UPGMA tree of 169 Drosophila sequences. ps = D. pseudoobscura, m = melanogaster.

D.Nelson Feb. 16,2004

0.2
-w—307a PPS 3oy,
—
2 Clan op  (H12A 30d4alm  304alps
+4E m >F ——305a1m —303AIpS 35
+5E EFETTSED) —306A1m 306A1lps +9A
-6D -14A C18alm  18alps
316alm g}gﬂps
_AH -14A 318alm ps
HERTAE e
- aaps ps
4 Clan 10C 313a5m 313a4m
+3D 313Clps g}%cfps
+6D (ETAM) 333m Sy
6E -14A ———dac3m ;130m
4ac2
__ +5B 6E-10C T 4aCips
+4H +10C 4p2m
+8B +10G .—41:)313S 4P2ps
L——=0»  4im
-6E -14A 4plm b
31lalps
3D -6D -10C -14A g}éa}m 312alps
[ =ZE_-12A ——312alm
LY -4A -6D -6E-11E = dadim AR 1A
(30 -14A = delom 40-113
AR +10F -6D -14A ————o3m 4e3ps
+11E del 4elps -10F
nan() I e S et
ap 6D 4e2m 4 AE|ps
1 14A[" T8A 11E ji"‘)ezléns 4d21m
-4H -6D 4ds p 4d20m
DS 4d8m
6D 4d14ps
Do Adl4m 11E
-4A-6D -11E 4S3pS 4(:32;11'1
-3D -4A -6E ———4Dlpsalt 3| ¢
L ——4Dlps 4dIm
_14AL+9C/108B —4C3ps
-6E -10C -14A saalps  4C3m 44l
+6B +7A +9B 310alps 4aalm
+7C+12C-11B -14A 308a1ps 310alm
DS 308aim
= - IO 309a2m
3Clan +5G/6A YT ——— N (G
+11B (EXXR) +10E e 28cim
~108 28dim 3501
ps
|| 14A 28a5m 9h1ps
S EE——
+7B-11B +3) 9clm 9;2PS
_l L——9f3pm o2 ps
+3| ————9B2ps 9b2m
9Im m
7 1 P 6t2§§n
- t
| 6g2m
._"6"1{’5 6vim
-14A 120 6wlps  Gwim
+5C 6Glps  6g1m
INTRON GAIN 118 6ulps  guim
+= 317alm
= INTRON 105s 1 e — T
GREEN = LOSS OF ALL INTRONS - [ 60PS 6ddm
REFER TO ALIGNMENT FOR INTRON LOCATIONS eATons  6d2m
—————C————%1% Giom 45
I
6A22ps
———6al9m 6a22m
————6a20ps 6a20m
6A17ps 6?2%3:11:5
'_66a2117m 6a2l1ps
——06azlm 629
———6a8ps a’sm
oy S— 6al8m
6a2ps
Mito Clan 4G -6C — +3G C—31421m g(l)gzlfs
I - - S
4G (VHG) +7D +148 +3B+4B 3C-5A 5D -12B-14B 302alm 301A1§g
+6C (WALES) ———{52B +4C +11C +12F —>0lalm = 79 {0
+10D (DTT) C 7D 198 ‘1‘3{321;1‘1 12B2ps
+12B (PKG) +5A (RIK)  |-6C-7D -12Bf -2A-3C-10D 1252m i%dllps oD
+5D -14B elps .
+3C +2A (ZASA5D-10D e aelps T2
-4G ——C—= 12Adps 1%%555




