIISPSSSVIIQVKHGLKVRLLKRVPIV*
>CYP97A29

MASSLPLFQFPTHHYSKSRLTLSPKFKGSVSNFTIRCSNSNGKQPESVDEGVKKVEKLLDEKRRAELSARIASGEFTVEQSGFPSLLKNGLSKLGVPKEFLEFFSRRTGNYPRIPEAKGSISAIRDEPFFMPLYELYLTYGGIFRLIFGPKSFLIVSDPSIAKHILKDNSKAYSKGILAEILDFVMGKGLIPADGEIWRVRRRAIVPALHQKYVAAMIGLFGKATDRLCKKLDVAATDGEDVEMESLFSRLTLDIIGKAVFNYDFDSLTVDTGIVEAVYTVLREAEDRSVAPIPVWELPIWKDISPKLKKVNAALKLINDTLDDLIAICKRMVDEEELQFHEEYMNEKDPSILHFLLASGDEVSSKQLRDDLMTMLIAGHETSAAVLTWTFYLLSKEPSVMAKLQDEVDSVLGDRLPTIEDLKKLRYTTRVINESLRLYPQPPVLIRRSIEEDVVGGYPIKRGEDIFISVWNLHRCPNHWEEADRFNPERWPLDGPNPNETNQNFSYLPFGGGPRKCVGDMFATFENLVAVAMLVQRFDFQMALGAPPVKMTTGATIHTTEGLKMTVTRRSRPPIVPNLEMATLEVDVNSVSSDRAEAEASTVRP*

>CYP97B22 old SLCYP97B@1

MATGFCSSITCLVLNRRSDSIFRHFPSSYPTSWSTQKRSSIRTMKCRCQSTGTDEPKTKMNLFDNASNLLTNLLSGGRIGSMPIAEGAVTDLFDRPLFFSLYDWFLKYGSVYKLAFGPKAFVVVSDPIVARHILRENAFSYDKGVLAEILEPIMGKGLIPADLDTWKQRRRVIAPGFHSSYLEAMAKVFTECADRTMLKFDKLIEQEESGGGKLIELDLETEFSNLALDIIGLGVFNYDFGSITKESPVIKAVYGTLFEAEHRSTFYIPYWNIPLARWIVPRQRKFQSDLKVINDCLDGLIKNAKETRQETDVEKLQQRDYLNLKDASLLRFLVDMRGVDVDDRQLRDDLMTMLIAGHETTAAVLTWAVFLLAQHPVKMKKAQSEIDAVLGQGRTTFESLRKLEYLRLIVVESLRLYPQPPLLIRRSLTSDILPGGYNGDKNGYEIPAGTDVFLSVYNLHRSPYFWDKPNEFEPERFLVQKESQGIEGWGGFDPSRSPGALYPNEIISDFAFLPFGGGPRKCVGDQFALMESTIALAMLLQKFDVELKGSPEDVELVTGATIHTKTGLWCKLKKRSNI*

>CYP97B23P old CYP97B@2P

MATGFCSINTCLVLNRRSDSIFRHFPSSYPTSWSTQKRSSIRTMKCRCQSTGTDEPKTKVHSFDNASNLLTNLLSGGRIGSMPIAEGAVTDLFDRPLFFSLYDWFLKYGSVYKLAFGPKAFVVVSDPIVARHILCENAFSYDKGVLAEILEPITGKGLIPADLDTWKQRRRAIAPGFHSSYLEAMAKVFTKCADRTMLKFDKLIEQEESGGGKLIELDLETEFSNLALDIIGLGVFNYDFGSITKESPVIKAVYGTLFEAEHRSTFYIPYWNIPLARWIVPRQRKFQSDLKVINDCLDGLIQNTKETRQETDVEKLQQRDYLSLKLRDDLMMMLIAGHETTAAVLTWAVFLLAQHPVKMKKAQSEIDAVLGQGRTTFESLKKLEYLRLIVVESLHLYPQPPLLIRRSLTSDILPGGYNGDKNGYEIPAGTDVFLSVYNLHRSPYFWDKPNEFEPERFLVQKESRGIEGWGGFDPSRSRGALYPNEIISDFAFLPFGGGPRKCVGDQFALMESTIALAMLLQKFDVELKGSPEDVELVTGATIHTKTGLWCKLKKRSNI*

>CYP97C11

MPVSVTISSFSLLTDTHHRTTVIRPKNPLQNRSQLTIKSSIDNKKPPSTKPTSWVSPDWLTKLTRSLTLGQNDDSNIPIASAELDDVSELLGGALFLPLYRWMNLYGPIYRLAAGPRNFVIVSDPAIAKHVLKNYGKYGKGLVAEVSEFLFGSGFAIAEGPLWTARRRAVVPSLHKKYLSVIVDRVFCRCAERMVEKLLPDAISGSAVNMEAKFSQLTLDVIGLALFNYNFDSLTTDSPVIDAVYTALKEAELRSTDLLPYWQIKALCKFIPRQIKAENAVSLIRQTVEELIAKCREIVETEGERINEDEYVNDRDPSILRFLLASREEVSSLQLRDDLLSMLVAGHETTGSVLTWTAYLLSKDPSSLEKAHEEVDRVLGGRSPTYEDMKNLKFLTRCITESLRLYPHPPVLIRRAQVADVLPGNYKVNVGQDIMISVYNIHHSSEVWDRAEEFDPERFDLEGPVPNETNTDFRFIPFSGGPRKCVGDQFALLEATIALAIFVQNFSFELIPDQTISMTTGATIHTTNGLYMKVKQREKVSVLAAAP*

>CYP98A51 old SLCYP98A@4

MALFLIILTSIALIFLAHKLYHRLRFKLPPGPRPLPVVGNLYDIKPVRFRCFADWAQTYGPIFSVYFGSQLNVVVTTAELAKQVLKENDQNLADRFRTRPANNLSRNGMDLIWADYGPHYVKVRKLCNLELFTPKRLESLRPIREDEVTAMVESIFNDCTKPDNRGKSLLMREYLGSVAFNNITRLTFGKRFMNAAGEIDEQGQEFKGIVSNGIKIGGKLPLAEYVPWLRWFFSMENEALVKHSERRDRLTRIIMDEHTLARKQTGDTKQHFVDALLTLQKQYDLSDDTVIGLLWDMITAGMDTTTITVEWAMAELVRNPRVQQKAQEELDRVIGSDRIMSETDFSRLPYLQCVAKEALRLHPPTPLMLPHKASAGVKIGGYDIPKGAIVHVNVWAVARDPAVWKDPLEFRPERFLEEDVDMKGHDYRLLPFGAGRRVCPGAQLAINLVTSMLGHLLHHFTWSPPPGVSPKDIDLTENPGTVTYMKNPIQAIPTPRLPAHLYKRVPMDM*

>CYP98A52 old SLCYP98A@3

MAFSLVLSLSILIIFLCYKLYHRHTAKLPPGPWPWPVVGNLFSLTPIRFRCFAEWAQIYGPIFSFYLGSQLNVVVSNAELAKQVLKDNDQNLANRFRTKPLENVSKNGKDLIWADYGPHYVKVRKVCNLELFTPKRLEALRPIREDEVNAMIESIFKDCTKPGNVNKSTMLRGYLGSVAFNNITRLTFGKRFINSQGEVDEQGKEMKSIVTNGIKISGKPNLGEFVPWLRWVFKDDNEALEAQDKHLDEFTRIIMKEHTIAREKSGETKHHFVDALLTLQKEYDLSDDSIISLFWDMIAAGMDTVAITVEWAMAELVRNPRVQQKVQEELDKVIGSNRIINETDISNLSYLQHVVKESLRMHPPTPLMLPHMASNNVKVGGYNIPKGSIVHVNVWALGRDPNTWKEPLQFRPERFVEEDVDMKGHDYKLLPFGAGRRICPGMNLAINLVTSMLAHLLHHFVWSLPNGVKVEDIDMMESPGTVTYMQTPLHVVPTPRLPRNLYNTCSMNM*

>CYP98A53 old SLCYP98A@2

MAFPLVLSLSIFIIFLCYKLHNRLTAKLPPGPWPWPIIGNLFSIAPMRFRCFAEWAQIYGPIFSFYLGSQLNVVVNNAELAKEVLKENDQNLANRFRTKPLDSVSKNGMDLIWADYGPHYVKVRKLCNLELFTQKRLEALRPIREVEVTAMIENIFKDTTKPGDDSKTMTLRGYLGLVSFNNITRLTFGKRFINSKGEVDEQGEELKSIVTDGIRISGKPNLGEFVPWLRWVFKDDNEALESQDRRLNKFTRLIMEEHTIAREKSGETKHHFVDALLTLQKEYDLSDDSIISLFWDMVQAGTDTIAITVEWAMAELVRNPRVQQKVQEELDRVIGSDRIIDETDISNLSYLQHVVKESLRLHPPTPLMLPHMASNNVKVGGYNIPKGSIVHVNVWALGRDPNIWREPLQFRPERFVEEDVDMKGHDYKLLPFGAGRRICPGMNLAINLVTSMLAHLLHHFVWSLPNGVKVEDIDMMESPGTVTYMQTPLHVVPTPRLPRNLYTHVE*

>CYP98A54P old CYP98A@1P

MAFPLVLSLSIFIIFLCYKLHNQLTVKLPPGL*LWSIIGNLLNITPMRFRCFAEWAQSHLPIFSFYLGSQLNVVVNNAELAKEVLKENDQNLANRFRTKPLDNVSKIGMDLIWADYGPHYVKVRKVCNLELFTPKRLEALKPIKEDEVTAMIHNIFRDSNKH

>CYP98A55 old SLCYP98A@5

MAFSLAFPALTLFLIYIAYNLYRRLKAKLPPGPRPWPIIGNLYDIEPIRFRCFAAWSEIYGPIFSFYLGSQLNVVINNATLAKEVLKDNDQNLADRFRTKPLANVSRNGSDLIWADYGHHYVKVRKLCNLELFTSKRIEALRPIREDEVTSMIHDIFRDSTKQGKSLIMRSYLGLVAFNNITRLTFGKRFMDSQGNVDEQGKELKEIVSNGMKIGGKLNLGDFVPWLSCFFKDDNEALKAQDSHVDRFTRVIMEEHTLARKNTGETKQHFVDALLTLQKEYELSDDTVIGLLWDMVTAGMDTVAITVEWAMAELVKNTRVQQKAQEELDRVIGSDRVITESDMSKLTYLQSVVKESLRLHPPTPLMLPHLASANVKIGGYNIPKGTIVHVNVWALGRDPKVWKNPLQFRPERFIEEDIDMKGHDFRLLPFGAGRRICPGTNLAINMVTSMLAHLLHHFEWSPPIGIERDGIDMLESPGTVTYMQTPLQVVPTPRLPQHLYERSPIVI*

>CYP98A56 old SLCYP98A@6

MAIPIPLPVAIPLAFIFTYVLYHLYYRLRFKLPPGPTPWPVVGNLYQIKPVRFRCFYEWAETYGPVISVWFGSTLNVVVSSSELAKEVLKEKDQQLADRHRSRSAAKFSRDGQDLIWADYGPHYVKVRKVCTIELFTAKRLESLRPIREDEVTAMVESIYRDCSSPGKSLLVKKYLGAVAFNNITRLAFGKRFENFEGVIDEQGNEFKAIVANGLKLGASLAMAEHIPWLRWMFPLDEDAFSKHGERRDRLTRAIMEEHTLARQKSGGAAKQHFFDALLTLQQKYDLSEDTLIGLLWDMITAGMDTTAISVEWAMAEVIKNPRVQQKAQEELDQVIGYERVMNETDFPNLPYLQCVAKEALRLHPPTPLMLPHRANANVKIGGYDIPKGSNVHVNVWAVARDLKVWNNPLEFRPERFLEEDVDMKGHDYRLLPFGAGRRVCPGAQLGINLVTSMLGHLLHHFRWTPSNGLSPEEIDMGENPGLVTYMRTPLQAVATPRLPAELYKRIAVDM*

>CYP701A30 old SLCYP701A@1

MDAILNLQGVPLGTALTVGGPVVALGGISFWLLKEYVNDQKRKSPNFLPPVPEVPGLPVIGNLLQMTEKKPHKTFTNWAETYGPIYSIKTGANTIVVLSSSELAKEAMVTRYSSISTRKLTNALRILTCDKSIVAISDYDEFHKTAKRHILTSVLGPTAQKRFRIHRDTLVENVSKQLHDLVRTDPNEAVNLRKSFQSELFGLALKQALGKDIEAIYVEGLDATLPREDLLNILVLDIMEGAIDVDWRDFFPYLKWVPNKSFEHRIQRKHLRREAVMKALIADQRKRIISGEELNSYIDYLLSEANTLTEKQILMLLWEAIIETSDTTLVSTEWAMYELAKDSKRQEQLFLEIQNVCGSNKITEEKLCQLPYLCAVFHETLRKYSPAPIVPLRYVHEDTQVGGYRIPKGTEQIAINIYGCNRDKNVWESPEEWKPERFLNGKYDPMELQKTMAFGAGKRVCAGAQQAMTISCTAIARLIQEFEWSLKEGEEKNVATMGLTTHKLHPMLAHIKPRN*

>CYP703A13 old SLCYP703A@1

MIDLTSFVIVLLCTYLLNLINYSIFLFGAYLISKLLHFSFVDKSKREINRLPPGPKQWPIVGNLFQLGQLPHRDMASFCEKYGPLVYLRLGNVDAITTNDPEIIREILVQQDDVFASRPRTLAAIHLAYGCGDVALAPLGPKWKRMRRICMEHLLTTKRLESFAKHRADEAQSLVKDIWTKAQKGQIVDLREVLGGFSMNNVTRMLLGKQYFGAESAGPQEAMEFMHVTHELFWLLGVIYLGDYLPFWRWIDPHGCEKKMRDVEKRIDDFHRRIIEEHRKKKGSKNNNNNNIDDDEMDFVDVLLSLPGEDEGDGNGKQHMDDVEIKALIQDMIAAATDTSAVTNEWAMAEVIRHPHVLKKIQEELDIVVGSGRMVTESDLINLKYLRCVVRETFRMHPAGPFLIPHESIRDTKINGYYIPAKTRVFINTHGLGRNTKIWDNIDEFRPERHLPPNGDEKNMILTSSSSSSNRVEISHGPDFKILPFSAGKRKCPGAPLGVKLVLMALARLFHCYDWNPPNGVKHQDIDTNEVYGMTMPKAKPLMAIAKPRLPPHLYQ*

>CYP704A46P old CYP704A@6P

GGTIFYLVIIFDRMHHYMTDLSGKYKTYRFIRPFKNRIYISDPADVEYILKTNCEIYGGYTYYILYNLLGDGLFTVGGDKWGELGKFSSHDFSTRVFKN

>CYP704A47P old CYP704A@7P

YKMITPFKNKIFTSDPTKVKYILKTNFENYVKAYHLPNLSRDRIFIAYGYKCWEQRMLSSHNFSTMFFRDFRSVILRKNAAMFAHTFFEAVKCNKIVKIHAGPRIFFGKEAIYQMKIFSVVMFSCFVYKLSDYKKTINYMKIINLHIDEGLNVCVFCRAGPRIFFGKEFIYQMKIFSVVMFSCFVYKLSDYKKTINYMKIINLHIDEGLNVCVFCR

