
P450 Environmental sequences from sea water (163) or acid mine biofilm (5).

This is a sample of these sequences.  I have not done exhaustive searches with all bacterial P450 families (154 at last count).  25 searches were done covering most regions of the bacterial tree.  The last 8 searches found only 6 new sequences.  5 of the last 8 searches found no new sequences.  

searched with 51, 101, 102, 103, 104, 105, 106, 107, 108, 109, 110, 111, 112, 113,

114, 132, 152, 165, 175, 176, 178, 179, 195, 205, 216

D. Nelson March 9, 2004

>AACY01000471

34% to 107B1

complement(50847..52142)

                     /note="similar to gi|461833"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAK69841.1"

                     /db_xref="GI:44643230"

                     /translation="MSTIDQNRIFALPDTVAPYSNYASWRKQARVLWRGEYFDGAWVV

                     TGYDDVKNALKDPRLSAQRTGGWVMGAADRGGVSRSELMDLQRLFGRALLFLDSPEHG

                     RVRRAMQAGFHPGLIEALRSGVEGIVDELIDDINTAPEGQPFEFIEQFARRLPSRVIA

                     LLLGLDDVAPDRFLSWTTSLALFLGVTRPSIGTVLRAREGIVEMSAFFEAQISLRRQC

                     PRDDMISRLVRAEESGQIRGQAELIAQCAMLLFAGYETTRHSLGTAVYWLLSNPDLWH

                     RLQAFPALLPRAIRELLRYDSPVQYTGRRATTDFVLGGRQIRRGDLLVPLIGSANRDP

                     EKYVAPDEIRIDRDVGMPLSFGTGPHVCIGAGLTLMELEIALNAILHRWPALSLAGEP

                     PRWVDQPLYRGLESLTLVRSRESAKTLNGVGAALQMRTY

>AACY01002827

complement(14..976)

                     /note="similar to gi|16975236"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAK63412.1"

                     /db_xref="GI:44634445"

                     /translation="MGLKEGPALNYKKNSISFHDRGETRRRLRMPITKLMDPKGSERF

                     RKDIRHVVKKTFEEIPKNSEVDLIKLLCDKIPSRVYCYWINAPQKDADFVSRTSHIVQ

                     QVHTRDPKTVKDVSKGFEDLLEYIDERIKISRKALGDDLLSDLIRVTDNGYLTDDELR

                     NWVVKMAEANTDNSSHQIAIAIVELASRPEIWKLLGDNPNLVPQALREVMRYHPRSLS

                     TSRETLEDVELAGFFIPKGEAIFPNIGAAHWNPNYFPNPENFDIYRPEKPTHLNFGGG

                     IFSCIGRFAVTIEIEEVIAYMTKEFPNFELNRSSFSHSPMVHIS

>AACY01004563

complement(1209..2570)

                     /note="similar to gi|16125198"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAK59391.1"

                     /db_xref="GI:44628688"

                     /translation="MSSGYVLSDEVLDHKINEPAYPKKSSYRAERSLNDLDLFTKGQP

                     VDFYKELRDNAPVYFHDPMPTDPEPGYWVLTRHEDIKHVSMNPKIFSSQYATGNLLTL

                     GTEENRHPKLFKTTIDHMLNLDGEMHLGLRKEHMPFFKPGFVEDLQKKVSLKVGQLLD

                     QISPMGECNLVSEVSQQLPIYTLSEILGIPEADRQKLVSWMEFLELAQYFTLEQIKQK

                     NEGVSDTTPDPEMINLFNAMVDEMFDYGKHILLKKRKNPENDLLSAIANAKIEGEELT

                     QEFLDGSWLLIVFAGNDTTRNTMSGGIKLLHDNQDQKELLINNPDYLPNFINETVRCV

                     SPVIHMRRTSLEETEINGQRIGPYEKIALWYGAANRDPEIFEDPDRFNILRENADKHL

                     AFGIGRHTCLGKPVALMQLKEFYSQFLARFPDFEMSGEWKVAPNNFVHAIQEMPIKFS

                     PKS

>AACY01004744

1275..2519

                     /note="similar to gi|4039163"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAK58893.1"

                     /db_xref="GI:44628009"

                     /translation="MSESNVEKYSFLDPLINSDPYEFYGVLHKEQPVYKIPEVGIYML

                     TKYDDIRMALKDYETFSNDVSVATRGEFSSLHQDILVDGGGWEHVQTLQRTDPPVHKR

                     YRKLVDRVFTKKRVDELLPHLDEVVNELIDNFIEKGNCDFNDEFAMRMPGIIIAEQLG

                     LSRDNVATFKKWADSMLGASRAPIATKEEVTANANIELEAQLFLADVFEDRRKNPKED

                     LMSAMVHAHGDDEEPLSMHELQNLMHQLITGGYETTQSAINHGMWALIRFPEIADKIN

                     EDDSLLKPFTEEVLRWESPVQFLLRRTQKDVEVSGTMIPKDSMVMMGYGPANRDESKF

                     SCPHQFKLDREGVGAHVAFGSGAHHCPGALLGRQEMMRSFKFLIKRLKNIKLDKPLQE

                     PVHNFSMFFMPMKEFFITFDKR

>AACY01004965

complement(296..1657)

                     /note="similar to gi|16125198"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAK58362.1"

                     /db_xref="GI:44627257"

                     /translation="MSSGYVLSDEVLDHKINEPAYPKKSSYKAERSLNDLDLFTKGQP

                     VDFYKELRDNAPVYFHDPMPTDPEPGYWVLTRHEDIKHVSMNPKIFSSQYATGNLLTL

                     GTEENRHPKLFKTTIDHMLNLDGEMHLGLRKEHMPFFKPGFVEDLQKKVSLKVGQLLD

                     EISPMGECNLVSEVSQQLPIYTLSEILGIPEADRQKLVSWMEFLELAQYFTLEQIKQK

                     NEGVSDTTPDPEMINLFNAMVDEMFDYGKHILLKKRKNPENDLLSAIANAKIEGEELT

                     QEFLDGSWLLIVFAGNDTTRNTMSGGIKLLHDNQDQKELLINNPDYLPNFINETVRCV

                     SPVIHMRRTSLEETEINGQRIGPYEKIALWYGAANRDPEIFEDPDRFNILRENADKHL

                     AFGIGRHTCLGKPVALMQLKEFYSQFLARFPDFEMNGEWKVAPNNFVHAIQEMPIKFS

                     PKS

>AACY01009613

1887..3248

                     /note="similar to gi|16125198"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAK45983.1"

                     /db_xref="GI:44610230"

                     /translation="MSSGYVLSDEVLDHKINEPAYPKKSSYKAERSLNDLDLFTKGQP

                     VDFYKELRDNAPVYFHDPMPTDPEPGYWVLTRHEDIKFVSMNPKIFSSQYATGNLLTL

                     GTEENRHPKLFKTTIDHMLNLDGEMHLGLRKEHMPFFKPGFVEDLQKKVSSKVGQLLD

                     QIAPMGECNLVSEVSQQLPIYTLSEILGIPEADRQKLVSWMEFLELAQYFTLEQIKQK

                     NEGVSDTTPDPEMINLFNAMVDEMFDYGKHILLKKRKNPENDLLSAIANAKIEGEELT

                     QEFLDGSWLLIVFAGNDTTRNTMSGGIKLLHDNQDQKELLINNPDYLPNFINETVRCV

                     SPVIHMRRTSLEETEINGQRIGPYEKIALWYGAANRDPEIFDDPDRFNILRENADKHL

                     AFGIGRHTCLGKPVALMQLKEFYSQFLARFPDFEMNGEWKVAPNNFVHAIQEMPIKFS

                     PKS

>AACY01011078

30% to 150A2

complement(1577..2848)

                     /note="similar to gi|4039167"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAK42433.1"

                     /db_xref="GI:44605215"

                     /translation="MNKKIKSPENYNLLDPDVIESPYEAYKVYREEAPVYHSKDTGFY

                     VVTKYDDLKRVLTDYDYFSRDIAAYWEKDSKHKKKGYWKHGDSVGRVFREKGWQQIPC

                     FGAEPPYHTKFRKAANPSFTAKRVKNMEPYIVNLINDLIDSFIDDGEVEFVSQFCIPL

                     PMNVIQDRLGFPKKDLPKLKSWSQDTSAGLSQMLSEEEEISVAERLVEFQHYMVKTFE

                     EKRLNPKDDIISDLVNYIDEDGKKLETEELLSIVSDLNIGGNETTTDSLGSGMLMLMQ

                     QRDKMDDLISGKAKYKNFVEEIIRLETPVQSLFRRVRKDVLLSGVEIPEGSIIDMRFG

                     SANRDEEQFECPMDMILDRKNPGKHLAYGTSHHHCIGAPLARQEMRLAFQILLERLTN

                     INLAENKNDFLHRSHFALRGLNKLYLTFEKT

>AACY01012830

35% to 107P1

1357..2547

                     /note="similar to gi|21222051"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAK38238.1"

                     /db_xref="GI:44599268"

                     /translation="MNIPQIEFPNSDSEFIKNPYPYLKELRESSSLHLDTLSDLALIT

                     RFEDVKNVQTNKVFSSADPEEIENPNRNEEEHEYFWRTENFSLLNLEGQLHSDLRGLV

                     AKAFSNRQVQELRPFMEKKSSDLLSEVDHKEFDLLKDYAQPYSISVIGQLLGVPEEQY

                     DNFLHWSNCIVKMYDLKVSTKDGEEAEQAARDFYEYIYNLIDEKIEDPQNDMISRLSE

                     VSENDQKLTKDQIICTVILLLNAGHEATVNTIGNSIVALNQNDISTEGLHEKYEIKNI

                     IEELIRWDSPLQFFQRWVLEDTKLGGYELKKHSKVAMLLGSANRDDGAFKDAASINFE

                     RENLNHTSFGGGVHFCLGAHLARLELEVSLLNLFKYDVKVLKEPVRTGAFGIRGFKEV

                     LVST

>AACY01015051

complement(25153..26397)

                     /note="similar to gi|4039163"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAK33139.1"

                     /db_xref="GI:44591948"

