
Trypanosoma vivax P450s 

The Trypanosoma genome projects are not finished.  These two genes were found at Sanger.  

>Contig7098.1 86% to 51E1 T. brucei

MLLEVITFLLTVLVLYSVYFVVSFNVTRPTDPPVRH

VALPFLGHIIPFGKDPLGFMLECKRKLRSGVFTINIMGKRVTVVGDPREHSRFFLPRNEV

LSPREVYAFMVPVFGEGVAYAAPYPRMREQLNFLAEELTIAKFQNFVPAIQHEARKFLSE

NWNKDEGQVNLLEDCSAMIINTACQCLFGEDLRKRLDARRFAQLLAKMESSLIPAAVFMP

SLLLLPLPQSACCRDAREELQLILSEIILARKREEVNKDSGTSDLLSGLLSAVYRDGTPM

SLHEVCGMIVAAMFAGQHTSTITTTWSLLHLMHPSNRKHLETLRKEIEEFPAQLNYSNVM

DEMPFAERCARESIRRDPPLIMLMRKVLADVKVGSYVVPKGDIIACSPLLSHHDEEAFPD

PRRWDPEREEVIEGAFIGFGAGVHKCIGQKFGLLQVKTILATVLRDYDFELPRDEVPEPD

YHTMVVGPTSSQCRVRYIRRKKPAS*

>Contig4157 70% to CYPxx T. brucei from the MDR seq.

Some similarity to Chlamydomonas scaffold 306 P450

MSSTDQFTLLVAHAIGDFFANSTNKSLLLSSVLTVALLALLWWVLFAFLPGLV

MDRHLMHVPQVRGRLPFFGHALLLL

EGSPTSKMAAWSLDPLRREGGKRENGEKINRLVTFNVFSQRVVYINEPALLKRVLLTNQR

NYIKDIPSSYKHFMCLLGSGLVTAEGDKWRKGRLMLSHSLRIDILEDIPEMAVKATGRIL

DKMPTTTGGPSFIDLNEEFRHMTLQVIGETVLSLTPEETDRIFPTLYLPIVHECNRLVWE

PWRSLLPFSEGARQRRSCLKKLNRVICNIIRERWKARSETGKRDVMSLCMSQIDSLTSGM

VAQLRDDVKTLLLAGHETSAALLTWATYEVICHPEVRDKIVEEARVLFDPVRCERTVVTP

YGTWGIPTASDVRALLRWTPATLRETLRKHSVVPLVMRLAKKNDTWPASETGLERDITIP

AGCSVAVGIEAVHHRPDIWPDSDMFRPERFLDVDTANSHASGRSVDGGRSIDPYAFLPFINGPRNCLGQH

LSMMETQVSLAFLFLNCDLRLCDVDATGGHRDALELQHEVGQPHAFLIPIVPRNGLKVHA

VPAAPRPCVQTTATV*