>CYP704A48P old CYP704A@8P

PIKHENNTYKPNVNKDSFVVFMDILRSSISHLFNFHRLHHYMIDLVGQKKT*KFIIPFRNDSFTSANVEYILKTNIENYVKVHHFLGILDN

>CYP704A49P old CYP704A@9P

SVVCIDNFHSSIMSITTTIISLILFFVVILHHLTRKLHGKKRYHPIGGTIFNLLITFDIGNYYMTYLSGKYKTYRFIRPFKNRIYTSDPANVEYILKTNIKN*GKGWYTYYILLGLVRGVIF

>CYP704A50P old CYP704A@10P

YKMIRPFNNRIFTSDSINVEYILKTNFENSGKNWYNYYILKD*LGDGIFTVDGHK*REQRMLWSHDFCTGVFRDFSSLIFRKTSTKFAHILSEAFKSIQRPENSFKFTAFQAGSRIFFGKEFVYIQMRIFSVVLLSYFVFKLSDGKKTINYKKMINLHIDGGLHVSVFRR

>CYP704A51P old CYP704A@11P

FSITTIIN*LVFCVFILHLLKKKKVHGK*RFHPVGDTIVNHLINFHRFQHYMTDLAG*YKTYRFISPFRNVIFTYDPANIEYSLRTNIENYCKEHNFLDI*IIFSKLGIYLIL*RCKQEKLLN*YSEYSCLIKNNAHILSETVQSER**TFKQDMFMKAILDSILGVAFEVELDNMCGSNDKGKKIINAFDKAGALTLWKFADIL*KMKRFLNIGSKAKLRDNIRTMMILVYKLIHRKTEQMSKPKADLSKKEDILTRFLQIAETYSKYFCDIILNFIIAGKDTTTTTLSSFIYVLCKYPHVQEKVAHDIKEATNEKLDATNVMDFAANVSEDALENMQYLHEALTETLRLYAALPMMEKYVFSDGTLLHGLNVNKGDIVTY*SYAMGRMKFIWDDDAEEYKPERWIDGDGSFRPENPFKFTAFQAGPTICLGKELANRQMKILSALLLHYIIFRLRDDKKTFNYRTMINLHIDGGLPVLVFHRLSN*

>CYP704A52P old CYP704A@12P

LLFCVFILHFLTKNIHGKKIYHPVNATVINLVIDFDGVHHYMSDLPGK*KTYKLSSPFKNRIYTAHSTNVEYILKTISKKYGKWYSY*IL*DLLGDGFFTINRDKSGEQKKFAGPRIFLGKKLV*RQVEIFSNVL*SYFVLKLSGDKKTINYRKMINLQIDEGFHDPVFRR

>CYP704A53P old CYP704A@13P

YRHKNQNMHKDTFVVSMDILQSSIFITTIIASLVFCLFILHLLTKKLHGK*RYHLVGGTIFNHLINFHGLHHYITDHFGE*NTYRFISTFRNDNFTSDPYNVKYILKTIFENYGKLHHFLEILDNIANILVETVKSSNIIDIQDLFMEAILDSILRASFIVELDSICGSNVEGKIFINVFDDPRLTLWIDILWKIKILPNIGSEAKLRDNIRTIDEFVYKLNHKKTEQMSKQKLIDLLQWKKEDILLRFMQIAGIDPKYSRDIILNFIIAGKDTASTTLWLIYVLFKYPHAHEKVRICLVKEISNRQMKILPALLLS*FVFLLGVDKKNFN*RTVINLHID

>CYP704A54P old CYP704A@14P

VVCMDILYSSIMSIKDTITSIFLFCVLILHFLTKKLHGKKKPSNWLQRFQTTFQVRRMHHYMTDLAGKYKTYRFISPFYRRIYSFDPANVEYFLKTQFEIYGKVQHELLGDGIFIVEGDMLMEQWKLSSHDFIIRVCKVLKGENGK*RAANF

>CYP704A55P old CYP704A@15P

VVRMDILNSSIMSITTIIISLLLFCVLKFHFLTKKLYGKKRYNQNWSHHFQSGINVDKEHMTDIAGKYKNYRYISPLNNWIYTSDLANVEYILKTNLENFGKGGHSHYIL*DFSGDGSFRVDGDKWGMHRKLSSHIFSTMVCQVLKGVNGK**VANF
>CYP704A56P old CYP704A@5P

LWKEFIYRQTKIFSVVFLRYIVFKLSDDKKTKKYRKMINLHIDWGLHVRVFRR*EN

>CYP704A57P old CYP704A@4P

KLNMHKDTFVVFMDLMSSISIIIINLSFVFFVFIHHLLTKKEHGKRYYPVGSTILNHEIMNFHLLHHYMADLAG*YKT*RFISPFRNDFFTSDPTNTTKLSHIFSETVKSYKIIEIKNLFMKEILDSIFTVSFEVEQDNMFSSNDEGKSIINAFDDASALTLCRFVYILWKIK*FLNIGSESKLRHNIRTIDEFVYKLIHIKTEKMSKPKANLSWKKEDIMSKFLEKAGKVLHGIILNFIIAGKVTTTTTLSCSIYVLRKYPPEKEVQEIKKEIYDKQDAPDIMDCGVNVSKHALEKMHYLHATLIETLRLYPTIPMIKRTSFIVYIRGHLTRWIQFNIGDINACQSYLMGRMKFIWGDDVEEYKSERWIDGDGFFKPKNHFKFTASQVGPRIGLGRSLPIGK*KYYRLFLSHYFVFR*SDDKKTFN*RTMINLHIDGGLPILVFHRL*N

>CYP704A58P old CYP704A@3P

KKIKEAINEK*DAKDIINFAANVSEYSFENMQYLHETLIETLSLHTLFPMNGKPCISNDTLPDGLNVNKGDILAYHSYAMGRMKFIWGD*A*RYNLDRWIYGDGFFKLENPFKFTAFQVCPRIFLGKEFAYRQM*ILFALLLRYSVLRLSDDKKTFHYRTMINLHIDGALPIRVFHRL*N

>CYP704A59P old CYP704A@2P

IGPRICFGKDIFNG*MKIFSDMLLSYFVFKLSDDKKPINYRKMINLHIDG

>CYP704A60P old CYP704A@1P

PIKHKNNEYKPNMHKDTFVVSMDILQRSISVTTIILSLDFFVLILHLLTKKVHGK*RYHPVGRTIFNHLINFHRLHHYMTHLAGEYKTCRFISFFRNYIFTSDPAKVEYIIKTNFENYGIYSYNILKDILGDEIFTIDGDKWRKQRKEFPEGS*GIFAVGIQKKCRKITHVLSQTVKSSKIIDIDLFMKTFLDSIFRVAFEFELDNMCDSNDEGKKIINVFDDANALTLWRFVDIL*KIKRFLNIGQEGMLRDNIRTIDEFVCKPIHRKIEQMSKLKVDLFVG*LSYICYFYY*GKMLIRHFNLFQVAKKERRHSVKVSANSWKISKVFA*YIIELHNSTQTYNNNHPLS*FIYVLCRYPALEKMQYLHATLLENLRIYPAKICFLDDTLLQDGLIVNKGDIVAYQ*YSMGRKKFIWGDDAKEYKIERWIDGDGFLTLENPSKFTPF*ILSALLLCYFVFRLSDDKKTFNHRIMINIHIDGGLHVHVFHIL*

>CYP704A61P old CYP704A@28P

MSITPTIISLLFLFCLHTSFSDQKLYEKKYY*IGCTVFNLVINFFIVHHFKTDLATK*KTYRFIRPFENRI*GLLRDEIFTIYGDK*WEQRKFSSHDFSTR

>CYP704A62P old CYP704A@27P

ELPVGS*GIIAVGIQKKVFRKSGTNLYYVFSEAIKSSKIIDFQDMFMKAFMDSIFRVAFEFELDNICSSNDEGKKFINAFDDANALTLLRFVDIL*KINKFLNIRPDAKLRDNKRTIDEFVYKLIHIKTEQMSKPKGDLSDILSRFLQIAGTYPKYLRDIILNFILACKHTTTTTLSLFIYVLCRYPLLEKMQYLHAALIETLRLYPAKICFFDDTL
>CYP704A63 old SLCYP704A@26

MDVLYTIFISIAILLLICVTPTLVLTVRIYAGKSIRNPKYAPVEGNVFHQLLYFNIIYDYQTELAKKTPTFRLLAPEQSEIYTTDSRNIEHILKTNFSKYSKGKRNQEVIMDLFGEGIFAVDGEKWKQQRKLASFEFSARVLRDFSCKVFRKGAAKLVSKVSEFSLANQVFDMQELLMRCSLESIFKVGFGVDLNCLDGSSGDDNEFIKAFDDSNALSYWRYVDPFWKLKRYFNIGSEFLLKKNIKFIQEFVDELIRTRRKQLEMKQDSMDKEDILSRFLVESKKDPEKMTDRYLRDIILNFMLAGKDSTANTLSWFFYVLCKNPLIQIKIVEEIREVIGNNMKDNGSVDDFVASITEEVLEKMHYLHATLTETLRLYPAVPVDGRCADADDVLPDGFHVKKGDGVYYMSYAMGRMPYVWGNDAQDFRPERWLKDGIFQPESPFKFITFHAGPRLCLGKDFAYRQMKILSMALLHFFRFKSSDDTKEVTYRTMFTLHIKEGLQVRAVPRRGLIEA*

>CYP704A64 old SLCYP704A@25

MDFLYTIFTCIGTLCVISVTSFLVLILRIYAGKSIRNPKSAPVIGTVFHQLFYFKRLYDYQTEVAKKLPTSRFLAPDESIICTTDSRNVEHILKTKFGKYSKGKRNEEIIMDLFGKGIFAVDGEKWKQQRKLASLEFSARVLRDFSCTVFRKRADKLVRKVFQFYISNQVFDIQELLMRCSLDSIFKVGFGVDLNCLDGSGEDDDSFIKAFDDSNELIYWRYVDPFWKLKRYFNIGSEALLKKNIKFIHEFVDELIRSRRKQLEVKHDSIDKEDILSRFLEESKKDPEKMTDQYLRDIILNFMLAGKDSTANTLSWFFYMLCKNPLIQEKVVEEITEVIGNNVKDKEHLEYFVASITEEALEKMHYLHAALTETLRLYPAVPVDGRCADADDILPDGFHIRKGDEVNYVSYAMGRMPYIWGNDAEDFRPERWLKDGIFQPESPFKFIAFHAGPRICLGKDFAYKQMKILAMALLHFFRFKLSDETKVVTYRTMFTLHINEGLPVHAVPRRGLVGG*

>CYP704A65 old SLCYP704A@24

MAVVSMDILHSSIISLTSIILSLLFCGFIFHLLTKKVYGKKRYHPIGGTIFNQLINFHRLHHYMTDLACKYKTYRLISPFRNEIYTSDPANVEYILKTNFDNYGKGWYNYSILKDLFGDGIFTVDGDKWQGQRKLSSHEFSTRVLRDFSSVVFRKNVAKLAHVLSNAANSNTTVDIQDLFMKSTQDSIFRVACGVDLDSICGSNEESKKFGDAFDNANAMTTWRYVDVFWKIKRALNIGVEAKLRDNIRTVDVFVYKLIQRKTEQMTKPDADLSWKKEDILSRFLQISGTNPKYLRDIILNFVIAGKDTTATTLSWFIYVLCKYPHVQEKVAQEIKESTTEKENATDITDFAANVSEDALEKMQYLHAALTETLRLYPSIPTDPKLCFSDDTFPDGFSVNKGDMVSYLPYAMGRMKFIWGDDAEEYKPERWLDRHGFFRHESPFKFTAFQAGPRICLGKQFAYRQMKIFSAVLLHYFVFKLSDDKNTVNYRTMISLQIAGGLHVDVFHR*

>CYP704A66 old SLCYP704A@22

MHNDILVVSMDTLKSSITISSIILSLVFCVFLVHLLTRKLHGKKRYHPIGGTIFNQLINFQRLHHYMTDLAAKYKTYRLISPFRNKIYTSDPANVEYILKTNIDNYGKGWYNYSILKDLLGNGIFAVDGDKWREQRKLLSHEFSTRVSRDFSSVVFRKNVAKLAQILSESANSNKAVDIQDLFMQSSLDSIIGVAFGAELDNTCGSNEEDKRFIDAFDNANATTTWRYTDIFWKIKRALNIGVEGKLRDNIRTVDAFVYKLIHIRTEQMSKPENHVLSWKKEDILSRLLQITDTDPKYLRDIILSILLSGKDTTSTTLSWFIYVLCKYPHVQEKVVQEIKEATTEKTNATDITEFAANVSEEALVKMQYLHAALTETLRLYPAVPLDPKICFSDDTLPDGFSVNKGDVVCYLPYAMGRMKFIWGDDAEEYKPERWLDRDGFFRPENPFKFTAFQAGPRICLGKEFAYRQMKIFSAVLLSYFVFKLSDDKKAINYRTMINLHIDGGLHVRVFRR*

>CYP704A67P old CYP704A@23P

HRLHHYMTDLAGKYKTYRFVSPLRKKIDTSDPVDVEYILKTN

>CYP704A68P old CYP704A@21P

DIKICFLDDTLPDEFSVKKGDIV

>CYP704A69 old SLCYP704A@20

MHKGHNIVSMEILDCSIMSITATVVSFLFCGFIVHLLTRKLHDKRRYHPIGGTIFNQLINFHRLHHFMTDLAGKYKTYRLISPFRNEIYTSDPANVEYILKTNFDNYGKGWHSYSILKDLLGDGIFAVDGDKWREQRKLSSHEFSTRVLRDFSSVVFRKNAAKFAHILSELVKSNKIVDIQDLFMKATLDSVFKVAFGVELDSMCGSNEQGKNFNAAFDNASAMTLWRYVDVFWKIKRYLKIGSEAKLKENIKIVDAFVCKLIRRKTEQMSAPEADLSWKKEDILSRFLQISGTNPKYLRDIILNFVIAGKDTTATTLSWFIYVLCKYPHVQEKVAQEIKESTTEKENATDITDFAANVSEDALEKMQYLHAALTETLRLYPAVPVDPKICFSDDTLPDGFSVKKGDMVSYLPYAMGRMKFIWGDDAEEYKPERWLDGDGFFRQENPFKFTAFQAGPRICLGKEFAYRQMKIFSAVLLHHFVFKLSDDNKATNYRTMITLHIDGGLHVRVFSRQRN*

>CYP704A70 old SLCYP704A@19

MDILTMNPISIFATFPSISLSFLVLIVFFMSKLGEKQKGKKKYHPIVDSTTKQLINFHRIHDHMADLAAKYKTYRLESPFRREIYTSDPANIEYILKTNFDNYGKGDYHHEILKDFYGDGMFTVDGEKWKEQRKVSSPEFSKRVIREVNCVIFSKNAVKLANILDESANSKETVDIQDLLLKSSLDSVFQVAFGIELDSVCGSCEEGANRFIKALDDASEMSLLRYIDMFWKIKKALNFGSEAKLRKSMEIIDEYMYKLIRSKAEQLSQQRDTTEKAENIMSRFWHYSSTNPKYLRDILINFMGGGKDTTGTTLSWFILMLCRYPHVQEKLAEEIKETTNTKGGSGTISDFAANLKEEAVDKMHYLHAVLSETIRLYPAIPVNAKVCLQDDVFPDGYSVKKGDMVAYPPYAMGRMKYLWGDDAEEFKPERWLDENGSFKQESPFKFTAFQAGPRICIGKEFAYKNMKITAAVLMQFFVFKLSDDTKPVNYKTMLQLHIDGGLHVRAFRKINNY