                     /translation="MSESNVEKYNFLDPLVNSDPYEFYGVLHKEQPVYQIPGVGIYML

                     TKYDDIRMALKDYETFSNDVSVATRGEFSSLHQNILVDGGGWEHVQTLQRTDPPVHKR

                     YRKLVDRVFTKKRVDELLPHLDEVVNELIDNFIEKGNCDFNDEFAMRMPGIIIAEQLG

                     LSRDNVATFKKWADSMLGASRAPIATEEEVTANAKTELEAQLFLAEVFEDRRKNPKED

                     LMSAMVHAHGDDEEPLSMHELQNLMHQLITGGYETTQSAINHGMWALIRFPDIAEKIY

                     EDESLLKPFIEEVLRWESPVQFLLRRTSKDVEVSGTVIPKDSMVMMGYGPANRDEEKF

                     SCPHQFQLNREGVGAHMAFGSGAHHCPGALLGRQEMIRSFKFLVQRMKNIKIDKPLQE

                     PVHNFSMFFMPMKEFFITFDKR

>AACY01015223

complement(571..1776)

                     /note="similar to gi|16124318"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAK32711.1"

                     /db_xref="GI:44591348"

                     /translation="MPLEKIDLSHPGIWQANEFIPFLKRLRDEDPVHYCSQSAVGPYW

                     SVMKYKDIMEVDTSPEIYSSEPTIGIIDQFEEFTLPSFIAMDPPKHDEQRRIAQPVVA

                     PANLKNLEIIIRERVCKILDGLPIGAKFDWVKNVSIELTTQMLATLFDFPFEDRHKLT

                     YWSDMTTAIPGRGGVADTHEERWAAIQECLEYFQRLWDERAKKSSGFDLVSMLAHGEA

                     TKNMPPMEFLGNLLLLIVGGNDTTRNSMSGGVVALNENPVEYEKLRKNTDLIGNMVSE

                     IIRWQTPLAHMRRTATQDTTLRDKNINAGDKVVMWYVSGNRDEDVLERPNDFWIDRPN

                     ARRHLSFGFGIHRCMGNRLAEMQLRILWEEIMDRFEFIEVVGKPERVYSSFVKGYTKL

                     PVVIHRNKK

>AACY01015862

complement(3717..greater than 4518)

                     /note="similar to gi|27382354"

                     /codon_start=2

                     /product="unknown"

                     /protein_id="EAK30768.1"

                     /db_xref="GI:44588766"

                     /translation="NWVEDVSIELTTRMLATLFDFPFEDRMKLTRWSDVSTARPGDGI

                     VETEEQRKEELFECLQYFTKLWNERVNSEPKTDLISMLAHNPSTRDMDPMEYLGNLIL

                     LIVGGNDTTRNSMTGGILVLNQNPDQYDKLRKDHSLIKTMVPEIIRWQTPLAYMRRTA

                     LEDYELGGKLIKKGDKVVMWYVSGNRDEDVIENPNSFIIDRKRPRSHLSYGFGIHRCV

                     GNRLADMQLEILWEEIMKRFENIEVVGEPIRIRSSFVKGFSHLPVIIR

>AACY01015863

complement(1735..2856)

                     /note="similar to gi|30020736"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAK30761.1"

                     /db_xref="GI:44588758"

                     /translation="MYDPSISASKLLNGNRVYHYDLYDPPFYILSRYEDISYALREPD

                     IFIEGHGNGPNFIDSSNGVLSDGEHHTLIRRIVQPNFLMGSIAKLEERLEEIAEELLD

                     DVMGKDIWDIHDNLSFPLPVIIICEILGIPIDDIHKFKRWADATVEQMCSEDPQKFEK

                     ELSQMRDYLLDLILKKREEEEDSTLLSRIAHAKLKSKYLSNDEAVNLTIQIFVAGNET

                     TTSLISNLVWRMMTVDNLWEDFVSNKIDINNAINESLRYDPPLLGLFKTTSKEVNIEG

                     NIIPKNSKVMMHYGAANRDPVIFDNPNTFDLTRDGSKVISFSVGVHICLGRELARLET

                     KVTLNALKKRFPNLKLINDGERVGPFLFWGRKKLPVSHK

>AACY01017195

complement(999..greater than 1978)

                     /note="similar to gi|22987998"

                     /codon_start=3

                     /product="unknown"

                     /protein_id="EAK27723.1"

                     /db_xref="GI:44584388"

                     /translation="IVLAMDGDAHRRARGLLQPVFMPETVNRWRPELDRVIRQDFLEP

                     LVPNKQAELMDFGLYFPIREMYALMGFPTDDTARFNQYATWALSMVAGNQIDPDKIRI

                     YGPLAAAAVKHLYDAVKEVVVQRRAEGAHGDDLISRLMRAEYEGHMLDDHEVTTFVRS

                     LLPAAGETTTRTFSSVMALLLERPELVERVRNDRTLIPRLIDEAVRFEPVATFKVRQA

                     ARDVEIGGVKVPKGGLVQCMVISANRDEDAFDNPDTFDIDRKPKPSFGFGFGTHMCIG

                     QFVAKVELQCAVNAILDLFPNVRLDPGKPAPKIAGAQLRGAKSVPVVWD

>AACY01017199

7..1065

                     /note="similar to gi|22987966"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAK27711.1"

                     /db_xref="GI:44584372"

                     /translation="MSVLRDATHFTSGFIAEGLGAFFDGLILTGMDGEAHRRARSLLQ

                     PVFMPDVVNRWRETKMAPIVRSEYIEPMVPKRRADLMDFGLHFPIRLIYSLIGFPDNR

                     PEQIEQYAAWALAILAGPQVDAEKAAQARKAAMEAAQALYDAVKLEVIEVRKNGAQGD

                     DLISRLIRAEYEGRSLDDHEVATFVRSLLPAAGETTTRTFGSLMVALLERPELLERVR

                     ADRSLVPKAIDEAVRFEPVATFKVRQAAQDTEIGGFRIPKGAMVQCIVSSANRDEEVF

                     ENSESFDIDRKLKPSFGFGFGPHMCIGQFIAKVELAVAVNTILDLLPNLRLDPEMPRP

                     RIVGAQLRGPHALHVIWD

>AACY01019304

39% to 109B1 

74..1075

                     /note="similar to gi|461833"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAK23154.1"

                     /db_xref="GI:44577710"

                     /translation="MGEFGVGEFVETLQRTDPPIHTKYRKLLNKAFAASRVKELKPSI

                     SKIINDLIDGFIEKGECEFVEEFAVPIPCTVIADQLGVPREKLHKLKAWTDAMIISFG

                     VATVDDMKKAAFLEAESQHYFDKIFKEKRINPTNDIISELVNLKFENGQKLSNDELQG

                     LIAQLLAGGNETTTSSIAHGLWLLLKFPKEMKKIIKNPKLIPNFVEEVIRYETPVQGL

                     FRTVTKDTEINGINIPKDSVLLVRYASFNRDNEVFHKPEIFDVERKDVGKHLAFGSGA

>AACY01020132

complement(902..greater than 1575)

                     /note="similar to gi|27382354"

                     /codon_start=3

                     /product="unknown"

                     /protein_id="EAK21264.1"

                     /db_xref="GI:44574992"

                     /translation="VVETEEQRKEELFECLEYFTRLWNERVNSEPKTDLISMLAHDPS

                     TRDMEPMEYLGNLILLIVGGNDTTRNSMTGGVLALNQNPDQYDKLRKDHSLIKSMVPE

                     IIRWQTPLAYMRRTALEDYELGGKLIKKGDKVVMWYVSGNRDEEVIENPNKFIIDRER

                     PRSHLSYGFGIHRCVGNRLADLQLEILWEEIMKRFDNIEVIDEPTRIRSSFVKGYSHL

                     PVIIR

>AACY01022918

1256 DTFKRLREEAPIYWHEESLEFEPGFWALTKHEDIIKVSKDPLTFSSAVGGHLMTMGDPE 1080

1079 VVDPTAVAAIIGNMIGMDPPDHQIYRKMVAPSFTPKAIRGLESDMRLKVRELLDNVSDKG 900

899  EFNFVTEISEQLPLWVLCEMMGIEESERPKIRDLVNNLTDASINADPEKSMQVWFNYME 723

722  LFKMGRDMIEERRKNPTDDLMSVVANTKVEGGELPPELLDGFFLLMVIAGNETTRNTITG 543

542  GLMALTENPKEREKLIKDPSLIANATDEMLRWVT-SVIYFRRTATRDTQIRGQDIQKGDK 366

365  VVMWYGSANRDEDVFEDGHLFQVDRPNAKKHLAFGAGEHLCLGNRLGHMQIRILFEELLQ 186

185  RYPNMHSISDPVRVPSNFLAGISDLKVS 102

>AACY01024558

complement(4432..5637)

                     /note="similar to gi|22960993"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAK10449.1"

                     /db_xref="GI:44559751"

                     /translation="MDINKFDLYNPPEDLVEKAYLYYSQLRENNPIHENSDGSFIVTS

                     YETLVDIYKNHQLWSSDKKEEFKPKFGNSLLYEHHTTSVVFTDQPDHTRIRKIFQHAF

                     TPRALAHIENNVEQLVQSYIDEMKEKKDIEFVRDFSFRLPVDVVCDILGVPKEDRKLI

                     RDWARLILGALEPTLSEEQFKSGCSAVLNFKNYLKDQVNLRKKNPHLSRDGEIISTLI

                     DAQSSGIELSEVELLHQCIFMLNAGHETSTNMLSHGMCEFINNKDQLDLLRNDETLIS

                     SAIEEILRYHPPIQVNNRRNKKDTILENKKIPKGTSVHMIIAAANRDPKQFNNPNKFI

                     VSRKPNKHLSFGLGIHICAGNTLARIEGRVAFLKLIRSFKDFNLIAKPKIANRIRFRE

                     IEQLNIEVS

>AACY01024563

complement(2365..3474)

                     /note="similar to gi|23108374"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAK10438.1"

                     /db_xref="GI:44559735"

                     /translation="MSNAPIFEININEFWENPYPQLKYMRENHPICYVPQLKSTLFTK

                     RDSIAENEKKIDIFSSVQPGGLMTTLMGENMMRKDGESHQLERKAILPSISPKTVKNI

                     WKKDFIKNTEKILYQMKRKEKGDLIKDFALPVSAEALKTVTGLSNMAFTEMDRVSQGM

                     IDGIANISGDPLIEANCHNCTQSIDNHIDEMLPIIKKSPNHSLLSVQYEAGLSETQNR

                     ANIKLAISGGQNEPRDAIAGTVWALLKNKNQLNLILEGKSTWLNAFEEYSRWISPIGM

                     SPRRVAKNAIIESIEFTKNERIFFMFGSGNRDEDVFDNPEVFNITRKLSASLAFGAGP

                     HFCAGAWISRCLIGEVALPLLFKCFPKNKIKPKLQ

>AACY01026466

31% to 196A1 

complement(1614..2885)