>CYP704A71P old CYP704A@16P CYP704A@17P and CYP704A@18P joined

EKKRKRYHPIGDSTLKQLMNFDRIHDHMTSLAAKYKTYRLESLFRREIYTSDPIEYILKTNFDNYGKNLMGNDVLEYYYGDGIFAMDGDKCKEQRKLSSPDFSKRVLRDVNSIVFRRNAAKLANIMNETANSNNTVDIQNLLLKSSMDSLFQVALAFGIELESVCRSNKEGSNRFIRALDEVSELSFWRYIDLFMKIKKFLNIGSEAKFKRSAQILHKYIYNLINTKTEQLSHDSSQQRKEENILSRFWHYSTTNPKYLRDILVNFMGIGKDTTGTTLVWFIWSLCKHPQVQEKVAQVIKDATKSNIGTTISDLASHLNEEAMYKMHYLQTVLSETLRLYPCIPLLLPDGYNVNKGDMVAYQPYAMGMMKYIWGDDTREFKPECWAGPRICIGKEFAYRQMKITAAVLLRVFIFKLTDELRTVIYKTMIQLHISGGLHVRAMQRIDQN*
>CYP704B30 old SLCYP704B@1

MNTQFSLLNTCHNFQYYFLILKHNKMGLLTLLACLVLSWKFINTYRQKNKKGPINWPIVGAGLEQWVNFDRMHDWLVEYLAQSPTVVVPAMTTTYTYIAHPTNVEHVLKTNFDNYPKGEVYHSYMEVLLGDGIFNVDGELWRKQRKTASFEFASKNLRDFNTVVFRDYSLKLFNILNQASLKNEHVDMQDLLMRMTLDSICKVGFGVEIGTLNPNLPENSFAKAFDAANVIVTLRFIDPLWKIKQFLNIGSEAILDQSIKKIDDFTYSVIRKRKAELETNDKINKHDILSRFIELGKDPENNITDKSLRDIVLNFVIAGRDTTATTLSWAIYMIMTHEHVAEKLYAELKSLEQVRAKEENVTLHQYDTEDHVSADSRAIQFAGLLNYDSLSKLYYLHAVITETLRLYPAVPQDPKGILEDDVLPDGTKLKAGGMVTYVPYSMGRMEYNWGSDAASFNPERWLKDGVFQNASPFKFTAFQGGPRICLGKDSAYLQMKMALAILCRFYKFKLVPGHLVKYRMMTILSMEHGLKLTVSLRS*

>CYP706C12 old SLCYP706C@15

MSIKSLFDDFFPWPLQELTVEQKGVFLSCFLGVLALLWFFIRKSNKGLPPGPKALPLIGNLHSLEPQLHTYFASLSQTYGPICRLWLGKKIGIIITSPELAREVLKDQDTIFANRDVPAAGREATYGGNDITWTPYGPKWRMLRKVCVRDMLSSSTLDSVYALRKKELRQTINYFYNKAGSPVNVGEQMFLTILNVITSMLWGATVKGEERANLGAEFRHVVNEMTELLGTPNVSDFYPGLEWFDLQGVTKKMKVLAKRFDAIFESMIDQRQKMDRNSEMGAGVGQESKDFLQVLLKLKDEADSKMPLTMIELKALLMDMVVGGTDTTANVVEFAMAEIMNKRDILRKLQQELDTVVGKDNIVEESHIQQLPYFYAVMKEALRLHPALPLLVPHCPSETVTVGGYTIPEGSRVFINVWAIQRDPSIWENPTEFRPERFLDNKWDYSGNDFNYFPFGSGRRICAGIGMAERMFMYSLASLVHSFDWKLPEGETLDLTEKFGIVLKKKMPLVAIPTPRLSNPTLYE*

>CYP706C13P old CYP706C@14P

MSLKFSKPLFDSFSFPWQESNIEQKKGAFLSYVLGIIGLRWFLWLFTNKSKKGQPPLPPGPKALPLLGNLHSVEPQLRTYFASLSQTYGPICRLWLGIKLGIIITSPALAREVLKEQDTIFAYRDVPAAGREMSYGGWNPFGPKWRMLRTVCVRDMLGGSALDSVYALRKKELRQNINYFYSQAGLPVNVGEKMFLTMFNVITSMLWGGTVKGEERANLGAEFRHVVTELLGTPNVSDLDWFDLQGVTKKMKVLAKRFDTIFESMIDQRQKMDGNTEMGAGVGQESKDFLQVLLKLKDEADSKMPLSMTELKALLMDMVVGGTATTSNTVEFAMAEIMNKRDILRKLQEVDTVVGKDNIVEESHIQQLPYFYAVMKEVLRLHPVLPLLVPHFPSEAGIVGGYTVPKGSCVFVNVWAIHRDPSICENPTEFHPEKFLDNKCDYSGNDLNYFPFGSGRRMCAGIAMAERMFMFLLASLIHSFNWTMSEGENLDLTEMFGIVLKKKMPLVAIPTPRLSNPTLYE*

>CYP706C14 old SLCYP706C@13

MSLKFFKRLFDFYSCSWQESNIEQKGVFFSYILGIVALLWFLWLFINKSKKGQPQLPPGPKALPLIGNLHSLDPQLHTYFASLSQTYGPIYTLWLGKKVGIIITSPALAREVLKDQDTIFANRDVPAAGREATYGGTDIVWTPYGPKWRMLRKVCVREMLSGSTLDSVYALRRRELRQTINYFYSQEGLPVNIGEQMFLTVLNVITSMLWGGTVKGEERSTLGAEFRHVVTKMTELLGTPNLSDFYPGLARFDLQGVTKKMKVLAKRFDKIFESMIDKRQDIDRNGGMETGVGQENKDFLQVLLKLKDDEAAKMPLTMPELKALLMDMVVGGTDTTSNTVEFAMAEIVNKPYVLRKLQEEVDTVVGKDNIVEESHIQHLPYFYAVMKEVLRLHPALPLLVPHCPSETSTVGGYTVPKGSRVFINVWAIQRDPSIWENPTEFRPERFLDNKWDYSGNDLNYFPFGSGRRICAGIGMAERMFMYSLASLVHSFDWKLPEGETLDLTEKFGIVLKKKMPLVAIPTPRLSNPTLYE

>CYP706C15 old SLCYP706C@12

MSLKFMFDSFSWPLQDLNIEQKGVLFSCLLALLWCFISNSNKGLPPGPKALPLIGNLHSLEPQLHTYFASLSKIYGPICRIWLGKKLGIIVTSPALAREVLKDKDTIFANRDVSVAGREVTYGGTDIVWTPYGPKWRMLRKVCVQEMLSASTLDSLYALRRRELRQSINYFYNQTGSPVNVGEQMFLTALNVITSMLWGGTVKGEERATLGAEVRDVVTKMNELLVTPNLSDFYPGLAWFDLQGVKKKMKVLAKRYDNIFESMIDQRQKMNRNGVGQESKDFLQVLLKLKDEADPKMPLTMTELKALLTDMVVGGTETSANTVEFAMTEIMNKPDVLRKLQQEVDTVVGKDNIVEESHIQHLPYLYAVMKEVLRLYPAVPLLVPHCPSETVTVGGYAVPKGSSVFVNVWAIHRDPSIWENPTEFHPERFMENKWDFSGNDLTYFPFGSGRRICVGLAMAERMFMYSLASLIHSFDWKLPEGETLDFTEKFVLVLKKKMPLVAIPTPRLSNPTLYE*

>CYP706C16P old CYP706C@11P

MSLKFFKPLCDSFPWPWQEQNIEKSGVFFSYVLGSLALIWFLCFYINKSKKGQPPGPKALPLLGNLHSLDPQLHTYFASLSQTYGPICRLWLGVTSPALACEVLKNQDTIFANRDVPAACKESSYGGKDIVWNPYGPKWRMFIGSTLDSVYALRKREL*QSINYFYNQAGSPVNIGEQMFLTALNVITSMLWGGTVKGEESSRLGAQHVVADMTELLGTPNISDFYPGLARFNLKGVTKKMNVLEKRYDKIFESMIDQRQKMD*IADQMGTGVGQESKEFLQVLLKLKDESDAKMPLTMIEIKALLMDMVVGGTDTTSNAV*FAMAKIMNKPYVLRKLQQELEVVVGKDNIVKESHIQQLPYLYAVVKEALRLHPTLPLLVPHCPSETCTVGGYTVPNGSRVFVNVWAIQRDPSIWKNPREFCPERFFDNKWDDNGNDVNYFPFGSGRRICAGIVMAERIFMYSLASLIHSFDWKLPEGETLDLTEKFGIVLKKKVPLVAIPTPRFFNPTLYE*

>CYP706C17 old SLCYP706C@10

MSLEFFKPRFDSFPWPLQQLNVEQKGVFFSCFLGFLALLWFFIRNSIKGLPPGPKALPLIGNLHSLDPQLHTYFASLSQTYGPICRIWLGKKLGIIITSPALAREVLKDKDTIFANRDVPAAGSEFSYGGKNILWTPYGPKWRMLRKICVRDMLSSSTLDSVYALRRREVRQSINYLYSQKGLPVNVGEQTFLTILNVITSMLWGGTVKGEERASIGAEFRHVVTGIAQLVSIPNLSDFYPGLAWFDFQGVIKKMKVLAKRFDKIFESMIDQRQKLDRNGVGQEIKDFLQVLLKLKDEADPEMPLTMTEIKALLMEMVLGGTDTSVNTIEFVMAEIMHKPDILRKLQQEVDTVVGKNNIVEESHIQKLPYLNAVMKEVLRLHPAAPLLIPHCPSETCTVGGYTVPKGSCIFINVWAIHRDASIWKNPTEFRPERFLDNKWDYSGKDLNYFPFGSGRRICAGIGMAERMFMYSLASLVHSFDWKLPQGVTSDVTETFGLNLRKKIPLVAIPTPRLSNPTLYE*

>CYP706C18 old SLCYP706C@9

MSLKFFKPLFDSSPWLLQQLNVEENAVFFSCFLGFSALLWYFIRNSNKGLPPGPKPLPLIGNLHSLEPQLHTYFTSLSQTYGPICRLWLGKKVGIVIASPALAREVLKDKDTIFANRDVPAAGREFSYGVNDLLWTPYGPKWRMLRKVCVRDMLSCSTLDSVYALRKRELRQSIKYLYSQKGLPVNVGEQMFLTVLNVITSMLWGGTVKGEERASVGAEFRHVVTEIAQLISIPNLSDFYPGMAWFDFQGVVKKMKVVLKRFDKIFESMIDQRQKLDRNGFGQESKDFLQVLLKLKDEADAKMPLTMTEIKALLMDMVTGGASSTSNAIEFAMAEIMNRPDVLRKLQEEVEAVVGKDNIVEESHLKQLPYLYAVMKEALRIHPTAPLLVPHCPSETCTVGGYTIPKGSCVFINVWAIHRDPSIWKNPTEFRPERFLDNKWDFSGNDFNYFPFGSGRRICVGLDMAERMFMYSLASLIHSFDWKLPEGETLEVTEKFGIIMKKKMPLVAIPTPRLSNPSLYE

>CYP706C18-de1b old CYP706C@8P

NSNKGLPPGPKGLPLIGNLHCLQPELHIYFAFL

>CYP706C19 old SLCYP706C@7

MSLKFFKPLFDSFPWPLQELNVEQNGVFFSCFLGFLALLWCFIRNSNKGLPPGPKALPLIGNLHSLDASSETHIYFASLSQTYGPICRLWLGLKVGIIITSSDLAREVLKDKDTIFANREVSAAGREFSYGVNDLIWSPYGLKWRMLRKVCVRDMLSSSNIDSVYALRRRELRRSINYLYSQRGLPVNVGEQMFLTVLNVMTSMLWGGTMKGEERATLGAEFRHVVTEIAELISIPNLSDFYPGLAWFDFQGVIKKIKVLLKRFDKIFESMIDQRQKLDRNGVGQESKDFLQVLLKLKDEADAKMPLTMTEIKALLMDLVVGGTDTTSNAVEFAMAEILNKPDILRKIQQEVDTVVGKDNIVEESHIQQLPYLYAVMKEAMRIHPALPLLAPHCPSETITVGGYTVPKGSRVFVNVWAIHRDPSMWKNPTEFCPERFLDNKWNYSGNDFNYFPFGSGRRMCAGIAMAERMFMYSLASLIHSFDWKLPEGETLDLKEKFCIALKKKMPLVAIPTPRLSNPTQYE

>CYP706C20 old SLCYP706C@6

MSLKFFKPLFESFPWLLQQLNAENKAVFFSCFLGFLALLWCFISNSNKGLPPGPKPLPLIGNLYSLDPTYFASLSQTYGPICRLWLGKKVGIIITSPTLAREVLKDKDTIFANRDVPAAAKELSYGGNSILWTPYGPKWRMLRKVCVRNMLSYSTLDSVYALRKRELRQSINYFYSQKGLPVNVGEQMFLSSLNVITSMLWGGTVKGEERATLGAEFRHIVTEMAALVSIPNYSDFYPGLAWFDFQGVAKKMKVLARRFDKMFESMIDQRQKLHRNAEMGYGVGQESKDFLQVLLKLKDEADPKVPLTMTEIKALLMEMVLGGTATTANTVEFALAEIMHKPDILSKLQQEVDTVVGKDNIVEESHIQQLPYLYAVMKEVLRMHPATPLLVPHCPSETCTVGGYTVPKGSRVFINVWAIQRDPSIWRNPTEFRPERFLDNKWDFSGNDFNYFPFGSGRRICVGIGMAERMFMYALASLIHSFDWKLPEGETPDLTEMFDITLRKKIPLVTIPTPRLSNPTLYE

>CYP706C21P old CYP706C@5Pa and CYP706C@5Pb joined

MSLKFFKTLFDSSPWLLQQLNVDAAGIEISYGGNNILWNPYGPKWRMLRKVCVCEMLSSSTLDSVYALRRREVRQSINYTYLYSQKGLPMNVSEQTFLTILNVMTSMLWGGTVKGEERASVGAEFRHVVTGIAQLVSIPNLTDFYPGLAWFDFQGITKKMKVLAKRFDKIFEGIIDQRQKLDRNGVGQDSKDFFLQVLLKLKDEADPKIPLTMTDIKALLMEMVLGGTGSTSNTIEFAMAEIMNKPDVLRKLQQEVDTVVGKDNIVEESHIQQLPCIYAVMKEVLRMHPATPLLVPHCPSETVTVGGYTVPEGSRVFINVWAIQRDTSIWKSPTEFCPERFLENKWDYSENDFNYFPFGSGRRICAGIAMADRMFTYSLASIIHSFDWKLPQGETLDVTEKFSSILKKKIPLVALPTPR*SNSTLYE*

>CYP706C22 old SLCYP706C@4

MSLKFFKPLFDSFPWPLQQLNVEQKGVFFSCFLGFLALLWCFIRNSNKGLPPGPEALPLIGNLHSLDPELHTYFASLSKTYGPICRIWLGKKIGIIISSPALAREVLKDKDTIFANRDVSAAGREFSYGINDLLWSPYGPKWRMLRKLCVRDMLSSSSIDSVYGLRRRELRQSINYLYSQKGLPVNIGEQMFLTLLNVITSMLWGGTMKGEERASLGAEFRNVVTEIVDLVSIPNLSDFYPGLTWFDFQGVIKKMKVVLKRFDKLFESMIDQRQKLDRNGVGRESKNFLQVLLKLKDVADAKMPLTMTEIKALLMDMVVAGTDTTSNAVEFALAEILNKPDVLRKVQQEVDTVVGKDNIVEESHIQQLPYLYAVMKEAMRMHPALPLLAPHSPSETVTVGGYTVPKGSCIFVNVWAIHRDPSIWKNPTEFRPERFLDNKWDYSGNDFNYFPFGSGRRMCAGTAMAERMFMYSLASLIHSFDWKLPEGETLDLKEKFGITLKKKIPLVAIPTPRLCNPTLYE*

>CYP706C23 old SLCYP706C@3

MSLKFFKPLFDSFPWLLQQLNVEQNGVFFFCFLGFLALLWFFISNSNKGLPPGPKALPLIGNLHSLDPELHTYFASLSKTYGPICRIWLGKKLGIIITSPELAREVLKDKDIIFSNRDVPDAGREFSYGGNSILWTPYGPKWRMLRKVCVRDMLSCSTLDSVYALRQRELRQSISYFYNKAGSPVNVGEQMFLTILNVITSMLWGGTVKGEERASLGAEFRYVVTEIASLCSVPNLSDFYPGLAWFDFQGVAKKMKVLVKRFDKIFESIINQRQKLDRNGVGQESKDFLQVLLKLKDEADPNMPLTMIEIKALLMDMILGGTDSTSNTIEFAMAEIMNKPYVLRKLQEELETVVGKDNIVDESHIKKLPYLYAVMKEVLRIHPTSPLLVPRCPSETCTVGGYTVPKGSCIFIDVWAIHRDPSIWENPTEFLPKRFLDNKWDYSGNDFNYFPFGSGRRICAGIAMAEKMVMYSLASLIHSFDWKLPEGETVEVTENFGIVMNKKMPLVAIPTPRLSNPKLYE*

>CYP706C24 old SLCYP706C@2

MSLKFFKPLFDSFPWPLQQLNVEQQAMFFVCFLGFLALLWFFISNSNKGLPPGPKALPLIGNLHSLDPELHTYFASLSQIYGPICRIWLGQKLGIIITSPELARDVLKDKDIIFANRDVPAAAVEISYGCNDILWNSYGPQWRMMRKLCVRDMLSCSTLDSVCALRRRELRQSMNYFYSKKGLPVNVGEQMFLTVFNVITSMLWGSTVKGEERANLGAEFRYVVSEMAALCSIPNLSDFYPGLAWFDFQGVTKKMKLLLKRFEKIFDSMIDERKKLDRNGVGQEIKDFLQVLLKLKDEADPKMPMTMTEIKALLMDMIVGGTDSTSNAIEFAMAEIMIKPDILRKLQEEIETVVGKDNIVEESHIKQLPYLYAVFKEVLRLHPPAPLLAPHSPSETCTVGGYTVPKGCSIFINVWAIQRDPSIWKNPTEFRPERFLDDKCDCSGNDFNYLPFGSGRRLCAGIGMAERMFMYSLASLIHSFDWKLPEGETLDLTEKFGIVLKKKMPLVAIPTPRLSDPILYE*

>CYP706C25P old CYP706C@1P

MSLKFFKPLLDSFPWRLQELNLEQKGVFFSCFLGFLALLWCFISNSNKRLPPGPKALPLIDNLHSLDPQLHTYFASLSQTYGPICRIWLGKTLGIIITSPALAREVRKGKDTIFANRDVPAAGSEFSYGGNNILWTPYGPKWCMLRKICVRDILSSSTLDSVYALRKKELRQSINYFYNKKGLPVNIGEQMFLTVLNVMTSMLWGGTVKGEEGASLGAEFRHVVTEIAALCSIPNLSDFYPGLAWFDFQGVTKKMKVLAKIFESIIDQRQKLDRNGVDQETKDFLQVLLKLKDEADSKIPLTMTEIKALLMLIHSFDWKLPEGETLDLTEKFGILLKKKIPLVAIPTPRLSNPTLYE*

>CYP706G4P old SLCYP706G@2

MEPLKELFLAAFTLSIVFLTILWYKLASHKKESRLPPGPRGLPIVGFLQFLPTNLHHQLTKLSQQYGPIYKFWLGSKLCVVLNSPSLAKEVVCDQDSVLANHSNCRISRYYGGLDIGFSPCGSYWREVRKLFLREMLSNRNLEACYSLRRHKVRKTIRNVHTKIGNPVDIGELAFLAEINVVISIIFGSKFVENMEKCSKDGTEFRELVVKYGQVMGKPNISDFFPVLDLQGIQKVMGKPNISDFHPAISECVKMLSDRREGEIQRNEKKHLIQILLELMEQKDIGISLD*VKIKAILVDIVIGGTDTTITTVEWVMSELLNNPEIMSKVQQESKHVVGMNNIVEESHLPNMHYLDVVLKETLRLHPALPLLLPKRPSQSAIVGGYKIPEGTKVFLNVYAIHRDPQVWESPLEFQPERFLSPSTNLDYAGNNMKYIPFGSGRRICAGIPLAEKMLMFIFASLLHSFDWKLPEGENVDISEEFGLALKKSERLLVILTPSLPNLKLYQ*

>CYP706G5 old SLCYP706G@1

MASAPLNDLWIAALTVSIVFLTILWYKLNKVESNLPPGPRGLPIVGFLPFLRANLHHQLTELSQQYGPIYKFWLGGKLCVVLNSPSLAKEVVRDQDSIFANRDPPIAGLVATYGGLDIGFSPYGSYWRDMRKLFVREMLSNRNLESCYSLRRQEVRKTIKNVHTKIGSLTDIGELAFVTEMNVIMSMIFGSNFVEEMEKHGTEFRELVIKYPQILGRPNISDFFPMLARFDLQGIQKDAEALLKSVESILDPAINEHLKMLSDRREGEIQGNEKKDFIQILLELMEQKDIGISLDLVKIKAILVDIVIGGTDSTITTIEWVMTELLNNPETMSKVQQELKHVVGMNNIVEESHLPELHYLDAVIKETLRLHPALPLLIPKRPSQSAIVGGYTIPEGTKVFLNVYAIHRDPHAWESPLEFQPERFLNRSTNLDYAGNNMKYLPFGSGRRICAGLPLAEKMIMFMLASLLHSFDWKLPEGENVDLSEGFGLVIKKSKRLFAIPTPKLPNLDLYQ*

>CYP707A7

MEFVSMLCLFTFISLTLLLIHSIFKFLAFASKKLPLPPGTLGLPYIGETFQLYSQNPNVFFASKVKKYGSIFKTYILGCPCVMISSPEAAKQVLVTKANLFKPTFPASKERMLGKQAIFFHQGDYHAKLRKLVLQAFKPDSIRNIIPDIESIAITSLESFQGRLINTYQEMKTYTFNVALISIFGKDEFLYREELKKCYYILEKGYNSMPINLPGTLFNKAMKARKELAKIVAKIISTRREMKIDHGDLLGSFMGDKEGLTDEQIADNVIGVIFAARDTTASVLTWILKYLGENPSVLQAVTEEQENIMRKKEVNGEEKVLNWQDTRQMPMTTRVIQETLRVASILSFTFREAVEDVEFEGYLIPKGWKVLPLFRNIHHSPDNFPEPEKFDPSRFEVSPKPNTFMPFGNGVHSCPGNDLAKLEILILVHHLTTKYRWSMVGPQNGIQYGPFALPQNGLPIKLSLKTSST*

>CYP707A8

MEFVSMFCLFSFISCSILLLHSVFKLFDCGVKKLPLPPGSLGWPYIGETFQLYSQNPSFFFASKVKKYGSIFKTHILGCPCVMISSPEAAKLVLVTKAHLFKPTFPASKERMLGKQAIFFHQGEYHAKLRKLVLRAFKPEAIKNIVPDIESIAITSLQSMQGRLINTYQEMKTYTYNVALLSIFGKDEMLYREDLKRCYYVLETGYNSMPINLPGTLFHKSMKARKELAKMLAKIISVRRETNQNHADLLGSFMGDQEDLTDEQIADNIIGVIFAARDTTASVLTWILKYLGENPSVLQAVTEEQEGIMREGELLSWAHTKKMPMTTRVIQETLRAASILSFTFREAVEDVEFGGYLIPKGWKVLPLFRNIHHSPDNFSEPEKFDPSRFEVTPKPNTFMPFGNGTHSCPGNELAKLEILILVHHLTTKYRWSMMGPQNGIQYGPFALPQNGLPIMLSHKTS*

>CYP707A68 old SLCYP707A@1

MVNYFEIFLYISMFVLGYLSYYFCFGKNNNSSSKKNAYKLPPGSMGWPYIGETLQLYSQDPNAFFINRQRRFGEIFKTKILGCPCVMLASPEAARFVLVNQANLFKPTYPKSKENLIGQSAIFFHQGDYHNHLRKLVQAPLNPESIRNQIPYIEELSISALNSWVGGHVVNTYHEMKKFSFEVGILAIFGHLDGHVKEELKKNYSIVDKGYNSFPINLPGTLYRKALQARKKLGKILSEIIREMKEKKTLEKGLLSCFLNAKEEKGFLVLNEDQIADNIIGVLFAAQDTTASVLTWIIKYLHDNPKLLECVKAEQKVIWQSNEQENHGLTWTQTRKMPITSRVVLETLRMASIISFAFREAVADVEYKGYLIPKGWKVMPLFRNIHHNPEFFPDPQKFDPSRFENAPKPNTFMPFGSGVHACPGNELAKLEILIMTHHLVTKFRWEVVGSGSGIQYGPFPVPLGGLAARFWKTTST*

>CYP707A69 old SLCYP707A@2

MENISCSIYVLFFLIALLLYYHSSLKKSKWTNLQKAKLPPGSMGWPYIGETLQLYSQDPSVLFANKQKRYGDIFKTHILGYPCVMLASPEAARFVLLTYAHLFKPTFPKSKERLIGPSALFFYQGNYHSRLRKVVQSSLAPEALRKLIPEIEDLAISALELWAEKNQTINTFRVMKKFSFEVGILALFGQLDAKYKEELNKNYSIVEKGYNSFPTNLPGTAYYKAMVARRKLNQILSEIISERKEKKTVEKDLLCHLLNFKDEKGKNLTEYQIADNVIGVLFAAQDTTASALTWILKYISDDQKLLETVKAEQRTIYESNGGKKPLTWAQTRNMSLTYRVILESLRMSSIISFTFREAVVDVEYDGYLIPKGWKVMPLFRNIHHNSEFFADPQNFDASRFEVAPKPNTYMPFGNGAHACPGNELAKLEMLILIHHLVTKFRWEIEVSKGVQYSPFPIPQHGLPSRFWKETRSQRDP*

>CYP710A11

MASIWGLLSPWIPYFISFIAFLLLLEQISYIKKKRFLPGPTLVFPFLGNVIPLVTNPTKFWDLQSALAKSTSHGFSVNYIIGKFILYIHSTDLSHKVFANVRPDAFHLIGHPFGKKLFGEHNLIYMFGQEHKDLRRRIAPNFTPKALGTYTDIQQRIIIKHFKSWLDEASKSPNTPIPLRLLCRDMNLDTSQTVFVGPYLDGESRKRFNVDYNYFNVGLMKLPVDLPGFAFRNARLAVGRLVDTLSVCVEQSLNKMKNEEEPTCLIDFWMQENLREINEAKINGLQKPFQYSNKELGGYLFDFLFAAQDASTSALLWAIVLLDSHPQVLEKVRSDVARFWSPESEEPLTAEMLREMKYLEAVAREIIRIRAPATMVPHIAGEEFRLTEDYVIPKGTIVFPSVFDSSFQGFPEPEKFEPDRFMEERQEERVYKKNFLAFGAGPHACVGQKYAINHLMLFIAMFTALIDFKRHKTDGCDDISYIPTIAPKDDCKVFLAHRCTR*

>CYP711A21

MMFLSSAIQESPIASTIFTILAGVLVYLYRPYWRVRKVPGPPAFPLVGHLPLMAKYGPDVFSVLAKQYGPIYRFHMGRQPLVIVADAELCREVGIKKFKDIPNRSIPSPIAASPLHQKGLFFTRDSRWSTMRNTILSVYQPSYLAKLVPIMQSYIESATKNLDSEGDLTFSDLSLKLATDVIGQASFGVDFGLSKPISDKMSHHQDDSEVQEFIKQHIYSTTQLKMDLSGSVSIILGLLVPILQEPFRQVLKRIPGTMDWKVERTNKNLSSRLDEIVAKRIEEKDRSSKDFLSLIMQARESEKLAKNVFTSDYISAVTYEHLLAGSATTSFTLSSIIYLVACHPEVEQKLLAEIDAFGPDDNMPTANDLQQKFPYLDQVIKEAMRCYIVSPLVARETSAEVEIGGYKLPKGTWVWLALGVLAKDPKNFPEPEKFKPERFDPNCAEEKQRHPYANIPFGIGPRACIGQKFSIQEIKLSLIHLYRKYIFQHSPLMESPLELEYGIVLNYKHGVKVHAIKRK*

>CYP711A32P old CYP711A@1P

KFKDIPHRTIPSSVAVLPS*KLISLTRTRLMLC*LYMDSRWSTTMRNTILFVYQPSHLVKLLSTMQHYIDFVTK

>CYP712G1 old SLCYP712x@1

MAIVSIENQFHNLLFLFICLLCGLIIFQFLIKKSHKKIHLPPSPPALPFIGHLHILGSLWHQSFQKLALRYGPFMLIHAGASTSYVVSNGAIAKEVFKTNDINFANRPEFGSSEYQIYNDTMFSIMDYNKLWIFLKKICMTEILSAQQISKFADVRKEEMMKVLQFFLKCSEQGDACDVGIQLMDMTNNLICRLIMSTRTSTNVNESAEIREIAKGIVLLAGQLGLGEIFGPLKKYDLLGAGRKAKALLLKFDKLMDGIIKKHEDERRVGGKERRDMMDILLEIADDENAEMKLTRNGIKGLFLDLFLGGTDTTSVALQWGIAEVLNHPKALKKLQEEIDRVVGPNRLVDDSDIPNLPYLQAVVKETLRVHPSLPLIFRKCREDCVVNGYTIPKNSRLVLNIYAINRDPNEWRDADEFIPERYLVNSGGGEENQLAIEPDELEAMKGQNFCYVPFGGGRRGCPGAGLAAAVLHRTLGVLIQCFDWKIKGAEKLNMEQGVGFSSAMVHPLICYPVVRVNPLEIAN*