                     /note="similar to gi|27376005"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAK05919.1"

                     /db_xref="GI:44553313"

                     /translation="MTKPPLDKGNPIFGHSIKFNNDALSLIQDLQVKYGDVFEISILN

                     ERVTMFMSPSATKHIYLDPEDNFSSKHGWEFSLGKAFENGLMLRDFDDHKFHRGLLQD

                     SFRRDALVNYLHIIQPILDEWIENLKSKKSFNLYETMKGLMFKISIELFFDEIDNSRL

                     KELERLFTDSIKSVTSVVRTPLPFTKLKKGLKARQELLTYFQKKAETVDIDKKTLFSE

                     LVKTNKHETGLSNYEIAEHMIFLLLAAHDTTTSTLTSAIHHLSTNKNFYEQLKDESNG

                     ISLTDIADLKNGLKAESLFSEAMRKYPPVPFSVRYVMRDTEVENYKLDGGTYVAIGPL

                     VLHNDERYWDRPDTYNPERFLDTDEINDSYFPFSGGAHTCLGKFFASYLFKNVIYKLV

                     TNFDNISSSEPLSINPAPIPYPRKDVKISIS

>AACY01026532

complement(1812..3173)

                     /note="similar to gi|16125198"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAK05743.1"

                     /db_xref="GI:44553071"

                     /translation="MSDGYVLSDEILKHKINGSAFDHVYPYNASSSLNDLDVFTKGQP

                     FDLYKELREKAPVYFHNPMPTDPEPGYWVLTKYEDIKYVSMNPKIFSSQYASGNLLTL

                     GTEENRHPKLFKSTIDHMLNLDGEMHLGLRKEHMPFFKAGHVDELRKKVSLKVTELLD

                     AIAPKGECNLVHEVSQQLPIFTLSEILGIPESDRQKLVSWMEFLELAQYFTYEMIKEQ

                     NEGKTDSTPDPAMIDMFNAMVDEMFEYGRFILKEKRKNPANDLLSAIANAEINGEKLS

                     DEFLDGSWLLIIFAGNDTTRNTMSGGIKILHENQKQKEMLIDNLELLPNFINETVRCV

                     SPVIHMRRTSLEETEINGQKIGPYEKIALWYGAANRDPDVFEDPNKFNILRDNADKHL

                     AFGIGRHTCIGKPVALMQLQEFYSQFLTRFQDFEMNGDWKVAPNNFVHAIQEMPIKFS

                     PSK

>AACY01028105

1213..2406

                     /note="similar to gi|22958648"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAK01881.1"

                     /db_xref="GI:44547636"

                     /translation="MLPKVAQSPTNDDFVQNPYPFYETCLAKGGKVFWEDYKMVSLFK

                     YDDVSNILKDRRFGRECPEEKKQDHRKELAPFYELEDHSMLQLEPPKHTRLRGLVLRA

                     FTSRKVNSMAAEIETLCAQLMQNFSSNQVNILNEYANKIPVIIIARLLGVPEKMSDQL

                     LRWSNDMVMMYQARRTGEHEERAIKASKEFSTFMRSYVDERRSKPKDDLITHLISAEE

                     NGEKLTTDELITTCILLLNAGHEATVHSLGNGIKVLLEHKKITIDWESEIKINQLIEE

                     ILRFDPPLHIFTRYAYDQIDLGDYTLKKGDEVALVLGATGRDKTLWSAPEYFDPNRVI

                     KKNTAFGGGIHFCVGAALARLEMQIALPMLFTKYPKMELAEKPRYADVYHFHGLEKLL

                     VTLEG

>AACY01029493

complement(177..1400)

                     /note="similar to gi|6724258"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAJ98821.1"

                     /db_xref="GI:44543189"

                     /translation="MNVQTVDHFFNPSSKDFIHDPIPTLQKLSSEYPISRFDQWQAWL

                     VTGHENILKCLLDPRLSTDFNLWEYAPEKKAIEDMDPFEKLMNNNLFFLDRKNHLRLR

                     KLALPAFSPRIMEQMKERFTILVKERFDEIGTPDSFNFAAEVAEIVPTQAIASLVGIP

                     RDKFPIFDSLAYGVVRGINPMLTPEERRDAIKGVPEGLNLLNELIDERRKNPGDDFLS

                     TLILAEDQGSKLSNMEMCALVGAVLGAGSDTAVDLHSYLIKTLLQHPDQLEALKDDES

                     LVQGAISETLRYESSGKTGLARYASEDITINGFDVKKGQMVQLITSTAGMDPKMYNNP

                     EEFDITRDHDKSISFGQGPHYCIGVTLVRSQTEVMLKELFKRFPNISLGNEIVYDYNH

                     HNARRMDVMTVNTNL

>AACY01033095

<1..866

                     /note="similar to gi|16125198"

                     /codon_start=3

                     /product="unknown"

                     /protein_id="EAJ90625.1"

                     /db_xref="GI:44531391"

                     /translation="TEEECNFVTAFSQQLPIFTLSEILGIPDADRQKLITWMEFLELA

                     QYIQVEQLKKEMEGEVTNEPVNTDMIDMFNAMVDEMFEYGRDILNSKRKNPSDDLLSA

                     IANAELEGQKLSPEFLDGSWLLIIFAGNDTTRNTLSGAIKLLTENPEQKQKLIENPEL

                     MPNFLQECIRMVSPVIHMRRTTTCETELGGQLMGPGEKIVMWYGAANRDPSVFTNPDK

                     FDIERENADKHLAFGIGRHTCVGKPVALMQLEESYKQILSRFPNIHMSGNWKVAPNNF

                     VHAIQEMPVKF

>AACY01040295

complement(637..1851)

                     /note="similar to gi|117306"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAJ75767.1"

                     /db_xref="GI:44509333"

                     /translation="MRSPYDLYRQWREIGPVVYLEDQDIYVVTRHDMIKLVNRQPMLF

                     SNQNPLGPSSALAAEAIAEVLQDFPEEAAARAHVVLNRGNVLFTADPPGHTRHRRLLN

                     GALRRSAIDSIKSEINLIARDAVAGMKRNADVDFSEALAVPVPIHCLATLLGVPRDNA

                     ADFHRWAEAINASIGSKMPREKIRRIIQDQMEFWSFFEAEIMSREQSPRLDLLSAIAT

                     EKSEIDAPLTLAEKVGFCSQLVGAGADTTTKLIGFATLALAQDESLQNKLRNSPEAVR

                     PFAEEILRLEPPVQGMFRVTTADTELCDIKIPQGSMVWLLYGSANRDHNVFNCPDEVN

                     LERINAGDHLSFGSGPHICIGANLAREVAHSVLTHLLAQTKQIVLAKSQQLSVLPSYV

                     MHGLASLTVRLT

>AACY01054956

complement(91..greater than 1118)

                     /note="similar to gi|15610654"

                     /codon_start=3

                     /product="unknown"

                     /protein_id="EAJ42991.1"

                     /db_xref="GI:44460916"

                     /translation="GIHYSDRDKGGYRPNMPADQSIIGLDDPEHSVRRLLVSRRFTPR

                     SVDSWTPHIEGAVHRLLEDATSEDRPVDIVGELAAPLPAMMIGHLLGFPDALWPALQR

                     WSEETIALGGGPRYANEAGTTAVFEFVQACTDLYEEKSKSPSDDIMSTWIEAERSGLR

                     DKADFGLDQIISDCLLLLDGGAETTRTVIARTLLELTKNPVQWDLLKNGANLDLAVEE

                     FIRFVTPIHNMCRVATEDYEIGGETIRKGQQIVLMYSSANRDTSHFDNPERLNIARDP

                     NHHIAFGFGTHFCLGASLARLEIKLFFEIFLERIASIKLLSDPVEMPNSFVYGLASCL

                     MQLEKEI

>AACY01054998

complement(25..883)

                     /note="similar to gi|16126733"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAJ42897.1"

                     /db_xref="GI:44460780"

                     /translation="MEVLTTSPEIDNAIVSPSNWGSEKWMHDQFAWLRENDPLKYLSP

                     EGFEPFWNVTKYADIKTIEGNKKLFINDPRPTLSTQFVADAIEATHS 612 

612 GRKHLVRSLVQMDDPDHMRYRRLTQAWFMGGNLRKLQIRIDELAIEYVDRMLEMGGTCDF 433

432 VKDVAIWFPLRVIMSILGVPEEDEPLMLKLTQELFGSTDPDVARSFEMMDIM 277

276 NVVGDFEDYFQNLTLERRKKPTDDVASVIANALIDGEHLPALETNGYYMIVATAGHDTTS 97

96  SSTAGGLLALMQNPEQMSKLRANP 25

>AACY01055814

31% to 150A2 

784..2055

                     /note="similar to gi|4039167"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAJ41106.1"

                     /db_xref="GI:44458171"

                     /translation="MNKKTKLPENYNLLDPEIIENPYEAYEVYRDKAPVYHSKETGFF

                     VVTKYNDLKRVLTDYEFFSRDIAAYWEKNSRHKKKGYWKHGDSVGQVFKEKGWPQIPC

                     FGAEPPHHTRFRKAANPSFTAKRVKNMEQYIVKLINDLIDAFIDDGEVEFVSQFCIPL

                     PMNVIQDRLGFPKEDLPRLKSWSQDTSSSLSQMLSEKEEIEVAERLIEFQHYMVKIFD

                     EKRVNPKDDIISDLVNYIDEDGNELKTEELISIVSDLNIGGNETTTDSLGSGMLMLMK

                     QRDKMEDLISGKAKYKNFVEEIIRLETPVQSLFRRVRKDVSLSGVELPEGAIIDMRFG

                     SANRDEEQFECPMDMVLNRKNPGKHLAYGTSHHHCIGAPLARQEMRLAFEILLDRLKN

                     IRLAENKNDFLHRSHFALRGLNKLHLTFEKA

>AACY01056756

2577..3815

                     /note="similar to gi|16125198"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAJ38585.1"

                     /db_xref="GI:44454708"