>CYP714A17 old SLCYP714A@1

MRFLFIILIIGVFYMLFNTLWLKSSERLRWKLKKQGIYGPKPSFLYGNVAEMQKIQASSPNNNNVYAECVAHDYTSSLFPYFEQWRKIYGPVFTYSTGNKLHLYVNQPELVKEMNQSNSLDLGKPSYVTKRLAPMLGNGILRSNGHIWAMQRKIVAPEFFMDKVKGMVSLMLQSAELLTMKWDERIEGEGGKMAEISVVEDLRSLSADVISRACFGSCYFKGKNIFSKLRTLQKVISNTSILFGSPALRFLPNRQQKEIEKLEKEIESLIWEAVKERERDQCLETQDLLHSILEGAINDGNVGENSSRKFIVDNCKNIYFAGHESTAVAASWCLMLLALHPEWQSRIREEMTQIGVLDADSVSKMKMVTMVIQEVMRLYPPAAFVSREALQDTQIGHIVVPKGVCLWTLIPTLHRDPDIWGRDANEFKPERFQNGVSGACKLPQVYIPFGLGPRLCLGRNFAMVQLKVVISLIISKFRFSLSPKYKHSPAYRMIVEPGQGVHILVERLKQC*

>CYP714E15 old SLCYP714E@1

METQQLLIVLCGSVVLSFAYLTNFLLLHPRKLRSKLQSQGIKGPSSPSFFLHGNIKKQATPEENNNQELEQNKHTWPFRVFSHIKQWQIEYGSIFMYSSGTTQILCVTDADMVKEISLNQGKPSYLSKDHGPLLGQGIFSSNGPYWAHQRKIIAPEFYLNKVKEMVKLMVESTSKMMESWDERTRNSEGKSEVKVDDDLKSLTADIISRACFGSSYAEGEQIFLKLQTLQMVMSKVPIGVPGLRHIPSKHNREIWRLDKEIKAMILKIVRAQRSPTYEKDLLQVILDAAKSYEENGGDWLPADVAAEMFIVDNCKSIYFAGHENTGLTASWCLMLLAAYPEWQARARAEVLDVCGSKLPNDSMLRQMKVLTMIIHETLRLYPPVAFVVREALQDISFKRIEIPKGTNIEIPIPILHQQPELWGPDAYKFNPERFAKGIAKACKVPSAYIPFGIGSRTCVGQNFAMIELKVIVSMILSRFTFSLSPGYQHSPVSRLVLEPEHGIYLYLQRV*

>CYP714G9 old SLCYP714G@1

MELLAITLVCVFGLLFHLYNLLITKPRKLQLALKKQGIVGPQPKFLLGNILEMKKSYEAAKKIVSNGDVVDSHNCGATILPFFDQWHRQYGEVFMFSLGNTQIVHVTQPEMVREITTCTSLDLGKPTYQVKERGSLLGNGILTSNGPFWAHQRKILAPELYMDKVKGMINLVQDSALTLLNSWNNEIEAQGGIADIKIDPDLRRFSGDVISKACFGSNFSKGEEIFYKLRALQEASSRRVMSTGIPGIRYIPSKNNRETWALEKEIKALILKIVKEKRRSEAAPSDQKDLLQMVLEGATINMNTQNAIDNFIVDNCKNIYLAGYETTAVAATWCLMLLAANPIWQQRVRDEVVQICKSRIPDADMIRQMKQLTMVINESLRLYPPVAVISREALKEMKFGEISVPKGVNLWTIVTTLHTDPKIWGNDSYKFNPERFANGIRGACEFPHVYMPFGVGPRVCLGQNLAIVELKILISLILTKFCLSISPKYVHSPALNLVIEPGHGVYLSLRKL*

>CYP715A15 old SLCYP715A@2

MTFIQFASMLGMVTILFVLCKVLYSWWIMPKLMFRKLKANGFEGPKPNFPLGNINDMKKELMMKRTCFTSSSSSINEISHDIHSLAFPYFATWQKLHGKVFTYWLGTEPFVYIADPEFIKKMSAGVMGKTWGKPTVFKRDRKAMFGKGLVMVEGDEWVRHRHIITPAFTTANVKGMANLMVDSATHMLDRWARLIDSGNAEIDVESEIIDTAGEIIAKTSFGISYEECEKVFKKLRNMQVTLFKSTRYVGVPYGNQIMCLKETLKAHNLGKEIDSLLISIIEERKRKSVDRTEHDLLSLLLAGNGRMLSTREMVDECKTFFFGGHETTALALAWTLLLLAQHPEWQNQLREEIKQVMGDDGEIDVTKLVGLRKMGWVMNEVLRLYSPAPNVQRQAREDIKVDDLVIPNGTNMWIDVVSMHHDKTLWGEDVNEFKPERFKDDIHGGCKHKMGFMPFGFGGRMCIGRNLTMMEYKIVLSLILTRFSFSISPNYKHCPSIMLSLRPTLGLPLILQSL

>CYP715A16P old CYP715A@1P

DEVLRLYSPATNVQRQVREDIQVDDLVIPNGTNMWIDVVSMHLGEDVNEFKPERFKDGIYGGCKHKMGFMPFGFGGGFSLILTRFSFTISPNYKHFTSIMLSLRPTLLYSNLFLFSILE*

>CYP716A42 old SLCYP716A@1

MEVVMVPYLLALLFLPLCLMFILRKRDSSSKSLPPGTCGWPLLGENVEFALLGPQKFIKDRMEKYSAQVFQTSIMGEKMAFFCGAQGNKFLFSSENKLVTSWWPQSMKKALLFPEFVESSLKQVSALKRSFLHDILKPEALKQYIPLMDAMARQHLHQNWDSNRVVTVFPLSKKYTFDLACRLFMSLVDPEEIKRLADPFTLVTNGMFSMPIDLPGTAYHRAIKGGTMVRDELMRIITQRRKELTENQETSGRDLLSKMLLVTDEDGQFMSEMEISNNIIGMLVASFETTSSAVTSVLKYLAELPHVYDQMTEQMAIAKSKGAEDLLTWEDIEKMKYSWNAARESLRLTPPAQGSFRETITDFTYAGFTIPKGWKTFWSVHSTHKNPKYFSDPEKFDPSRFEGSGPAPFTFVPFGGGPRMCPGKEYARLEVLVFMHNVVKRFKLEKEIPDEKIVFHASPVPVYGLPVRLLPHGN

>CYP716A43 old SLCYP716A@2

MDPFILYSLAFALVYISLYFIFKGNYSNNKHTNLPLGSNGWPILGENIDMAYSSSPEKFIHERMEKHSSQVFKTSLLGQKSRFFCGTSGNKFLFSNENKLLTTWWPPSLTKPLMCPTQSQSQNSVKEIALLNRGFLREILKPENLKQYIPFMDSMARDHLKQEWIPFKEVKIYPLVKKYTFSLACKLFLSIDDFRHVKKLSDPFVLVTSGMFTVPINLPGTPYNRAIKGGKMVHEELMKIIKERKINEKNNHSNDLLSQLISFSDENGQFMNDAEIYNNIIGLLVASYDTTSAAITFVLKYLAELPNIFNEVYKEQMEIAKSKGEGELLNWDDIQKMKYSWNVACEAIRLMPPAQGAFREAITDFTFGGFTVPKGWKTFWSVYSTHKNPKYFPEPEKFDPCRFEGSGPEPYTFVPFGGGPRMCPGKEYARLEILVFMYNIVTNFKLEKLVPHEKIIYKSSPVPLNGLPVRIQPIA

>CYP716A44 old SLCYP716A@3

MELLYVCLVCVFVFLVSLLLLYKKKSGEGLPPGKTGWPVFGESLEFLSSGWKGHPEKFIFDRVAKYSSSVFKTHLLGEEAAVFCGASANKFLFSNENKLVQAWWPNSVNKVFPSSTQTSSKEEAIKMRKMLPNFFKPEALQRYVGIMDHITQRHFATGWENKEQVVVFPLTKRYTFWLACRLFLSVEDPKHVAKFADPFDVLASGLISIPIDLPGTPFNRAIKASNFIRKELVRIIKQRKIDLGEGKVSSTQDILSHMLLTCDENGKFLGDLDIADKILGLLIGGHDTASSACSFIVKYLAELPHIYQRLYIEQMEIAKSKGPGELLRWEDIQKMKYSWNVACEVLRLAPPLQGAFREALSDFMFNGFYIPKGWKIYWSANSTHKREEFFPDPEKFDPSRFEGSGPAPYTFVPFGGGPRMCPGKEYARLEILVFMHHLVKRFKFEKIIPHEKIIVNPMPIPANGLPLRLYPHHHNP

>CYP716A45P old CYP716A@4P

LYWNSNTTYRNPEYFREPLNFDPSRFEGSGPAPYTFVPFGGGPRMCPGKEYARLEILVFMHHLLKRFKWNKLIHDENIIIDPMPVPAKGLPIKLYPYQLH*

>CYP716A46 old SLCYP716A@5

MELFYASLVCLFVLLLSLSFLFLFNKKNKSMILSCPLPPGNSGWPVIGETLEFLSTGWKGHPEKFIFDRISKYKSSIFKTHLLGEKAVVFCGASSNKFLFSNENKLVQTWWPSSVDKVFPSSTQTSSKEEAIKMRKMLPNFLKPEALQRYIRIMDHIAQKHFQSWENQQEVVVFPLAKRYTFWLACRLFVSVEDPNHVARLADPFDVLASGLISIPINLPGTPFNRAIKASNFIRKELVAIIKQRKIDLTEGKASDSQDILSHMLLTSDENGKFMHELDIADKILGLLIGGHDTASSACAFIVKYLAELPEIYDQVYKEQIEIAKSKGPGELLSWEDIKKMKYSWNVACEVLRLAPPLQGAFREALVDFTFNGFSIPKGWKIYWSANSTHINPEVFVDPLKFDPSRFEGNGPAPYTFVPFGGGPRMCPGKEYARLEILVFMHHLVKRFSWKKIIRDEKIVVNPMPIPANGLPIRLYPHHVKT*

>CYP716C6 old SLCYP716C@6

MDAIDLSTIFLVVFSFILTIILYQNRSSKNTKLPPGSFGWPVIGETIEFLFSNPEDFVRDRMNKYSRDIFKTKIMGEKTVVICGPNGHKFLFSNEEKLFTVFRTHSMQRIFRSYQSKNPSLSHSQSQSTRVIRQPGFLKPESLARYLGEMDCITKELLRDKVEIKMYDFAKILTLTLASRFFLGSSERMVKLVDCFDDVALGLHAMILNVPGTAFYRANKAAVAIRRELIHVIKEKKDEISKGVKTQDVLCHMIVVKDNNGVSMGENEIADKIMGLLVAGYSTVATTITFLVKYVGERFDIYGKILNEQKEIAATKKEGELLEWEDMNKMKYSWNVICETMRLTPPLQGTFRQVLTDFTYAGYTIPKGWKVYWTTSSTNKNPLYFEEPQVFDPSRYEKCDGPIPYTYVPFGGGPRMCPGKEYARLAILTFLHNVVMKYKWELLLPNEKIVGDMMPTPQNGLPIRLHHHQ*

>CYP716H1

MDLFLLSFATTLTIIIYSLFKYFFAKPKEKMPLAPGTFGWPIIGETIQFLFSLYYGLVHEFVQERTKKYNSHVFKTSLLGQKVVVFSGPAANKFIFTRGNKLIIGWRPKSVQKLFPSTSFVPIEHDTKRAHNVISYFLNSQNVERLTSTMENMSHLHLKNHWKGKNEVMVYDQVKLFTFSLSIRAFMGIEDSDKILNLYEKFKIFTQGLLAVDINLPGTTFYKAMKAGNELRKQMKVIIKQRRVELFENPNLSKVDVLTQMINEQDEDGKYMTEVEIEDKVFGFIIGSYDTTATTITLTMKYLQQMPEFFNEIIQEQNEISRQMMPRKELCWNDIQKMRKTWSFVNEVLRNTPVVQGIFREAIEDFTYEDFYIPKGWKIYLSFGATQKNGEYFPNPTKFDPSRFEGNGLVPYTSVPFGGGHRMCPGKEFARILILVFLHHLLKNFRWEPKVPLEKILYPFFLLAIPTDGYPITLSSI*

>CYP716H2P old CYP716H@1P

MNLFLLSLATTFAIIINFLFIYFFSKPKQKIILPPPGSFGWPIIGETIQFLVSLHYGLVHEFVQERTKKYNSNIFKTSLLGQKVVIFSGPSTNKFIFTKGNKLFSGWRPNSVQKLFPSTSFVPIEHHTKRAKSVITYFLNSQNVETLISTIDYMSHTQLENHWKGNNEVIVCDLVKFFIFSLSIRTFIGIEESNNNIYEKFKNFLRGLLVMDINLPGTTFYKAMKAGNELRKKRREKLLEINSNLGNVCYNYVLTQLIIEQDEDGNYLFGFIVGSYETTATTITLTMKYLKQNPQFFNEIMEEQNEISTQMIPRKELCWNDIKKMKTWNFVNEVLRNTPIVQGVFREAIEDFTYEDFHIPKGWKIYLIFGATQKNGEYFPNPTKFDPSRFEGNEVVPYTSIKKFKLEAKVPLEKNMYPFFLLAIPTYGYFVTLSTL*

>CYP716Q1P CYP716x@1P

MEIPAYVLLLPLALFIIIVIVMRRKRLNYPPGSCGWPYLGETLDFLNANKEGKPEKFVKERIEKYKSKIFKTSLMGETVVVLGGASGNKFLFSNENKQVVIWWPASVRKLIGSCLITTVGKEAKIMRKMLSTFVSPDAFSRLYIKTMELVAHHHFMNYWQGKEKVKVFPLVKLYTFKVACQLFMSIEDKNEIERLSREFNLLLKGLISLPINLPGTSFYKAMKGTTAIRKELLQVVVKKRREALEQKIASPSQDILSHLLSCPDENGKYMSELLIVNNILLFLFAGHDTSSVTLTLLIKRLAEHPQIYQNILAEHIEIASSKKEGEFLNWDDIQKMKYSCNVVSEVMRLTPPIMGAYREAIVDINYGGYHIPKG*KFYWNTGLTSLDPEIFPNATSLEPSRFEGVGPAPYTYIPFGGGPRMCVGKEFARLEILIFLHILIRKFNWKLLISNEKMTYDPMPTPLEGLPISLQPHNY*

>CYP716Q2P CYP716x@2P

MSEHPQVYQNILQAEHIEIVSSKKEGEF*NWDDIQKMKYSWNVICEVMRITPPILGAYREAIVDINYEGYDIPKGWKLHWNTGLTSLDPEIFPNSWRLVPSRFEEDGPAPYTYITSGG*PRMCLGKEFTRLEVLVFVHLLIRKFTWKLLIPNENFIYDLMPTPLQGLPISFQPHNY*
>CYP718A6

MAIDMNFPLSNFTLLLSSIFFIIFFSLLLKQYYKNVHKNHITKKKLPPGEMGLPWLGETIEFYKSQKKNKLFEEFVEPRIEKYGKTFKTRLMGEPTIVVCGAKANMFFMSNEFKLVISSWPTSSVELMGKNSIMEKKGDIHRFLRGIISSSLTSTSLDNMVPKICNTIQSHLYINCTSHGQVDRTIKLYHLTKSLTFKIVFECFLGIVVKPGLLETFEGVLEGAFSPPFKFPGSKFSRATSARTKVQKFLVEVIREKRNEIEFGRVQNEERKLDESLLSRLVKAMIRGEVSEDEVVDNVVLLVFAAHDTTSFAIAMTFRMLAQHPTCYSLLLQEHANIMSNKRLDEGLSLEDTKKMKYTWQVARESMRLFPPIFGSFRKAIADIEFDGFTIPKGWKVLWTTYGTHNSPEYFKEPQNFDPSRFEEPVQPYAFIPFGGGPRLCAGYQLAKLNILIFVHYVVTKYNWSLVDHDEPIVMDPLPFPSKGMPIKISPKF*

>CYP720A1

MEIYSEYCVLIIITLFSLIFIIKYYKKSKSQYGNTKKFPPGRRGWPIIGDSFNWYNAVASSHPPCFVEQQVQKYGKIFSCSLHGKWAVVSVDPVFNKFVMQNEGKLFQSSYPKSFRDLVGKNGIITAQGEQQRKLHSIASNMMRLDKLKFHFLNDIQRVIQETLNNFQHNEVILLQDVCRKLAINLMVNQLLGVSSESEVNEMAQLFSDFVDGCLSVPINMPGFAYHTAMKARENIIIKINKIIETHRKEASNGNGVIYRLLEEESLPDEAVADFIINLLFAGNETTAKTMAFAVYFLTQSPKAMKQLQDEQESFRNEKGSNFDNEEMLSWQDYKAMPFTQCVIDETLRLGGIAIWLMREATNDVVYGDYVIPKGCFVVPFLSAVHLNENIYDEPRIFNPWRWMNPENQEKRNWRSSPFFAPFGGGGRFCPGAELSRLQIALFIYYFVTNYRWKQVKEDRMSFFPSARLVNGFQIQLTRN*

>CYP721A26 old SLCYP721A@1

MYLTVFTILLFLPVTFLFKFIYSVIYLPLKFEKHFRKQGIRGPGYRLIYGNTEEIKQKISEAESKSIPFNHNILHRIAPHYYNWSAVYGKTFLWWFGSKPRLAISDPDIIKGLFINKAVDKVEFDPQTKQLFGQGVVGLRGEQWALHRKIANQAFNMEVVKAWVPDIVTSVIKALKKWEKENEEKEEFEIDVFKELNDLSAEVISRTAFGSSFEEGKRIFELQEQQISLTLQAIRSVYLPGFRYLPTKNNMMRWRIEKETRESVRRLIESSKGRENSKSLLSLLISASEEEHGFGMEEVINECKTFYFAGKETTSVLLTWTLLLLALHQEWQDKAREEVFRVCKGNNLPSAENLNDFKIVTMILNETLRLYPPVVALTRGTSKDIKLGDLEIPANTQFYVALAAVHHDTEIWGKDALEFNPQRFVESRKHLASFFPFALGPRVCVGQNLAMVEAKIILAMIVKNFSLALSPSYVHAPTMHLTMQPQYGAPVLFRKI*

>CYP721A27 old SLCYP721A@2

MMLLVALAIVLILLLKVIYKIIWIPLKVEHELKKQGIDGPGYSPILNNTAKIRRLMITEAESKSSCFTHNHEIVVSRVMPHYYNWSTLYGKNFLYWFGSKPRVAIADPNLIKEILVNTTSFEKIKHNPLSKLLLGDGLVGLDGHKWAIHRRISNHAFNMEIVKGWISEMVDSTTKLLNKWEDITSARDQFEIDVHKEFHKLSADIISRTAFGSSFEEGKHIFELQDQQVSLVLEAIRSVYIPGFRFLPTKKNRLRKRLEKETRDAIRMLLNNCSITANNSKSLLSLLMHPIKNQDDKQEKLDIEEVIDECKTFYFAGKETTANFLTWAFLLLALHQEWQSKARKEVVRACRNGIPTAENIADLKIVSMILNETLRLYPPAVMLMRQASKNVKLGNLDIPVNTQFYLAMTAVHHDKEIWGDDAHEFNPLRFAESRKHLASFFPFGLGPRICVGQNLALVEAKVVLSMIIQQYSFCISPSYVHAPTQAMTLQPQYGAQILFSKIS*

>CYP722A1

MFSWFWYIFPCLGLLLLQIIWYNNTGKTPAKKIPAGNRGIPVIGETIQFMATINSNKGFYDFIKIRRLKYGNCFKTNIFGQTHVFISSTEATKKILSNEKGNFTKRYIKSIAKLVGDQSLLCASHQYHKSIRSQLSNLFSTTSLSTMVRQFDELTINNLSTWHKKSSIIILHEALKITLEAICKMLMSLENKEELEMLHKDIGLIYEAMLSFPLRLPWTRFYKGLQARKRIMNLLDRIIEARRTSNKKYDDFLDYLLIKDNQIIQLTNEQIKDNILTMIIAGQDTTASAITWMVKYLDENPKALNNLRAEQQALQQKVSCKAYLTFEDLNCMPYASKVVKESLRMASIVPWFPRMALQDCEIEGFTIKKGWIINVDAKSIHFDPMIFHDPHKFIPSRFDDDSKPYRFLAFGMGGRTCLGLHLARAMMLVFVYRLTTSYRWKVLDSDESIQRWTLFSRLKSGCPIHVTSIEEERDSPNPSKT*

>CYP722C1 old SLCYP722C@1

MLTMSMEDILLLLSKYYDILLVSILVISITALYLSKGAKNAKSCIPGSLGIPFVGETFALLSATNSVKGCYEFVRLRRERHGKWFKTRIFGKIHVFVPSVEGAKAIFTNDFALFNKGYVKSMADAVGKKSLLCVPQESHKRIRRLLSDPFSMNSLSKFVQRFDEMLYERLKKVQKQRKSFTVLDFNMKTTFDAMCDMLMSIKDSSVVEQIEKDCTAISDAMLSFPVMIPGTRYFKGIKARGRLMETFKGMIAARRNGKEYYEDFLQSMLEKDSCPANQKLDDEEIMDNLLTLIIAGQTTTAAAMMWSVKFLDEHREAQNRLREEQLSILRSKPTGALLTMDDLNSMSYASKVVKETLRMSNVLLWFPRVALNDCSIEGFEIKKGWHANIDATCIHYDPTLYKDPMQFNPSRFDEIQKPYSYIPFGSGPRTCLGINMAKVTMLVFLHRLTTGYKWTVDDPDRSLERKAHIPRLRSGCPITLTALPDE*

>CYP724B2

MGEEGSLLIIVITLVFSFVIGITLNHFWPLFFNNYGTTLHVIPKGTFGWPLLGETLSFLKPHPSNSIGTFLQQHCSRYGKVFKSHLFFSPTVVSCDQDLNYFILQNEDKLFQCSYPKPIHGILGKVSLLVAVGDTHKRLRNVSLSLISTIKSKPEFINDVETLALQILQSWKDKHQVRYWEEARKFSFNVIVKQVLGLTPDNPQSALILQDFLAFMRGLISLPLYIPGTPYARAVQARSRISSTIKAIIEERRRKHVVDGDGKKNDFLEILLCVDTLSEEEKVSFVLDSLLGGYETTSLLMAMVVFFIGQSQTAFDRLKEEHDNIRSTKEKELLNWEDYQKMDFTQKVINEALRYGNVVKFVHRKALKDVKFKDYVIPAGWKVLPVFSAVHLDPSVHPNALHFNPWRWESDEQISKKLTPFGGGSRCCPGFELAKVEVAFFLHHLVQKYRWEVEEGEQPIAYPYVEFKNGLTIRLHKNST*

>CYP724B16 old SLCYP724B@1

MILLLPVMLSFLFGTVIFVFTFHHLFFRFYKHDTKILPGGNMGFPFVGEAFGFFTPHKSFSIGNFLQQRCSRYGKVFKSYIFGSPTIISCDLELNKFILQKEGKLFQSSYPKPIRDILGNHSLMIVTDVERHKKLRRIEVGLINKFSSTSNFLCEIDKLCVSLMESWRGNQLILFSKQAKQFSFNLMLMNLLDMQPGEPLGLQLLQDFLTFMEGFVSIPINLPWTPYAKAARRRISSTLKQILNERKNRKDVQGKGDPFDEILMKEDLISDVEKVSILLDLLLAGYETTSGLLSLLVYFLAQSPQALQTLKDEHLAIRRNKKEGEPLNWEDYKQMEFTTMVINETLRCGNLVKFVHREAIKDVKFKGYHIPAGWKVLPILSAVHLEPSLHENPSEFNPWRWTDPATSKNVVPFGGGSRLCPGSELGKLEASFFLHYLLLNYRWTMKEEEYPMLYPYMDFPKGLLIALETETKNVI*

>CYP728B21P old CYP728B@1P

IILGDRCLLEMNDEDHKRINLPSTRCNHGLKASKDVQKMLKQASFHQDLITCLRSIPGENKQELVSENEIIHNVMLIMVAGYETSSVLITFMVRVLAKNPNIHAALTWEDLGNMKYTWRVAMETMRPFPPIFGGFRQTVKDIEYGGNLIPKGWLQNTASLPPYNFVPFGGGPRICPGYEFAKIETLVTIHYLITHFTWNLYCTDDFFSRDPMPVPTQGFPIQIIPRKPL*

>CYP728B22 old SLCYP728B@2

MNFIVTIFLFLLPVFLLLVRRRRSLTRVPPGSLGFPIIGQSFGMLRAMKANTAEKWLEERVQRYGPISKLSLFGKPTVFIYGQAANKFVFTSDCSVLTNQQPQSVKMILGNRCLLELNGEDHKRVRDALVSFLKPDCLKRYVGKMEEEVRIHVETYWKDKQIIKVLPLMKTLTFNIICSLLFGLERGAQRDQMIHYFQQMIEGIWSIPINLPFTRFNCSLKASKDVQKMLKQLVSEKHHEFDNNLASSHQDLITCLLSIRGENNQELISETEIIHNVMLIMVAGYDTSSVLITFIVRLLAKYPNIYTAVLKEQEEIAETKSPGESLTWEDLGKMKYTWRVAMETMRMFPPIFGNFRQTVKDIEYGGYLIPKGWQIFWVTTKTHMDSSIFQEPEKFDPARFENSASLPPYNFVPFGGGTRICPGYEFAKIETLVTIHYLVTHFTWKLCCTDDFFSRDPMPVPTQGLPIQIVPRKPL*

>CYP733A1

MDLIIFIVMLLVMVLVVVLLVLLRTNKASPKEMEAIPGTLGWPIIGESLSFISEFSSPAGIYSFINKRQKLYGKVFKSYVLGRYTVFMTGREASKILLTGKDGIVSLNLFYTGQQVLGPTSLLQQTGEAHKRLRRLIAEPLSVDGLKKYFQFINSLAIETLDQWSGRKILVLEETSTFTLKVIGNMIMSLEPTGEEQEKFRTNFKIISGSFASLPFKVPGTAFYRGIQARDRMYAMLDSIIDQRRSGENIKQDFLQSLVKKHGKDAPEGDDDDKLTDKQLKDNILTLLVAGHDTTTAALTWLLKFLQENPAVLERLREEHREIQAQKQGTLDLTWSEVNNMPYTAKVISETLRMATILPWFSRKAAQDFEIEGCKIKKGWSLNLDVVSIHRDPKIFPNPEKFDPSRFDDPLKPFSFLGFGSGPRMCPGINLAKLEISVFLHHLVCRWTPLDTDDSVQPTLVRMLKNKYPVMVEPL*

>CYP734A7

MEGFCFQWLCVILFLYVLLLCIQKAFVHLWWTPKIIQKHFKKQGITGPKYHFLFGNLKEIASFTTPSWPSTFTSHDILPNVLPFYHHWKKIYGSIFVIWFGPTARVTISDPALIRDIFVLKSDNFEKNESPALVKKLEGDGLLSLKGEKWAHHRKIITPTFYIENLRLMIPMMGKSMKEMLDKWSKMSNASGKVEIEVSEMFSTLAEDVITRIVFGNSYEDGKAIFELQAQQMIYATEAYQKVFIPGYRFLPSKKNRICWRLDKQVRKSLMKLIEERRKKEEVLSEECPNDLLEVMIKAGSDDEYRNTITVNDIVEECKTIFFAGKHTTSNLLTWTTILLAMHPKWQELARDEVLTVCGARDPPSKQQISKLKTLGMIINESVRLYPPAVAAIRRAKVDTQLGDFTLPRGTELLIPIIAIHHDQTLWGQDANEFNPARFGLGVAQAAKHPMAFMPFGLGARRCVGQNLAVLQAKLAIAMILQRFSFDLSPNYRHAPTILMLLCPQYGAPIIFQKL*

>CYP734A8

MENLLKIIGVILLLSILMIRVFGYLWLRPRKIEKHFAKQGIRGPPYKFFIGNAKEIVSLMLKASSQTMPLSHNILPRVLSFYHHWKKIYGATFLVWFGPTPRLAVADPDLIREIFTTKSEFYEKNEAHPLIKQLEGDGLLSLKGEKWAHHRKIITPTFHMENLKLLVPGAASKVIEMLDKLTPNLKNGEIEIEVSEWFQTLTEDIVAQTAFGHSYEQGKAIFRLQAQQMVLAAEAFQKVFIPGYRFLPTKRNIKSWKLDTEVKKLLMRLIQERTDNWDKNEMQENNGPKDLLGLMIQASIKESLQLSSSINSPIHHNSSTHNHNHNHNNNHNNNPSMITPNDIAEECKTFFFAGEQTTSNLLTWTTVLLAMHPQWQDLARDEVIKVCGSRAIPSKDDLAKLKMLSMILNESLRLYPPIVATIRRAKADVDLGGCKIPLGTEVLIPILAIHHDQAIWGNDANEFNPSRFSEGVARAAKHPVGYIPFGLGVRQCIGQNLAILQTKLTLAIILQRYVLRLSPQYKHAPTVLMLLHPQYGAPVIFKQRLTHDPTFDKSS*

>CYP734A22 old SLCYP734A@1

MEDYWLCYLIIFWFVLLIVQKVVINLYFRPRRIQNHFLKQGIRGPKYNFLLGNLKEIADLQLPSSQHFSLSHDIVPRVFSFYHHWKNIYGATFVVWFGATVRVSISDPTLIRDMLLVKSDNFEKIETPPSAKKLEGDGLPNLRGEKWAHHRKILTQIFYSQNLKLMIPMMGKSMKDMLNKWSSKMCKDGKVEIEVSKWFLSLSEEVVTHTVFGSSYEDGKAIFELQAQQLAYATNAFHQLFIPAFRFLPTKKNIISWKLDRDVRSSLMKLIEHRKKSLEFDESELEGPKDMLEVIIKASSNNNSNSPAIKVDDIVEECKTMFLAGKYTTSNLLTWTTILLAMNPHWQQLARDEVFNVCGARDTPSKDDIAKLKIVGMILNESLRLYPPLAAILRRAKIDTKLGNLNLPKGTELLIPTIGIHHDAELWGDDVNEFNPGRFERGVAQAAKSPIAFMPFGLGARHCIGQNLAIIQAKLAIAMMLMRFSFQLAPTYQHAPTIHIFLCPQYGAPIIFKKL*