                     /translation="MTKPIYDIGQICELDKWETFINGQPFDIFKRLREEAPIYWHEES

                     LDFEPGFWALTKHEDIVRVSKDPMTFSSAVGGHLMTMGDPEVVDPSAVAAIIGNMIGM

                     DPPDHQIYRKMVAPSFTPKAIRTLEGDMRLKIRELLENVEDKGEFNFVTEISEQLPLW

                     VLCEMMGIPESERPKIRDLVNNLTDASIQQDPNNAFQIWVNYMELFKMGRDMIEERRK

                     NPTDDLMSVVANTKIEGGELPPELLDGFFLLMVIAGNETTRNTLTGGLMALTDNPEER

                     EKLLKDPALISNATDEMLRWVTSVIYFRRTATKDTNIRGQDIKAGDKVVMWYGSANRD

                     EDIFKDGHLFRVDRENAKKHLAFGAGEHLCLGNRLGHMQIRILFEELLDRFPNIHSTS

                     DPVRIPSNFLAGISELKVRV

>AACY01058386

44% to 200A1 

1..greater than 1104

                     /note="similar to gi|27378943"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAJ34299.1"

                     /db_xref="GI:44448792"

                     /translation="MRAEASLVKVKLPIIGSIWVTTTYAATSQVAKTKDTFFLTGLGA

                     GLKKKGNVGLPWWAPPSFRAMAENMLGKDDPEHRRLRKLVDQAFVRRGIRDMRPNIAK

                     IAQARVESLGSGTVNIVPGFCRAFPLEVIADLLGVADEDREAFASMGNAMVDFNGGLF

                     AIFKMVRTIGKFWHFVGQMVRDMRINPQPGLVTDLIEVEAEGEQLTEDELVSMIFLLM

                     FAGFETTTHLISGSVIALDQNPDQRAWLFTDFENRIESATEELCRFVSSVSGTKPRIA

                     ANDIEVDGQLIKKGDKVMALPIAANYDPAVFDQPEILRLDRFPNPHLSFSTGSHFCLG

                     MQLARVELQEALRALYTNHSALRVSEPVTYAKRP

>AACY01060402

complement(2756..greater than 3571)

                     /note="similar to gi|27378943"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAJ29731.1"

                     /db_xref="GI:44442198"

                     /translation="LGSGTVNIVPGFCRAFPLEVIADLLGVADEDREAFASMGNAMVD

                     FNGGLFAIMKMVRTISKFWHFVGQMVRDMRINPQPGLVTDLIAVEAEGEQLTEDELVS

                     MIFLLMFAGFETTTHLISGSIVALDQNPDQRAWLFTDFDNRIESATEELCRFVSSVAG

                     TKPRIAANDIEVDGQLVKKGDKVMALPLAANYDPAVFDKPEMLRLDRFPNPHLSFSTG

                     SHFCLGMQLARVELQEALRALYANHSTIRVSEPAMYAKRPGFRGIKHLNVTMP

>AACY01066741

822..>1987 missing C-term

                     /note="similar to gi|16125198"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAJ15470.1"

                     /db_xref="GI:44421598"

                     /translation="MALELNSSKQPFVKINSPKYNLKFPFERNFDLTDLMLFTKGDEP

                     YQHFANLRNNAPVYFHETGPEDSEPGFWVLTKYKDIEFVSKNQEIFSSQLAGGTALTH

                     GFEQQDDLPLYRSTMDHMLSLDGMLHLSMRNPHMAFFNPKYVSNLRKKVELKVDQLLN

                     QIAPLGRCNLVETVSAEVPMFTLCEMLGVPEEDRPKIIEWMKFLEMAQLIAATQAAEK

                     GDIEFSEEHTQAAPDPALVEMFTNMVAEMFDYGRTILESRRKDPKDDLLSVIANIEVE

                     GEKLPNEYLDGSWLLIIFAGNDTTRNSISGTMNLLSENPDQKNLVLNDKSLLPNMVHE

                     SIRMVSPVRYMRRTTKCDTQIGDQEIGPNEKVSLWYGAANRDPEIFTNPNKFDVT

>AACY01067403

complement(391958..395149)

                     /note="similar to gi|16077792"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAJ13577.1"

                     /db_xref="GI:44419043"

                     /translation="MKSSSLVPQPPLKPVIGHLMEVLGPSPLAKMMDLARKYGPVYWF

                     EVFGQGYYVVSGQTLVNEVCDESRFQKCVHQSLLELRPAIGDGLFTAFGDEPNWAKAH

                     RVLMQAFGPLSIWSMFDKMVDIADQMFLHWERFGPETPVDVSDHMTRLTLDTIALCAF

                     DCRFNSFYREDQHPFVDAMVNTLSEAGKRELRPKLVSKLMVNRSRKFDADIEVMRSLA

                     TKMIEDRRKHPHDSEASMDLLDRMLNGVDPVTGEKLDDENIVFQMITFLIAGHETTSG

                     LLSFATYFLLKNPDILQKARDMVDEVVGSETPRIEHLARLRYIEHILMETLRIWPTAP

                     AFAVSPLADTTFGGKYAVSPDDIIMILTPMLHRDVSVWGEDVEAFRPERFAPEHAEQL

                     PPNAWKPFGNGARACIGRPFAMQEAHLVLIMLLQRFDFSFADPDYELDVAETLTLKPT

                     GFRINVKPRARGALKVPDTAVRARSSAQSPSVAPVQSLPSGEDVSTILVLFGGNTGSA

                     ESFARRIAGDASRHGFHATCAPLDDFAGKLDGYPALVIVTASYEGQPPDNARSFVPYV

                     EALGEGALDGVHFSVLGCGNKQWARTYQAIPKRVDEALEKAGATRVHARGELDSGGDF

                     FGEFDNWYTEMWDRFAISAGKEVSTVQHGDTALKVSFAENTREKLLNFGDMAHASIVD

                     NRELVDISVAGSRSKKHIELKLPDEMTYRSGDYLAVLPRNSKNNVDRVLRRFRVSWDT

                     QVVIEGTSSNPRLPLGQPISCGDLFSSYVELAVPATRSQVSTLADATRCPPEKVELER

                     LSADDFECEILGKRTTVMDLLERFGSVDLSLDKFLDMLPALKARQYSISSSPLWKADH

                     VTLTVAVVDAPALSGNGRHEGVASSYLARLNTGDSLSVAVRPSNAHFRPPAETGLPMI

                     LICAGSGIAPFRGFLQERALQKQQGENVGKSLLFFGIDDPDVDFLYRDELDEWARFGV

                     VEVMPAYSNRPEEGARFVQDKVWLEREKIAALFAQGATVFVCGDGKNMAPAVRATLAR

                     IYQEATGANDEIASAWIDTMEREHGRYVADVFA

>AACY01069879

1..750

                     /note="similar to gi|27382123"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAJ07970.1"

                     /db_xref="GI:44410960"

                     /translation="MKVVTGLTNMKAQEMDRVSQGMIDGIANYNGDPLVEKRCRECIR

                     SIDNHISQIKDTYLENPDYSLLSVQMAAGISDQQTRANIRLAISGGQNEPRDAIAGTI

                     WALLKHPEQLEAINRGQFTWLDAFEEFARWISPIGMSPRRVTKTRKIDNFDFSENDRV

                     FFMFSSGNRDEECFEKPDEFDISQNRSNTITFGAGPHFCAGAWISKCLIGEVALPKLF

                     SSLPDLQLDPDSTVDFRGWAFRGPQKLTCTW

>AACY01072719

1057..2415

                     /note="similar to gi|16125198"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAJ01409.1"

                     /db_xref="GI:44401507"

                     /translation="MSKGFILSDEVLNHEVNDPAYKEKYNFNPSDQLNDLDLFTKGQP

                     FSLYKDLRENAPVFYHEPMPTDPEPGYWVLTKYEDIKYVSMNPKIFSSQYATGNLLTL

                     GTEENRHPKLFKSTIDHMLNLDGEMHLGLRKEHMPFFKPDYINVLRKKVSSKVGLLLD

                     NIAPLGECNLVSEVSQQLPIFTLSEILGIPEEDRQKLVSWMEFLELAQYFTYEMIKEQ

                     NEGKTESTPDPAMIDMFNAMVDEMFDYGRFILNSKRENPSEDLLSAIANAEIEGEKLS

                     QEFLDGSWLLIIFAGNDTTRNTLSGGIKLLYDNQKQKELLIDDLELLPNFVNETVRCV

                     SPVIHMRRTTLEETEINGQKIGPHEKIALWYGAANRDPEIFENPDDFNILRENADKHL

                     AFGFGRHSCIGKPVALMQLQEFYSQFLTRFPDFEMNGKWKVAPNNFVHAIQEMPIKFS

                     PK

>AACY01072733

complement(2341..greater than 3183)

                     /note="similar to gi|22982833"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAJ01372.1"

                     /db_xref="GI:44401456"

                     /translation="ILDSLPRYEEFDWVERVAVELTGRMLATILGVPQEDRELLIGWS

                     NAISNADDPDYVSASGGFYETLAELGEYIEPIWETKKNGASSDMDLLALLANSPEGSN

                     MPIKEVLGNVVLLLVGGNDTTRNSISGGLLALNQFPSEYDKLIRNPELIASMVPEIIR

                     WQTPLAHMRRTATRDYGLRGQTIKKGDMVIMWYLSGNRDPEAIADPDQFIIDRRRPRE

                     HLSFGFGLHRCLGNRLAEMQLRVLWEEVVNRCPRIKVTGEVVRASSPLFRAIQTMPVT

                     MDIA

>AACY01075140

2139..3329

                     /note="similar to gi|32140294"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAI95769.1"

                     /db_xref="GI:44393447"

                     /translation="MKSIPHYDCDFYSDAFIEMPHYHYTKMRQLGPVVYIPQLNNFAI

                     TKFKALKKALFDFESLCSGDGIAADEVGCKYVKGQIVSSDPPVHRVMRKAMLPPLMPK

                     NINEISPIVKKESIKLINKLIKQKEFDAVSDLAQFLPLNIVRDLVGVPDFGKDNMLNW

                     AGASFDVIGVQNQRGKRGVEEIIKLRKFITGKLNLKTVKQNSWIGRILQLIKDGLLEE

                     NLGNRLIRDYINPSLDTTISAISHLILLLSENYNEWTKLQKNSSLIKNTINEAIRLGS

                     PIRSFSRKANKNVDIEGYHIPKNSRVMMLFASANRDEEIFKNSHKFDIERSFNEHLGF

                     GYGIHSCVGKYLAQLEMSSLLEAMIPLVKKIETKKPETLLNNTICGFQRLPTKFIPFD

                     TKKI

>AACY01075144

283..1239

                     /note="similar to gi|4039167"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAI95757.1"

                     /db_xref="GI:44393431"

                     /translation="MRSIFDQAFRPGKIKELEPNVESLSYELIDAFLDDGYCDWVKQF

                     SIPLPLKIIGIQMGIENEDDLWKIKKSTDAFFHRIGMMLSQEEELETIEREIEGQHYF

                     QPIFEKLRECPNDTLLSELVNTEIEEWGRTLNDNELHAEMMADTFVGGSETTTNALSA

                     GIKLLIEKKDIWGMLKENSEKYLKVFVEEVLRLESPVQSLMRNTHKDVELNGVKIPAG

                     SIINVRYAAANRDENYFEKPEEINLERKKAGSHMAFGSGVHHCLGAPLARRELYWGFK

                     AALDSFEDMWFAEGKNNFKYHPHYLLRSLKELHIEFTPNPKR

>AACY01080588

32..817

                     /note="similar to gi|21222051"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAI81618.1"

                     /db_xref="GI:44373848"

                     /translation="MADYAQPYSIAVIGELLGVPQVDYDKFLYWSHSIVKMYDLKVSD

                     ESASEAEAAAKEFYIYMNNLIDEKSKNPQNDMISRLSQVSENDQKLTKDQIICTVILL

                     LNAGHEATVNTIGNSIVALLQNNIPTKNLDKVHDIKNIIEELIRWDSPLQFFQRWVLE

                     ETEISGIKLPKYSKIAILLGSANRDGEAFEDPEEINFQRSNLNHTSFGGGVHYCLGAH

                     LARLELEVSFKNLFQNNISLNEEPERTGAFGIRGFKEINVSIN

>AACY01083261

630..1859

                     /note="similar to gi|22960993"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAI75093.1"

                     /db_xref="GI:44364479"

                     /translation="MFEENQSEIELARNFDLNSIDAEFISNPFPTCRALRNHSPIHRN

                     ADGSLFLTRYSDVMMAYRHPAMSSDKKIAFKEKFGDSPLYTHHTTSLIFNDPPYHTVV

                     RKLLAAGFTPRKLRSMEPLIEKIVDRLLDRLSDLKEFDLVNEYAMALPTEIISFMLGI

                     PEEHRHLLREYSLNILGALDPIVSKEVIDAGNVSVRDFGAMLEDIIDQRQKSSGMPSD

                     GEILTSLMLGDVEGRKLTTQELVQNCIFLLNAGHETTTSLVANSMHMLFQSPDQLARL

                     VANPQLINTAIEESLRCQSPLQIGNRVTTAEVELAGEKLPAGTYLHLSIAGANRDPLE

                     FFEPEKIDVARKPNRHVAFAMGHHVCLGATLARMEGQIAIGKLVERFPKIIPSGPAVS

                     MGLARFRGFNSMPVSIG

>AACY01085528

<1..997

                     /note="similar to gi|33865942"

                     /codon_start=2

                     /product="unknown"

                     /protein_id="EAI69148.1"

                     /db_xref="GI:44356267"

                     /translation="LANRSGADHKARRRVVGQLFSSAALSRYTPQIEALVDDLADELQ

                     QADGPVPLAARMRRFAFSVIATTVLGLDSANRDALFTDFEIWTRALFSIPLALPGTPF

                     ARALAARQRLLARLKTVLQTSNAERKGGLDLLSGGLDEAGLPLDDDDLVEQLLLLLFA

                     GYETTASSLSCLFRALLLNPEVEHWLMQDLNSQERPSRLDATVLEVMRMTPPVGGFFR

                     RNTQSIELADVAIPQGRVIQVVLSSSRATDQTDLEAFRPQRHLDGSFQQTLLPFGGGE

                     RVCLGKALAELEIRLMATGLLQRVQLQLEPDQDLSLQLIPSPTPRDGLLVTATAR

>AACY01086233

31% to 196A1 

32..1300

                     /note="similar to gi|27376005"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAI67507.1"

                     /db_xref="GI:44353897"

                     /translation="MKAPVVGRPPVVGHSIQFNYDALALIQRLQESKGDVFQLNILNE

                     DVLLFLTPSATKQIFLDPDDNFSSKHGWEFSIGPTFENGLMLRDFDDHKYHRSLLQNS

                     FRRDALDKYIHIIQPRIDSWIEEVKQKREFYLYKSIKQLMFNVAVELFFDEVDDTKLN

                     YLNQLFINSIKPATTIVRSPYPMTRMKKGLKARVELLEYFQEKSDKIDLSKETLFADL

                     VKTNNEEAGLTNFEIAEHMIFLLLAAHDTTTSTLTSSIHFLAEDENYQNKVKTESSTL

                     SKTDISDLKNGIIGEALFNEAIRKYPPVPFSPRWVVRDAELDGYEIPKNTYIATGPLV

                     LHNDERYWEDPLAFNPERFEDPTITHEAYFPFAGGAHTCLGKFFASYLFKNVVYKLID

                     NFQVINTNEELKINPAPIPNPRKDVKIQVS

>AACY01086234

complement(2535..3737)

                     /note="similar to gi|29831082"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAI67500.1"

                     /db_xref="GI:44353889"

                     /translation="MNIPEITFPNEDKDFIKNPYPYLKELRNSSPIHYDKLSGLNLIT

                     HFEDVKEIQKSKNFSSSEPEDYVKDSDEKLINPKDYDYFWKTEEFNLLNLEGNIHDEL

                     RGLVAKAFLNRQVQELRPFMETKSNELLNKINHEKFDLLADYAQPYSIAVIGELLGVP

                     EEDYEKFLYWSHAIVKMYDLKVSDENANEAEAAAKDFYIYMSDLIDEKNNNPQNDMIS

                     RLSQVSENNQQLTKDQIICTVILLLNAGHEATVNTIGNSIVALLLNNISTKNLDKKHD

                     IKNIIEELIRWDSPLQFFQRWVLEETVVSGINLSKNSKIAILLGSANRDETAFENPEK

                     IDFERSNLSHTSFGGGVHFCLGAHLARLELEVSFQNLFKHEVALVEEPERTGAFGIRG

                     FKEIKVSI

>AACY01086966

complement(4090..5292)

                     /note="similar to gi|27378016"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAI65702.1"

                     /db_xref="GI:44351359"

                     /translation="MSDTTNAGNVKDGYDIFAGDYANDPDALWAAMRKGGCPVAHSDK

                     WGGSWVVTRYDDVRDIAHDGARFSSRAVEVAGPIPEIGHELFLPPLTSSPDDHKAHRD

                     LLAPFFTPAKIAELEPFVRDEARRLATAIAERGEGDAVGDFARPLALSVISHILKVPL

                     DAQNRFVDWVVRLVRLGPLDQKVRSAVVQEKLAYLEKLLEERASAPGDDLISYLAHAT

                     LNGEPLSRKHKLGSLFLLVLAGADTTWSAMGASLWHLASHADDRAQLLAQPDMMRTTA

                     VEELLRAYAPVSIARLTSEPVELHGRCIAAQERVILPLAAANRDPAVFDEPDTVKLDR

                     KRNRHLTFSSGEHRCLGSNVARLELRVALEEWLRVMPNFHLTAPDAVEWTAGQTRGPE

                     QVLIAVDR

>AACY01087640

complement(7416..8690)

                     /note="similar to gi|4039167"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAI63738.1"

                     /db_xref="GI:44348721"

                     /translation="MSEAIKPLDEDLEKINMFDPELMACPHAFFKKLRDEAPVYQDPN

                     TGIFQVSKHELICKVARDAKLFSNQFGVIQRSGGGDYPQEAADIMANEGYPPVDTMLT

                     ADPPRHTRYRSLVDKAFSPKRVTDMGPEIEDKINYIIDQFYDQGKCDVSRDIAQQLPV

                     RVIAEQLGVPLEDYDKFCGWSDAFVQQLSGTSSQEEHVEIAKQLVEFQQYFANRLKEK

                     ENNATDDIISDLANLDFEDDNGENRKLETAEQLSILQQLLVAGNATTAHTITEAFYLL

                     ISNPDQMELVVNDHSLIPNMVEEALRLLTPTNNMWRIATEDTELEGVAIPKGSVILIR

                     YGSGNRDEDLFENPDKFDVTRKNARRHIAFGQGIHVCLGMNLARKEMYTAFPIILDRL

                     KNMRFSEGNEFIYSPNVLLRGLDNLYIEFDKV

>AACY01088009

<1..1054

                     /note="similar to gi|23573434"

                     /codon_start=2

                     /product="unknown"

                     /protein_id="EAI62853.1"

                     /db_xref="GI:44347467"

                     /translation="EFSIGPTFENGLMLRDFDDHKYHRGLLQESFRRDALENYLEIIQ

                     PKIDHWIEKIKKEESFNLHENIKQLMFDIAVELFFDEVDESRLVELNKLFTDSIESAT

                     SVVRMPLPFTNLRKGLKARKELLEYFESKAKNIDTERKTLFSELVKTNDQEGGLSYFE

                     IAEHMIFLLLAAHDTTTSTLTSSIHYLSTDNQFFKELADEAKKINCTDISELKNGYVG

                     EALFNEAMRKYPPVPFSPRYVVRDTVVDGYELEAGTYVAVGPLVLHNDERYWDEPEKF

                     SPYRFLDPDYQNEAYFPFSGGAHTCLGKFFASYIFKNVVYKLATNFESLESKEDLEIN

                     PSPIPHPRADVKIHLN

>AACY01089695

complement(2445..3578)

                     /note="similar to gi|117306"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAI58833.1"

                     /db_xref="GI:44341761"

                     /translation="MSEEEMHDPSISASKLLNGDRIHRYDLYDPPFYILSRHNDISYA

                     LREPDIFIESHGNGPNFINSNGVLSDGEHHTLIRRIVQPNFLMGSIAKLEKRLIEIAE

                     DLLDDVADKDTWDIHDHLSFPLPVIIICEILGIPIDDIHKFKRWADATVEQMCSENPL

                     LFEEELNLMGEYLLDLILKKRVQDEDDTLLSRIAHAKIDSKYLSDDEAVNLTRQIFVA

                     GNETTTSLISNLIWRMMTIDNLWEKFVNNDIDINDAISESLRYDPPLLGLFKTTSKEV

                     DIDGNIIPKNSKVMMHYGAANRDPVIFNDPNSFDVSRDGSKVISFSVGVHICLGRELA

                     KLETRVALNALKNRFPNLKLISDGERVGPFLFWGRKKLPVSHK

>AACY01090309

complement(4258..5268)