>CYP735A19 old SLCYP735A18g

MAMVVMLFLICILLMSLKIVYETLLSYYLIPKRITKIMEKQGVRGPKPRFLVGNILDMASLVSESTSNDMDSIHHDIVARLLPHYVAWSKIYGKRFIFWNGTEPRMCLSEADLIKELFSKYNSVSGKSWLQQQGSKHFIGRGLLMANGDDWYHQRHIVAPAFIGEKLKSYAGYMVECTSGMLRSLGNAVKSGQVEFEMGEYMARLTAEIISRTEFDSSYAKGKQIFHLLTILQQKCAQASRHLCFPGSRFFPSKYNRDIKTLKIEVETLLMEIIQSRKDGVEIGRSSSYGNDLLGMLLNEMQKKRSSNGFSLNLQLIMDECKTFFFAGHETTALLLTWTVMLLASNPSWqdkvreeinqvckgdsptvdhlpkltlLSMIINESLRLYPPATVLPRMAFEDFKLGDLNIPKGLSIWIPVLAIHHSEEIWGKDANEFRPDRFASKPFSAGRNFLPFAAGPRNCVGQSFALMEAKIILAMLISKFRFTSENYRHAPVIVLTIKPKYGVQVKLTPLTT*
>CYP735A20 old SLCYP735A19g

MSMMAVLLLICIILMSLKIAYETLSFYYLIPRRITKIMKKQGVCGPRPRFLVGNIFDMTSLVSKSTSNDMDSIHHDIVARLLPHYVAWSKIYGKRFIFWNGTEPRMCLSEADLIKELFSKYSSVSGKSWLQQQGSKHFIGRGLLMANGDDWYHQRHIVAPAFIGDKLKSYAGYMVECTSGLLRSLENAVKSGQMEFEMGEYMTRLTAEIISRTEFDSSYEKGKQIFHLLTILQKKCAQASRHLCFPGSRFFPSKYNRDIKTLKIEVETLLMEIIQSRKDGVEIGRSSSYGNDLLGMLLNEMQKKRSSNGFSLNLQLIMDECKTFFFAGHETTALLLTWTVMLLASNPSWqdkvreeinqvckgdsptvdhlpkltlLSMIINESLRLYPPATVLPRMAFEDFKLGDLNIPKGLSIWIPVLAIHHSEEIWGKDANEFRPDRFASKPFTAGRNFLPFAAGPRNCVGQSFALMEAKIILAMLISKFRFTISENYRHAPVIVLTIKPKYGVQVKLTPLTT*
>CYP736A55P old CYP736A@23P

IFQVLHNKFMKKKKKIPPGPKVLRIIGNLHMIDKNVHQDLYKIAKRYGPIMSMRFDLVPIIVASSPHAAEQFLKKYDHIFASRPNNRICAYNQRNMTFAKYGPYWRNMKLCTLELLSTLKINSFQSMRKKEVRNFVTFINRAATSGVEVDISAKVAPLNANMACLMIFGKKYMDDDFDKRGFKDVIQENMIITATPNIGEFFHFLDVFDLQGVVRRIKELAKVFDEFLERIIDEHIQDSKKEKKKGEKTKDIVDTMMDIMNSGKAEFEFDRRHIKAILMDMLMASMDTSPTSIDWIFSELISHPKIMKKLQKELEQVVGINRMVEESDLEKFEYLEMVIKEGFRLHPIGQLLIPHESIEDITIDGFDIPKGSRVIVNTWAIGRDPEVWSEPEKFVPKLLPFGSGRRSCPGLQLGLTTLHLVLAQLVHCFDWELLNGMNPNDLDMTEKFILVMYRAEHARVIPTYRLNVY*

>CYP736A56P old CYP736A@22P

MASIFLQVLALLVVLKFFKYCIINSSKRREKIPPGPKGLPIIRNLHMIDKNVHQELYQIAKKYGPIMIMRFGLVPIIVASSPHAAEQFLKKHDLIFACRTNNRICAYNQRNLTFAKYGPYWRNMRKLCTLELLSILKINSFQSMRNKEVRNFVTFINQAATGGVEVDINAKVATLNANVACLMIFGKKYIDDDFDKRRFKDVIQEIMIITATPNIGEFFPFLDVFDLQGVVRRIKELAKVFDEFSERVIDEHIQDSKKEKKTKDIVDNIMDIMNSGKAEFEFDRPHIKAILMDILMASMDTSAQHPKVMKNLQKE*EQVVGINRMVEESDLEKLDYLEMVIKEVFSLHPVGPLLIPHESIEDCTIDGFDIPKGSRILVNSWATGRGPEVWSAPEFVPERFIGSNIDLLGRDFQLLPFGSGRRNCPGLQLEFTIVCLVPAQLFHYLDWELPNGMKPNDLDMTEKFGLVTYRAEHARVIPTYRLNVY*

>CYP736A57P old CYP736A@21P

EKKKKIPPGPKGLPIVGNLHMIDKNVHQALYKIAKRYDPIMSMRFDLVPIIVASSPHAAEQFLKKHDLIFASRPNNRVAQFAAYNQRNLTFAKYGPYWRNMRKVCTLELLSTLKINSFQSMRTKEVRNFVTLQGVVRHIKELANFFDEFPERVIEQHFQDSKNEKKTKDIVDTMMDIMNSGKGEFEFDRCHIKAILMDMLMASMDTSATSINWIFSEIIRHSKVMKNLQKELEQVVGINRMVEESDLEKLEYFQMAIKECFRLHPVGPLLIPHESIEDCTIDGFDIPKGSRLLVNTWEIGRDPEVLSKPEFILERFIGSNIDLLGREFQLLPFVSGRRSCPELQLGLTIVRLCAQLVHCFDELPNGMKPNDLDMTEKFGLVMYRDQYVRVIPTYRLQVY*

>CYP736A58P old CYP736A@19P

LEYLDMVIK*CYRLHPVAPLLIPHESIEDCTIDVFDIPKGSKL*VNTWAIGRDPKFWSEPMKFMSERFVDSNIDFRGHNF*FLPFGS*GRSCLGLQLGLTTTCLVLAQLVHCFDWKSPNDMMPNDLDMAEKFSLVMSRAQHLVVIPTYHLNVYV*

>CYP736A59 old SLCYP736A@17

MALIFLQVLALLAILYILQDLHNKFIRKKKKLPPGPRGLPVIGNLHMIGKNIHQDLHKIAKKYGPIMSMKFGVIPIIVASSPHAAEQFLKKHDLIFASRPNNRAMRIVAYNQRNLTFAKYGPYWRNIRKLCMLELLSPIKIKSFQDMRKQQVTNFVTFINRAASCHDEVDISANLSLLSANMSCLMIFGKKYMDDEFNERGFKDVIQEALIIAATPNIGDFFPFLDKFDFQGLIPRTKKLAKVFDEFLERVIDEHVQNSKEEKQTKDIVDTMMNIMQSGEAEFEFDRRHIKAILLDLLIASIDTSATSIDWIFSELVRHPKVMKKLQKELEQVVGMNRIVEESDLEKLKYLDMIIKEGFRLHPIAPLLIPHESIKDCIIDGFNITRGSRILVNTWAIGRDPEVWPEPEKFMPERFVGSDIDLRGRDFQLLPFSSGRRSCPGLQLGLIVVRLVIAQLVHCFDWKLPNDMMPNDLDMTEKFGLVVSRAQHLVAIPTYRLHV*

>CYP736A60 old SLCYP736A@18

MALFWTTFSIGLALLYLLHELWRNNKRKKLPPSPKEIPILGHFHHLLGKNPHQDLNNLAKKYGPIMYLKLGFVDNIIASSPHVAEQFLKTYDQNFASRPPHEAAKYISYDQKNLTFGTYGPYWRNMRKLCTLELLSTLKINSFQSMRREELNLLIETLKKKSHEKIVVDLSEIVTRLSVDISCRMIFGKKYKDEEFGCKGFKSVVNEGLQLAAAPNLGDFFPFLGKLDLQGLTRRMKAVSKVFDNFLEKIIDEHEESDKKGQHQNNKDFVDTMLNIMKSGETEFQFDRGHVKAILLDMLIASMDTSATTIDWILSELLRQPNIMKKLQKEFEEKIGMKRMVEELDLEKLEYLNMVIKESLRLHPVAPLLLPHQSIEDCTIDGYFIPKKSRILVNTYAIGRDPKVWPNNPDEFIPERFVGSSIDLRGHDFELLPFGSGRRRCPGLQLGLIIIRLIVAQLVHCFDWELPNGMLPNDLDMGEEFGLVVSRAKHVMAIPNYRLSM*

>CYP736A61 old SLCYP736A@13

MTLLWAILVVGLSVYALYELLNIHKRKRYPPGPTGLPILGHLHLLGKNPHKDLQNLAKKHGPIMYMRLGLVPTIIASSADAAEKVLKTYDHIFASRPHHEASQHLAYGQKNLVFAKYDVYWRNIRKLCTVHLLSNQKIHSFQSMRKQEVELLIESLKQEARDRVVIDLSAKVTSLNANLTCLMVFGKKYMDEDLDKRGFKAIVQDVVHLAGMPNLGDFFPFLGAIDLQGITRKLKDLSKVFDEFLEKIIDEHVYAHEHKQNKDFVDTMMDIMQSGDAKFQFDRHHIKAILFDMLIAAMDTTASSTEWILTELLRHPQVMKELQKELQEVVGLDRMVEESDLENLKYLDMVVKEGLRLHPVAPLFYHESIEDCVVDGFHIQKGTRIIINCYAIHMDPNVWPDPEKFLPERFVGSSVDFRGRDFQLVPFGSGRRSCPGMQLAVMVVRLVVAQLVHCFEWELPNGIESCDLDIDEKFGIVTCREKPLLAIPTYKLNK*

>CYP736A62P old CYP736A@14P

ATKKKEEASQHLSYGQKNLVFAKYGVYWCNMRKWCKVHLLSNQKIHSLQSMRKQQVELLIESLKNEARDRVVVDLSAKVTSLNANLTCLMVFGKKYMDEDLDKRGFKDLVQDILHLARMPNLGDFPPFLGAIDLQGITRKLKDLSKVFDEFLEKIIDEHVHAHEQKQNKDFVDTMMDIMQSGDAKFQFDRHHIKAILFDMLIAAVDTTASSTEWILTELLRHPHVTKKLQKELQEVVGLDRMVEESDLENLKYLDMVVKEGLRLHPVAPILHHESMEDCVVDGFHLQRGSRMIVNCYAIYMDPNVWLSLRSKFLPVGRSIDFRGRDFQLVPFGSGRRSCPRMQLAVTVVRLVVAQLVHCFEWELPPCNLDVDEQFGIVICREKPLLAIPTYRLKK*

>CYP736A63P old CYP736A@15P

MAYSMWLALVLVALFTYLVQELIWKKKKKFPPGPRGLPLIGKLHMVGKNIHHDLHKVSKKYGPIMSMRFGLVPTIVASSPYAAQQFLKNHDLVFASRTYSKVSQYIFYDQRNIMSSKYGPYWRNMLKLCTLQLLSNAKIHSFQSMRKQELGILVDFLK*HRGVVVDLTDKISSLSANMSCLMIFGKKYMDEDLGLNELVKETMFIAARPNLGDYIPFLGVFDLQGLSRRMKELSKPFDEFLERVINEHLHKVNEQNQAKDIVDKLMGIMNSNEAVFEFNHHHVKAILLDLLVASTDTSSTTVEWILSEVLRHPDVMKKHQNDIERVVGRNRMVEDMD*GSLEYLDMVIKEGFRLHLVAPLLIPHESVEDCKVDDFHIHKEF*LLINVWAIGRDPNVWEKFLPVGRSIDFRGRDFQLVPFGSGRRSCPRMQLAVTVVRLVVAQLVHCFEWELPSFKLERFLECNIDLRGHDFQLLPFGSGRRSCPVMQLGLTIF*DWELPNGIIPKDVDMTKKFDLVLARAQHLMVIPKSYRLK

>CYP736A64 old SLCYP736A@4

MTSIWLVSLALVAKIFLVKEFIKRKKLPPGPIRLPLIGNLHMFGENLHQDLYKIAKKYGPIMTIYFGLVPTIIASSPHAAQLFLKNHDQIFASRPHHAACYYIFYKQRNLIMGKYGPYWRHMRKLCTLQLLNNVKINSFQSMRKQEVQILVNFLEKAASHRDVVDLSAKLTSLSANMACLMVIGKKYNNVDGDFKDMVQEMSRMAATPNLADLFPFLRFIDFQGLILRMKQIAKSCDEFLENVIDEHTGQYLSDQSKTSIDMVDTLMEIMQSGETEFEFDRRHVKAILLDLLVASMDTSSTSIEWILSELFKHPNVMKKLQSELDNVVGQKGIVEEKDLENLDYLNMVIKEGFRLHPVAPLLLPHESIEDCTLDGFQIPKGSRVLVNVWAIGRDPDVWHEPEKFIPERFVESTIDVRGQNFQLLPFGSSRRSCPGLQLGLTIVRLVVAQLVHSFDWELPNGTMPNDINMTEKFGLVTARALSLMAIPIYRLHNK*

>CYP736A65P old CYP736A@12P

EDLGEKGFKSPIQDILCITGMTNFAEFFPFLRVLDLQGFTSRSKE*AKLFDEFDMVDMLMKIIQSGEGEFEFDRRHVKAILMDLLVAFMDTLTTTIDWILSELLRHPNVMENL*NELEQVVGKNRMVEE*DLENLEYLDMVIKESSRLHPVAPLLIPHESIEDCEVDGFHIPKGSRILINVWMIGRDPDIWVEPEKFKPEKFQENNIDLRGRHFELLPFGSGRRSCPDLQLGLTAVHLLLAQLIYCFDWELPNGMTPKDIDMTKKFCLVTTRVQHLMLIPKYRLHI*

>CYP736A66P old CYP736A@1P

DLFPTIDLQGLTRKLKDLSKVFDEFLERIINEHVEYHDRDQTKDFVDTMMDIMQSGEAEFQFDHRHIKAILLDMLLAAMDTTASTAEWILTELLRHP*VMKKLQNELQEVVGLERMVEESDMENLNYLNMVVKNEGLRLHPAVPLFFHEAMEDCVVDDLHIQKETRIIINCYAIHMDPNVWPDPEKFFPERFVGSSIDFRGRELQLLPFGSG*RSCPGMQLGVTIVRIMVAQLVHCFEWELNGIDPCDLDIDEKFGMVTCREKPLLAIPTYRQKK*

>CYP736A67 old SLCYP736A@2

MTLIWTVLVVALFVYQLLSIHKRKKFPPGPKGLPILGHLHLLGKNPHQDLQKLANKHGPIMYMRLGLVPTFVASSADAAEKVLKTYDHVFASRPHHEASQYLSYGQKNLIFAKYGVYWRNMRKLCTVHLLSNNKINSFQSMRKQQVQLLIESLKKEAHDRVAVDLSAKITSLNANLTCLMVFGKKYMDEDLDKRGFKSIVQDVVHLAATPNLGDFFPFLGAIDLQGLTRKLKDLSEVFDEFLEKIIDEHVHSHEHKQTKDFVDTMMGIMQSGVAEFQLDRRHIKAILFDMLIAAMDTTASSTEWILTELLRHPQVMKKLQKELQEVVGLERTVEESDLENLKYLDMVVKEGLRLHPVVPLFYHESMEDCVVDGFHIKKGSRVMVNCYAAQRDPNVWPEPEMFLPERFVGSCIDFRGRDFQLVPFGSGRRSCPGMQLAVIVVRLVVAQLVHCFEWELPNGMQPCDLDIDEKFGMVTCREKPLMAIPTYNLNKS