                     /note="similar to gi|4039167"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAI57353.1"

                     /db_xref="GI:44339667"

                     /translation="MASDGYPPVDTMLTADPPRHTSYRSLVDKAFSPARVSDMGPEIE

                     DKINFIIDQFYDQGKCDVSIDIAQQLPVRVIAEQLGVPLEDYDNFCGWSDAFVQQLSG

                     TSSPEEHIAIAKQLVQFQQYFANKLKEKENNSTDDIISDLANLDFEDENGKNRKLETA

                     EQLSILQQLLVAGNATTAHTITEAFYLLISNPDQMELVVNDHSLIPNMVEEALRLLTP

                     TNNMWRIATEDTELGGVDIPKGSVILIRYGSGNRDEDLFENPDKFDVTRKNARRHIAF

                     GQGIHVCLGMNLARKEMYTAFPIILDRIKNMRFSEGNNFVYSPNVLLRGLDNLYIEFD

                     QV

>AACY01090640

complement(<1..923)

                     /note="similar to gi|27382123"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAI56490.1"

                     /db_xref="GI:44338473"

                     /translation="MLPVEFNIVYEDFSQNPYPTLSILRKTAPISFVPQLGAILLSKH

                     EDIFICEKNISVFSSIQPDGLMTRLMGQNMMRKDGEEHKKERHIIFPTTSPKTTKNIW

                     KQKFVNHTKKILDNLSGQQEIDLVNEFAKPVSAEALKSITGLTNMTWQEMDRVSQGMI

                     DGCANYTQNKAVEENCHNCTASIDFHIQERLEQDLGSDPSLLSVFASKKEKFEKISAN

                     VKLAISGGQNEPRDAIAGTIATLLQNPNQLEKILNGDFDWLMAFEEYARWMSPIGMSP

                     RRIAKDFSYKGFNFFENDRVFLMFGSANRDE

>AACY01092065

complement(1811..3055)

                     /note="similar to gi|16126733"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAI53374.1"

                     /db_xref="GI:44333932"

                     /translation="MNKEDFKKIAYPETYADEKELHDIFTFMRREDPVSWVEPDQFRP

                     FWAITKHEDIIEIEKQNELFINDPRTTLMDIPTEDAIKEFTGGSHLLVRSLVHMDNPD

                     HQLYRSLTQKWFAPPNLESLKKDIRNIAKEYVNKMVDHGNECDFAKDVAIFYPLRVIM

                     SILGVPKEDEPRMLRLTQELFGGRDEDMIRDESETSSESNTITDFFEYFNALTEDRRK

                     NPTNDVSSVIANAKINNEQLGHLEAMSYYIIIATAGHDTTSSSTAGGILALIENPDQL

                     LKLKNNPSLMTSAVEETIRWVTPVKNFFRTATQNYDLKDREIKKDDSILLCYPSGNRD

                     EEIFADPFKFKVDRSPNRHLAFGHGAHLCLGKYLAKIEMEIFYEELFKKIDNIQLNGE

                     PEWVKASFVSGLKSLPIKYTLQ

>AACY01092380

complement(<1..895) runs off end

                     /note="similar to gi|22960993"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAI52581.1"

                     /db_xref="GI:44332824"

                     /translation="MNSQLSDYEKAKAFDIQSIDQGFLDDPFPTYQILREHDPVHINS

                     DGTYFLTRYDDVVKAFKSPNMSSDKTQDFKPRFGDGPLYVHHTTSLVFNDDPYHSIVR

                     KLMSEAFTPKKMNELDSVIDGIVDKLLDNVEAKGEFDVVQDYGLALPTEIIADMLGIP

                     EEHRNKMHHYSTLILGALDPIVSPEKIDEGHKAVEEFGGLLEDLIAKRRLTPYGAEMG

                     EVLVSLIFGEVDGRKLTPVELVQNCIFLLNAGHETTASLVSNGIGTLLDFPDQLELLR

                     NEPGLIKTATEEFLRFQSPLQI

>AACY01092879

complement(2006..3388)

                     /note="similar to gi|16125198"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAI51378.1"

                     /db_xref="GI:44331121"

                     /translation="MEEVEVTNPNPGYILSDEILSNKINHPKHNISYPHKPSGSLNDL

                     DLFTKGQPISLYKELREKSPVFFHDPMPTDPEPGYWVLTSYDDIKHVSMNPKIFSSQY

                     STGNLLTLGTEENRHPKLFKSTIDHMLNLDGEMHLGLRKEHMPFFKSGYVDELQKKVS

                     VKVGELLDVIAPMGECNLVQQVSQQLPIFTLSEILGIPEADRQKLVSWMEFLELAQYF

                     TYEMIKEQNEGKTDSTPDPAMVDMFNAMVDEMFEYGRFILKNKRENPSDDLLSAIANA

                     EIEGQQLSDEFLDGSWLLIIFAGNDTTRNTMSGGIKLLHDNPKQKEILLENYELLPNF

                     INETVRCVSPVIHMRRTSLEETEINGQMIGPYEKISLWYGAANRDPEIFKDPDKFDIL

                     RENAEKHLAFGIGRHTCLGKPVALMQLREFYKQFLTRFSDFEVNGDWKVAPNNFVHAI

                     QEMPIKFTPE

>AACY01093407

677..1960

                     /note="similar to gi|16125198"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAI50055.1"

                     /db_xref="GI:44329270"

                     /translation="MGEPISISKDLAKKTFSSNAYPPIYDIGSSINFTDLDVFTNGQP

                     FSQFKELREQAPIFLHPPFLNDPEPVFWSLTRYEDILKVSSDPKTFSSQAGTGTLITL

                     GNEDRRHPKLWRSAIDHMLNLDGDLHINLRREHMPFFKPDYVTNLRIKVKAKVSSLLD

                     AIDTQEDCNFVTAFSQQLPIFTLSEILGIPESDRQKLVTWMEFLELAQYIQVEQLKKE

                     MDGEVSNEPVNTDMIDMFNGMVDEMFEYGRDILNSKRKNPTDDLLSAIANAELEGQKL

                     SPEFLDGSWLLIIFAGNDTTRNTLSGAIKLLTENPDQKQKLMENPELMPNFLQECIRM

                     VSPVIHMRRTTTCETELSGQLMGPGEKIVMWYGAANRDPSVFSNPDKFDIERENADKH

                     LAFGIGRHTCVGKPVALMQLEESYKQILSRFPTFI

>AACY01093445

73..1431

                     /note="similar to gi|16125198"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAI49971.1"

                     /db_xref="GI:44329148"

                     /translation="MSRGFILSDEIIDHEINSPAFEEKHNFDASGKLNDLELFTKGQP

                     FSLYKELRENAPIYFHDPMPMDPEPGYWVLTKYEDIKYVSMNPKIFSSQYATGNMLTL

                     GSEENRHPKLFKSTIDHMLNLDGEMHLNLRKEHMPFFKPGYVDELKQKVSLKVTELLD

                     QIAPMGECNLVKEVSQQLPIYTLSEILGIPDEDRQKLVSWMEFLELAQYFTYEMIKEQ

                     NEGKTDSTPDPAMIDMFNAMVDEMFDYGRFILKNKRKNPSNDLLSAIANAKIEGEELS

                     DEFLDGSWLLIIFAGNDTTRNTMSGGIKLLHENQHQKELLINNYDLLPGFINETVRCV

                     SPVIHMRRTSLIETEIGGQKIGPHEKIALWYGAANRDPEIFDKPDEFNIQRENAEKHL

                     AFGIGRHTCLGKPIALMQLNEFYSQFLKRFPDFEMNGEWKVAPNNFVHAIQEMPIKFT

                     KE

>AACY01094320

complement(2732..4093)

                     /note="similar to gi|16125198"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAI48007.1"

                     /db_xref="GI:44326309"

                     /translation="MSSGYVLSDEVLDHKINEPAYSKKSSYKAERSLNDLDLFTKGQP

                     VDFYKELRDNAPIYFHDPMPTDPEPGYWVLTRHEDIKYVSMNPKIFSSQYATGNLLTL

                     GTEENRHPKLFKSTIDHMLNLDGEMHLGLRKEHMPFFKPGYVEELQKKVSIKVGQLLD

                     QIAPLGECNLVKEVSQQLPIYTLSEILGIPEADRQKLVSWMEFLELAQYFAVEQIKQK

                     NEGITDSSPDPAMIDLFNSMVDEMFDYGKHILLKKRKNPENDLLSAIANAKIEGEELT

                     QEFLDGSWLLIVFAGNDTTRNTMSGGIKLLHDNQDQKELLINNPDYLPNFINETIRCV

                     SPVIHMRRTSLEETEINGQRIGPYEKIALWYGAANRDPEIFDDPDRFNILRENADKHL

                     AFGIGRHTCLGKPVALMQLKEFYSQFLARFPDFEMNGEWKVAPNNFVHAIQEMPIKFT

                     PKS

>AACY01094672

729..1976

                     /note="similar to gi|22960993"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAI47032.1"

                     /db_xref="GI:44324982"

                     /translation="MPPATASDASSLARDFDLRHLSPSFHADPYPVYHALRTYDPVKR

                     MPDGSLFLTRFRDVQAVYRDPKTFSSDKTVEFKPKYGDSPLYAHHTTSLVFNDPPRHT

                     RVRKLIAGALTARAIAAMEPGLIRLVDGLLDAAAARGRIDLIGEFASAIPVEVIGNLL

                     DVPHAEREPLRDWSLAILGALEPSLSEAQLERGNRAVSEFIDYLRDLVARRRREPGDP

                     QHDVLTRLIQGEQGGEQLSEAELLQNCIFILNAGHETTTNLIGNGLVTLTEWPEQRAA

                     LQREPSLVESAVEECLRFESSNQLGNRMATVDTEIGGLAVPRGTPVTLCIGAANRDPD

                     QFAEPDRFDIRRDPNRHLAFGFGIHQCAGLSLARLEARIAIGRFVQRFPAYRLDGEPT

                     RGGRVRFRGFAAVPVELEPASGG

>AACY01098860

10..852

                     /note="similar to gi|29831082"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAI37484.1"

                     /db_xref="GI:44311246"