>CYP736A68 old SLCYP736A@3

MALIMWTTLIVAIAMYIFHKLLNINHNKKLPPGPWGLPILGHLHLIGKNPHQDFYKLAKRYGPFMHIQLGLVPTIVVSSPNTIEKVLKTYDHVFASRPHHEASQHVCYGQRNLIFSKYGPYWRNMRKLTTMNLVSSQKINSYQPSRKEEVSLMVKSIKHVADHNDQQHVVAVDLSAKVSSLNANLSCLMVFGKKFMDDDLDKRGFKSLVQEVVHLAATPNLGDFFPYLGVLDLQGITSRLKTLSKVFDEFLEKIIDEHVESKEQRETKDFVDTMMDIMQSGEAGFEFDRRHVKAVLLDMLMASMDTSATSVEWILTELLRHPHVMKKLQKELEQVVGLDRMVDESDLENLNYLDMVIKEALRLHSAAPLLIHESIEDCVVDGFFVQKGSRIVVNVYAAQRDPNAWPEPDKFLPERFVESSVDLRGHDFQLLPFGSGRRSCPGMQLGIIIVRLVVAQLVHCFDWELPNGMQPSELDMSEQFGVVTCRAKHLMAIPTYRLQL

>CYP736A69 old SLCYP736A@25

MTSIWLVALASVAIIFLVKEFIKRRKLPPGPIRLPLIGNLHMFGENLHQDLYKIAKKHGPIMTIYFGLIPTIVASSPYAAQQFLKDHDQIFASRPYHAACYYIFYKQRNLIMGKYGPYWRHMRKLCTLQLLNNVKINSFQSMRKQEVQILVNFLIKAASNRDVVDLSAKLASLSANMACLMVIGKKYNNVDGDFKDMIQQTSHMAATPNLAELFPFLRFIDFQGSVLRMKQIAESCDEFLENVIDEHTRQYSSDQSKTSIDMVDTLMEIMQSGEAEFEFDRRHVKAILLDLLVASMDTSSTSIEWILSELLKHPNVMKKLQSELDNVFDQKGIVEEKDLKNLDYLNMVIKEGFRLHPVAPLLLPHESIEDCTLDGFQMPKGSRVLVNVWAIGRDPDVWREPEKFIPERFVESTIDVRGQNFQLLPFGSGRRSCPGLQLGLTIVHLVVAQLVHSFDWELPNGMMPNDINMTEKFGLVTARALPLMAIPIYRLHNK

>CYP736A70P old CYP736A@26P

KKLPPGPRGLPLMGNLHIHFGLVTVVIVASSPHAAQQFLKTHDFNICWQTIFYNRRNLVSSNYGSYWRNMRKLCTLHLLSNAKIQSLSANMLCLMIFGKKLFDEFLERVIDGHVSDKFNHEQKDMVDTLMEIMQSGEGEFEFDGRHAKAILL
>CYP736A71P old CYP736A@11P

DLLVASMDTSATTIDWILSKLLRHPNVMKKLQNELEQVVGKNRMVEESDLENLEYLDMLVIKESSRLHPVAPLLIPHGSIEDCEVDGFHIPKGSRILFNVWTIGRDSDIWIEPEKLKPERFQGNNIDLRGRHFELLPFDSVRRSCPGFTVRLVLAQLVHFFDWELPNGMTPKDIDMTEKFGFVTTRVQHLILIPKYRLHI*

>CYP736A72 old SLCYP736A@16

MLSSIYVVVAFFSFLISLLFYFIHFRWTPEKLHRKLPPGPRGIPIIGNLHILGTLPHRTLYNLSKTYGPIMFLKLGNIPTVIISSPETAELVLRTHDAAFASRPKLKAIHYMSDGTKGLAFAAYGPQWRNNRKFCTQELLTAEKIGYSAGMRKEEIGVLVDEVKGFGGELVNLGKKIGDLIGNMTYRMLFGDGNSERFDLENIVKEMVRLAGIFNVADYVPFLEPFDIQGLNKQLKEAGKRVQEVFDTIINEHEQDARNYTHKSKNKDLVDIMLSYQDNPNSSYSIDRATMKAILSDMIVGAIDTSHTWIEWVFAEIIKHPTVMNKLQDELTSIVGLDRMVEEDDLLKLEYLELVLKETFRLHPVAPLLVPRESIEDVVISECYIPKGSRVMINCWALGHDPNIWSDNVEEFIPERFIGKKKTDLRGHDFHLLPFGYGRRSCPGINLGLITVKLIVAQLVHCFNWDLPDGIFPVDLDMTEKFGLAAPRAQDLLVIPTYRLLC*

>CYP736A73P old CYP736A@20P

LVVAVSTLYLVQALFNLFMKKKTKLLPGSKGFPIIRNLHMVLGKNLHSPYGPHWRKMQKLCTLELVSKIKINSFRSIQAASNHVEVDLTAKFASLSVNVVGQHIFSTLMISGKKYMVEESDKRGFKNIIEKTLLIGASPNIGEFFPFLSVFDLRGLNSRLKDLAKIFDELFKKVIDEHVHLKERNNQAKEMVNTMMIIMQSGEAEFKFDLAVKNVLDLLISSIDTLSTSIEWIFS*LL*HPKVMKNLQHQLEQAVGMNRIVEKSDLERLQYIYMVIKELRHHSPSHVLTPH*SIKECVVDGFYIP*VSRLYVNAWVIRRDPEAWTESEIRERFVDSKIDLHGSDFQLLQFGSGFMIVCLVITQLVHCFNWDLTNGMIPNHIEMTEKLCLVKPRAQH

>CYP736A74 old SLCYP736A@5

MSLIWEVVVVVSIVYVLYELLNIHKRKKLPPGPRGLPIVGHLHLLGKNPHHDFQNLAKKYGPIMYMRLGLVPTIVVSSSDVAEKFLKTYDHIFANKPHNEAAHYLAYGQKNIIFAKYGPYWRNMRKLCTQHLLTNQKINSFQSLRSQQVELMIESLQNESRGERVVVDLSERVASLNANMTCLMVFGKKYMDEDFDKRGFKAVLQEVVHLAAITNLGDFFPFLGVIDLQGLTRRLKDLSKVFDEFLEKIIDEHVESHDENQTKDFVHTMLEFMQSGKAEFQFDRIHIKAVLFDMIVAAIDTSATTIDWILTELLRHPHVMKKLQIEIKQVVGLERMVKESDLENLKYLDMVVKEGMRLHSVVPVTQREAMEDCVIDGFNIRKGSRIMINHYAIQRDPNLWSEPEKFLPERFIGSNIDVRGRDFQLLPFNSGRRSCPAIQLGIIVVRLVVAQLVHCFDWELPNGMQPCDLDLEEHFGIVTSKEKHLMAIPTCRLNEQ*

>CYP736A75P old CYP736A@6P

MAFIWATLVVIFVVYTLLNNIQNRKRYPPGPKGLPIIGHLHLLGKNPHKDLQKLANTHGPFMYVRLGLVPTIIVSSAGAAEKVLKTYDHIFASRPHMEASYYLAYEQKNLISAKHGPYWRNMRKLCTQHLLSNQKINSFQSMRREQVELMIKSLKNDDRVVFDVSAKISSLSADLTCMMVFGKKYMDEDLDKRGFKAVVKEVEHLSATPNLGDFFPFLGVIDLQGLTRRLKDLAKVFDEFLEKMIDEHVQSRDQKQSKDFVDIMLDIMQSGETLNYYAIQRDPNIWPEPENFFPERFVGSSIDMRGRDFQLLPFGSGRRSCPAMPLGIIIVHLVVAQLVHCFDWELPNGMEPCDLDVEEHFGLATSRANPLMAIPTYRLNNA*

>CYP736A76P old CYP736A@8P_2

MAFIWATLVVIFVVYALLINIQNRKRHPPGPKGLLIIGHLHLLGKNPQQDLQKLAKTHGPLMYVRLGLAPTIVVSSAETAEKVLKTYDIFASRPHNEAAQYLAYGQKNLIAAKYGPYWRNMRKLCTQHLLSNQKINSFQSMRREQVELMIKSLKNDDRVVVDLSAKISSLSADLTCLMVFGKKYMDEDLDKRGFKAVVKNVEHLAATPNLGDFFPFLGVIDLQGLTRKLKDLSKVLDEFLEKIIDEHVQFRDQKQSKDFVDTMLDIMQSGETINYYAIQRDPNIWLGAEKFLPERFVGSNIDIRGRDFQLLPFGSGRRSCPGMQLGIIIVQLTVAQLVHCFDWELPNGMEPCDLDVEDHFGLATSRENPLMAIPTYRLNKNA*

>CYP736A77P old CYP736A@9P

GTAEKVLKTYDHIFASRPHNEAAYYLAYGQRNMISAKHGPYWRNMRKLCTQHLFSNQKINSFQSMRRQQVEVMIKSLKNGTCDHRVAVYLSAKISSLNADLTCLMVFGKKYMDEDLDKRGFKALVKEVDELAATPNLGDFIPFLGVIDLQGLTRRLKDLSKVFDDFLEKIIDEHVQSGDQKQSKDFVDTMLDIMQSGEAEFQFGRSHIKAILFDMLVAAMGTSATAIEWILTEFLRHPHVMKKLQKELEQVVGLEKMVKESDLENLNYLDMVVKERLRLHAVAPLAPHEAMEDCVVNSFHIQKGSRILINFYAVQRDPNIWPEPEKFLAERFSGSSIDIRGHDFQLLPFGSGRRSCPAMQLAIVLVQFTVAQLVHCFDWELLNGMQPCEMDVEEHFGLATSRANHLIAIPTYRLNKNA*

>CYP736A78 old SLCYP736A@10

MTLIWETIVVICIVYALYELLNIHKRKKFPQGPKGIPILGHLHLLGKKPHHDLQNLAKKYGPFFYIRLGLIPTYIASSVDTAEKFLKTYDHIFATRPHNEAAKYLSYGHKNLVFGTYGPYWRNM*RKLVTLDLLTHQKINSFQSVRTEQVDLMIQSLKNDGGGCVVDLSARVSKLSADITCLMVFGKKYMDEELGKRGFKGILQEVVHLGATPNLGDFFPFLGVIDLQGITRKLKELSKVFDAFLEKIIDEHVQSRDQKQSKDFVDTMLDIMHSRDREFQFDRTNIKAILIDMLVAAIDTSATSVDWIVTELLRHPHVMTKLQKELEEVVGLERMVKESDFEKLKYLDMVVKEGMRLHSVVPVTQREAMEDCVVDGYHIRKGSRIMINHYAIQRDPNVWPEPEKFFPERFVGSSIDIRGRDFELLPFSSGRRSCPAIQLGIIVVRLMVAQLVHCFDLELPNGMQPCDLDVDEHFGIVTSKENHLMVVPKYRLND*

>CYP736A79 old SLCYP736A@24_2

MAFVWATFIFALILLFIFYEILNIKNKKKLPPGPKGIPILGHLHLLGEDLTQDLHKFSLKYGAIIYMKFGLVPTYVISSPQSAEKILKTYDHIFASRPHNETAQYISYGQRNLIFSKYGAYWRNMRKLCTVHLLSNMKIHSFQSTRSEEIALMIKEIAQGHVEVDLSAQVSKLSANLSCLMVFGKKFTDDDLDKRGFKYLVQEVTTLAATPNLGDFFPFLGVIDLQGLTRRMKDTSKVLDPFVEKIIDEHVNAKEQKKNKDFVDTMMDIMQSGEAEFQFDRRHVKAVMLDMLVASIDTSSSSIEWMLSELLRNPDIMKKLQRELEEVVGLNRMVQESDLENLKYLNMVFKESFRLHAAAPLLLHEAMEDCVVDDFYIKKGSQVIVNAYTIHRDPNFWTDADKFMPERFLESNVDVRGRDYQLLPFGSGRRSCPGMQLALIIVRLVVAQLVHCFDWELPNEMNPKDLDMTEQFGIVTGRANHLMAVPTYRLQHN*

>CYP749A19 old SLCYP749A@1

MMMIIIILASSLFILVGIVKKLLWTPFHVQFMMRYQGIQGPCYKFLYGNFKEIDEMKKESTNKAMDHLSHDIFPRILPHIFSWKKLYGPNFLYWHGLQPELVVTEPELLKEILSNRNNNYPKMDLEGFPKKLFGDGVASSKGEKWVKMRKLANHVFHGVSLRSMIPMMIMSCETMLERWKNYEDKKIEVFEEFRLLTSEIISRTAFGSSYSEGKNIFQMLMKLASLVSGNANKVRFPGISQIWKSCDEIESEKLEKGIHDCITRIIKKREEEEEDHNFGSDFLGKLLEAYQDNRISIEDIVDECKTFYFAGHETTTILLGWTMFLLATNKKWQEKARKEVVESFGHNVPNADGLSRLKTMNMILDESLRLYPPVPFIKRKVDNKVELGKLTLPGEMHFYISPLALHHDRKIWGEDVHVFRPDRFAEGVVKATNNNPVAYLPFGYGPRTCLGLNFAMTEAKIALSMILQRYMFTMSPTYVHSPAQLFMLRPQHGVEVILHKI*

>CYP749A20 old SLCYP749A@2

MDIGKLILVFFFSTLCFYLLWTLLKFVYSVWWMPLQTQNKMNSQGIKGPSYSFPHGNTKDISLMRSQTMDKPMIDISHDIFSRIQPHVHTWTRMYGRNFLTWHGSKPYLFVTEPELIKEVLSNKEDIYPKMDMEGYAKKLLGEALITNEGEKWAKVRKLANHTFHAESLKRMVPEMSESVAEMLERWKEHEGKEFDVFKDFGLLTTEVISRTAFGSSYMEGKHIFEMVAKLTAITVKNLYTVKFPGISWLIRTDDEIEAEKLERGIKNSILELVSKREKGKDGMYEKFGNDYLGQLMKLLHESDTNKRITIDQMIDEVRTLYGAGHLTTTSLLGWSVFLLALHPEWQEKARKEVFLFCGLEKPTSDAIARLRTMNMILNECMRLYPPVITVTRKVEREVRLGSMTLPGNMTIFMPILALHHDPQIWGEDVHVFKPERFAEGVAKATNNKAAAFFPFGLGPRTCVGLNFTTNETKITLSMILQRYKFTLSPNYVHYPSDIFLLTPKDGVKVVLESI*

>CYP749A21P old CYP749A@3P

IKDPPYNFLHENFKEIVEIRKDSTNKAMDH*KNIFSRTLPHIFCWKKLYGANFLYWQLVMIQLELLKEILSNRNNNFSKIYLEGFPKKAFREEPPTSDGKKEAKIRKLTSNVFHGESLKSMIPMMIMNCEKIIERWKAYEDK*I*VFDKFRLLTLEINSKTTFRSKYLAGKNMFKMLMKLAFIVFKNAHKNRSPGISKTWKSFDEIELEKLDRGIHDNIIWIINKREENTS*NHNFGSHFHGKSLDVCKNFYFIGQ*RTSSLLGWTIFLLTTNKEWQEKPRT*VVESFGQKFPNLDDLLRVKIMNMILDEPLILYPPIPLEVQLDLRV*GEDASVFK*DRFVEGVVKANNNPVGFFLFVYGL*TCLGFNFAMIEAKIGLSMILKCYIFMISLTYVHSLVQLYMLHPQHCIKIILHNVEDV*