                     /translation="MEEKSNDLFEKVKGTEFDMLKDYAQPYSVSIIGKLLGVPESDHL

                     KFLDWSHKIVKMYDFEVTAENANNAEEAAKQFIEYTQNLLDKRRKHPEDDMITRLSQV

                     SEDNNYLTDDQIICTVILLLNAGHEATVNTLGNGLHALLTLDQSFDEIKKEAEDINDI

                     VEELIRYDSPLQFFQRYALEDVEIGGHNISKGSKVAILLGSANRDPRVFENPDQINFK

                     REMKDHSSWGGGIHFCIGTHLARLELGVSFNHILEKQFSLIEEPSRTGAFGIRGFKNL

                     LVSA

>AACY01099387

39% to 107P2

complement(402..greater than 1409)

                     /note="similar to gi|29831082"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAI36346.1"

                     /db_xref="GI:44309581"

                     /translation="TFVGYKRSDKYATYDNFWKSEEFSLLNLEGQLHKELRGLVAKAF

                     LPRSVQQLVPYMEDKSNELFEKNKGTEFDMLRDYAQPYSVSIIGKLLGVPESDHLKFL

                     DWSHKIVKMYDFEVTEENANNAEEAAKQFIEYTQDLLDKRRKQPEDDMITRLSQVSED

                     NNYLTDDQIICTVILLLNAGHEATVNTLGNGLHALLTLDQSFEEIKNETEDINDVVEE

                     LIRYDSPLQFFQRYALEDVEIGGHNISKGSKVAILLGSANRDPRVFENPDQINFKREM

                     KDHSSWGGGIHFCIGTHLAKLELGVSFSHILEKQFNLIEEPSRTGAFGIRGFKNLLVS

                     A

>AACY01101200

366..1565

                     /note="similar to gi|21222051"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAI32633.1"

                     /db_xref="GI:44303986"

                     /translation="MTIPEIDFPSSDLDFIKDPYPFMKDLREMSPVVLDKTTDLQLVT

                     RFDGVKNIQTSKNFSSSPPNDLEGSESSIIDPKEYEYFWKTEEFSLLNLEGQLHGDLR

                     NLVAKAFSNRQVQELRPFMENKSSSLLESLKGEEFDLLKDYAQPYSISVIGKLLGVPE

                     DMYEKFLDWSNKIVKMYDLKVSDEDSADAENAAKEFYEYTLSLIDQKVSTPGDDMITR

                     LAHVTENNQKLTKNQIICTVILLLNAGHEATVNTIGNSIVTLANYNIDTLNLDKTYNI

                     KNIIEELIRFDSPLQFFQRWVLDDDYVGGVEVKKHSKVAILLGSANRDADSFMEPDQI

                     NFERSNLSHTSFGGGVHFCLGAHLARLELEVSFHNLFSNSILLESQPERTGAFGIRGY

                     KEIKVKI

>AACY01102413

21..683

                     /note="similar to gi|27381648"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAI30158.1"

                     /db_xref="GI:44300298"

                     /translation="MKASHAAFTEMGEYFRQLLHERKRNPQNDLISALIEVEESGDRI

                     SEDEVVSTVILLFAAGMETTQNLIGNGLAALFLHPDQNKLLWDNPDLVPSAVEEMLRW

                     DSPVQLDGRTALEKTEIDGIQIEEGQSVVTLIGAANRDPEKFEDPDNFLVRRDEGPPL

                     SFASGIHYCLGANLARAEGQEMFSGLIRRFSTIQQAGELEQRGRMTLRGFKTVPVSVT

                     ER

>AACY01102441 

33% to 107B1 

complement(1331..2542)

                     /note="similar to gi|461833"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAI30102.1"

                     /db_xref="GI:44300214"

                     /translation="MDPKTQSCPYNAYEKLRDECPIYFMPDLGFYMITRYEDGRKVLL

                     DTETFSNKPTQHDGFEDEGIKAHAEIMSEFGVGEFVETLQRTDPPIHTKYRKLLNKAF

                     AASRVKELKPSISKIINDLIDGFIEKGECEFVEEFAVPIPCTVIADQLGVPREKLHKL

                     KEWTDAMIISFGVATVEDMKKAAFLEAESQHYFDKIFEEKRINPTNDIISELVNLKLE

                     NGQKLSNDELQGLIAQLLAGGNETTTSSIAHGLWLLLKFPKEMKKIIKNPELIPNFVE

                     EVIRYETPVQGLFRTVTKDTEINGISIPKDSVLLVRYASFNRDNEVFHKPEVFDVERE

                     DVGKHLAFGSGAHHCVGAMLARAEMQLAFKILFERIKDIELSRPLSDIPHKPSLYIHQ

                     LKELPIKFSKV

>AACY01103687

333..1589

                     /note="similar to gi|16126733"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAI27455.1"

                     /db_xref="GI:44296321"

                     /translation="MEILTSSPELDEGLIKPEHWANEEWIHAQLKWLRDNDPLRRTEP

                     DGFDPFWNVTKYNDIKEVEQHKSIFINDPRPVLGPKMVNAVAQQLSGRKHLVRSLVQM

                     DDPDHMKYRRLTQGWFMGTNLRKLQGEIEALADEYIERLDNLGGECDFVKDLAIWYPL

                     RVIMTILGIPKEDEPLMLKLTQELFGGTDPDIARSFEPMEIMNVVGDFENYFNELTID

                     RRKKPTDDLASLIANSKIDGESPPELETNGYYMIVATAGHDTTSSSVSGGLLALMENP

                     AEMEKLDSNLDELMPTFIDETIRWVTPVRHFMRTATQDYTLRDTQIKEGESVILWYPS

                     ANRDEEIFDNPFDFKVDRNDAKQIAFGFGAHVCLGQHLARMEMSILFKKLLPKLEHIE

                     LAGEPKYTQATFVGGLKSLPIRYKLR

>AACY01103970

38% to CYP51 Methylococcus capsulatus

complement(516..greater than 1274)

                     /note="similar to gi|13400014"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAI26928.1"

                     /db_xref="GI:44295511"

                     /translation="KLAMIFDKVIQARRESGASEPDVLQTFIDARYKDGSKLSNDQVL

                     GMLIAVLFAGQHTSSITSTWTGLLSIANKSRVIPTLEEEQRKIMKEHGNNLDFDILAK

                     MDELHFAVKEALRMHPPLIMLLRMAQVPFDVETSDGKKYTIPKGHIVATSPAFAHRLE

                     NVYSDPDVYNPGRFREPNPEDKAAFASFIGFGGGRHGCMGETFAYMQIKTIWSILLRN

                     FDFELVENLPEPDYEGMVVGPKKSCVRYKRRALK

>AACY01107871

<1..650

                     /note="similar to gi|16124318"

                     /codon_start=3

                     /product="unknown"

                     /protein_id="EAI19144.1"

                     /db_xref="GI:44283826"

                     /translation="ELYRMSGVFHGLWDVRINQSPGLILISMLAHGEATRNMPPKEFL

                     GNLLLLIVGGNDTTRNSITGGVVALNENPEEYEKLRRNTGLIGNMVSEIIRWQTPLAY

                     MRRTATQDTELRDKKIRAGDKVIMWYASGNRDEEILERPDDFWIDRPNARQHLSFGFG

                     IHRCMGNRLAEMQLRILWEEIMKRFDCIETLAEPERVYSSFVKGYTKLPVVLHGI

>AACY01110233

35% to 202A2

complement(114..1313)

                     /note="similar to gi|21222051"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAI14403.1"

                     /db_xref="GI:44276723"

                     /translation="MTIPEIDFPSSDSDFIKDPYPLMKDLREMSPVVLDKTTDLQLVT

                     RFDGVKNIQTSKNFSSSPPNDLEGSESSIIDPKEYEYFWKTEEFSLLNLEGQLHGDLR

                     NLVAKAFSNRQVQELRPFMENKSSSLLEGLKGEEFDLLKDYAQPYSISVIGKLLGVPE

                     DMYERFLDWSNKIVKMYDLKVSDEDSTDAENAAKEFYEYTLSLIDQKVNTPGDDMITR

                     LANVTENDQKLTKDQIICTVILLLNAGHEATVNTIGNSIVTLANNNIDTLNLDKKYNI

                     KNIIEELIRFDSPLQFFQRWVLDDDYVGGVELKKHSKVAILLGSANRDADSFAEPDQI

                     NFKRSNLSHTSFGGGVHFCLGAHLARLELEVSFNNLFSNSILLKSQPERTGAFGIRGY

                     KEIEVKI

>AACY01118472

complement(71..1351)

                     /note="similar to gi|4039167"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAH96652.1"

                     /db_xref="GI:44250734"

                     /translation="MSEFKHEEVDLTDVEIQQCPYDAYKKLREDAPVYQDPKTGFFIV

                     TRYEDVRNVLKDTENFKSSYGRPEKAEGNINSEHVKKGVQLFKEKGWVPAPTLAGRDD

                     PNHKEMRSIFDQAFRPSKIKELEPNVESLSYELINAFIDDGYCDWVKQFSIPLPLKII

                     GIQMGIENDEDLWKIKKSTDAFFHRIGMMLTQEEELETIEREIEGQHYFQPIFEKLRE

                     CPNDTLLSELVNTKIEEWGRTLNDNELHAEMMADTFVGGSETTTNALSAGIKLLIEKK

                     DVWDMLKDDPDKYLKVFVEEVLRLESPVQSLMRNTHKEVELNGVKIPAGSIINVRYAA

                     ANRDENIFENPEEINLERKKAGAHMAFGSGTHHCLGAPLARRELYWGFRAAIDSFDEM

                     WFSEGKNDFKYHPHYLLRSLKELHIEFSPNSKRK

>AACY01120340

complement(320269..321696)

                     /note="similar to gi|22978268"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAH90541.1"

                     /db_xref="GI:44242707"

                     /translation="MNTRSTSSCPFHAGAAAVAPVLHPPGVWPPGPRAGLTGWGLLRA

                     MSRDLLGTLAGWQRAYGDVVHVRVWPEHAVVVTDPALVRELLVTHHDALGRWERAVRV

                     FSQVHGHSVLIAEGDAWRDKRHALQPNFMPKAVQTFVPSIAATAGHALAQWPAHDPDW

                     PIESALTSLAMDVIMRTMFSNAIGDDARAAEEAVRAVSAAANADFYWPASTPDWVPWK

                     RGKARAMAVLNGLIDRQLHARLDLPERAWPDDLLSRLLRLHRDDARRWPLQAVHDECM

                     TAFLAGHETTAGALTWWAWCMATNPAAQAAARDEVSRVLGGCAPSAETRSSLRYLTQT

                     LEETLRLYPSAPILISRRAARPVVLGPWQFPARTLFMLPLQLMQRDARWFDAPDVFRP

                     ERFADDVPAAPRGTYMPFGTGPRVCLGQHLAMTEMTVVAAMILQRYALSAPPGGVPPR

                     PVLNVTLRPDRPLHLAIAPTDERSA

>AACY01134594

complement(360..1019)

                     /note="similar to gi|16125198"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAH69565.1"

                     /db_xref="GI:44206080"

                     /translation="MFNVMMDEMFDYGRFILKNKRKHPSNDLLSAIANAKIKGQELSD

                     EFLDGSWLLIIFAGNDTTRNTMSGGIKLLHDNQHQKELLINNHDLLPGFINETVRCVS

                     PVIHMRRTSLIETEIGGQKIGPHEKIALWYGAANRDPEIFDKPDEFNIQRENAEKHLA

                     FGIGRHTCLGKPIALMQLNEFYSQFLQRFPDFEMNGEWKVAPNNFVHAIQEMPIKFSK

                     E

>AACY01141800

<1..782

                     /note="similar to gi|16125198"

                     /codon_start=3

                     /product="unknown"

                     /protein_id="EAH61126.1"

                     /db_xref="GI:44190238"

                     /translation="QKLVSWMEFLELAQYFTYEMIKEQNEGKTNTTPDPAMVEMFNSM

                     IDEMFDYGRYILNSKRKNPSNDLLSAIANAEIDGEKLSQEFLDGSWLLIIFAGNDTTR

                     NTLSGGIKLLHDNQDQKEMLIDDFKLLPGFINETVRCISPVIHMRRTTLEETEINGQK

                     IGPYEKVALWYGAANRDPDIFENPDKFSITRENSDKHLAFGIGRHTCLGKPIALMQLQ

                     EFYSQFLQRFPNFEMNGEWKVAPNNFVHAIQEMPIKFKPEV

>AACY01148769

complement(431..greater than 1015)

                     /note="similar to gi|7453563"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAH53128.1"

                     /db_xref="GI:44175221"

                     /translation="DFLSTLITAEEDGEKLSNWEMCALIGAVLGAGSDTAVDLHSYLI

                     RALLSHPDQLAELKNDEGLIQNAISETLRYESSGKTGLARYASEDLEILGVNVKKGEM

                     VQLITSTAGLDPHAYEDANIFNIHRSHDNSISFGQGPHYCIGVTLVRSQTEVMLKELF

                     SRFPDLSLSGRMDYDYNHHNARRMTMLEVETNLN

>AACY01163211

complement(27..greater than 878)

                     /note="similar to gi|461833"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAK77355.1"

                     /db_xref="GI:44656114"

                     /translation="FFEHNKSGDIITDFAAPIPLTVMCWMLGTPITHIEQFRSWVLEM

                     AAAVAYSGGREASDEVKNAYEDFFAYFGAHIEKRKKAIESKEDYPDDLLTRLLTVTQD

                     GHALTTKKILGFCQFLLVAGSETTTLMIGNILHRLMENPEQFDLLKKNHALIPNAVEE

                     SLRYDAPVHGLFRTNNEKVTMHGVQMPENSKVCMMFASANRDPKAWDNPNAFDITRDI

                     ADLRNHASFGVGSHYCLGAPLSRLEGNVALKAIAERLPKIRSDGPPTRTKAGVLKGFS

                     SLPVRWD

>AACY01165684

complement(89..greater than 942)

                     /note="similar to gi|22983651"

                     /codon_start=3

                     /product="unknown"

                     /protein_id="EAK74243.1"

                     /db_xref="GI:44650529"

                     /translation="TEFTIDKWSKDNEIDLVDNFSSPIPALTIMHLLGVPTEMLGNFK

                     SWSDDMSKFIGGSRNDKKKYEKAANGCKQMVSFFKDIISERRANPADGFLMDLINATV

                     ENEKFSDDELIATCMLVLFAGHETTTNLISNGILTLIKNPKELERFISNPTLIDGTIE

                     EIMRFDGPTNSLVRNVAKDHKFHDKNMREGDRVFAMVSSANRDETVFEDPNSFIIDRS

                     PNRHLTFGFGPHLCIGATLAREEGRIALSSLFKRFPKISLKNNSSFEWVDAMVPRGLK

                     KLSVLLK

>AACY01166066

complement(<1..greater than 897)

                     /note="similar to gi|16078786"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAK73782.1"

                     /db_xref="GI:44649686"

                     /translation="RRNELRRDGRDIMLDQFENPSILKLDPPDHSRIRKLVSYGFTNR

                     YIKSLETEINDTINQCLDKTHNLESFDLMNVLAKPLPAIVIAKMMGLPDSDLNQFQTW

                     SENLLKEVGGIGSSVKKRKLARDAYEDLIRYFEKIIIERKNNPGDDFIGKLILAEEEG

                     DKLNVKEMYGTCLLLLIAGHETTTRLVGNGLFALLNHPDQFEYLKDDHSKIPNAIEEM

                     LRYEPPVHATVRFANENMTYRNRDYKRGTPFAISIAGANRDPEANQDPDSFNILRENI

                     KHVSFGYGPHMCIGANLARIETR

>AACY01116275

complement(<1..1155)

                     /note="similar to gi|16124318"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAI01138.1"

                     /db_xref="GI:44257416"

                     /translation="MFGKEIPSAYDVPLEDINPIWPRAFQENRLWEFFDRLREEDPVH

                     FNETEQTGRYWSLTRYDDIKAVDIDHKNFSSQHGITLGIPIDAPLPEGALDVDMFIAM

                     DPPKHDVQRKTVSPVVAPSNLANMEPLIRERTIEVLDSLPIGETFDWVDTVSIELTTR

                     MLATLFEFPFEDRRKLTRWSDVSTAVPGRGIIDTEQQRIDELMECLTYFTNLWNERKA

                     NPSTDLISLLAHGEETKDMQPMEFLGNLILLIVGGNDTTRNSMTGSVLALNEFPTEYD

                     KLRNDLTLIPNMVAELIRWQTPLAYMRRTANFDCEIRDKQIKAGDQILMWYVSGNRDE

                     SIFENPNDLIIDRANARAHLSFGFGIHRCFGNRLAEQQLRILWEEIMKRFH

>AACY01117094

complement(<1..1130)

                     /note="similar to gi|6724258"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAH99424.1"

                     /db_xref="GI:44254884"

                     /translation="MLNGEQLKVDDFFDPSSKDFIHDPKPSLKKLLKEYPIGRFDAWG

                     AWLVTGNRNIADCLLDRRLSTDFNLWEYAPPKKELSEMDSFETLMNNNLFFLNRTDHL

                     RLRKLALPAFSPRIMDQMKVRFAKLVKERFDEIGEPEEFNFATEVAEIIPTQAIASLV

                     GIPRDKFPIFDSLAYGVVRGINPMLSEDERKEATKGVKAGLDLLNELIEEKRSNPTDD

                     FLSTLILAEEEGEKLSNWEMCALTGAVLAAGSDTAVDLHSYLIKALLSHPEQLEELKQ

                     DEELIQNAISETLRYESSGKTGLARYVSEDMELLGVEVKKGQMIQLITSTAGLDPNTY

                     DDPDTFDIHRNHDKSISFGQGPHYCIGVTLVRSQTEVMLREL

>AACY01121366

complement(1133..2350)

                     /note="similar to gi|16124318"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAH86801.1"

                     /db_xref="GI:44236598"

                     /translation="MDPYSIPIEKIDMANSDIFMYGDAIFPLFERLRKEDPVHYCAES

                     CVEDVGPYWSITKYKDIMSVDTNHKVFSSEGAITLFDPQEDFTTPMFIAMDPPKHDIQ

                     RKAVNPVVAPSNLANMEDLIRERTAEVLDNLPINKEFNWVEDVSIELTTRMLATLFDF

                     PFEDRMKLTRWSDVSTARPGDGIVETEEQRKEELFECLQYFTKLWNERVNSEPKTDLI

                     SMLAHNPSTRDMDPMEYLGNLILLIVGGNDTTRNSMTGGILVLNQNPDQYDKLRKDHS

                     LIKTMVPEIIRWQTPLAYMRRTALEDYELGGKLIKKGDKVVMWYVSGNRDEDVIENPD

                     SFIIDRKRPRSHLSYGFGIHRCVGNRLADMQLEILWEEIMKRFENIEVVGEPIRIRSS

                     FVKGFSHLPVIIR

>AACY01146556

complement(251..greater than 1073)

                     /note="similar to gi|15607906"

                     /codon_start=2

                     /product="unknown"

                     /protein_id="EAH55638.1"

                     /db_xref="GI:44179955"

                     /translation="ERPRHDLSSPFPMDVISVFLDIPEQDRAELRSYSDTILIREDGK

                     IEIPQEAAEGMFAMLQYFIDDLPKRRENPRKGIIDDLLTLEVDGRSLTEEELLGFCIL

                     FVIAGHETTTKMIANAIELLSRHPEQRNQIVQNLELAPAAVEEVVRYHNSTQYMHRTM

                     TTDLDLHGNTLSKGDSVLLLIGAANHDEREFGSTAGQFNIHRNPDRHLSFGYGAHFCL

                     GAALARMEGKIAIEEIHRRIPDYEVNHDEKIRFHSSNVTGWTELPITFTPGKRTR

>AACY01181912

562..greater than 902

                     /note="similar to gi|10954950"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAH23540.1"

                     /db_xref="GI:44120377"

                     /translation="MADLAPLDEEITLQQLDENPYPIYQKLRRETPVLRVKATGRTLL

                     TKAEDTKYVKDNPRLFSSNDPNTPMKRAFQAHTLMRKDGEDHMRHRMAMAPAFSPKVI

                     RTDWMPQYTRVA

>AACY01187291

<1..>634

                     /note="similar to gi|22983651"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAH17295.1"

                     /db_xref="GI:44108753"

                     /translation="LDEFKSWSDDMSKFIGGARNDKHKYEKASRGCRKMVSFFREIIE

                     ERRANPSEGFLMDLINASVANDKFSDDELIATCMLILFAGHETTTNLISNGILTLIKN

                     PLELSKLLKNPDLLDLTIEEIMRYDGPTNSLVRNVEKEHQLHNKTLKRGDRVFAMVSS

                     ANRDENIFDKPDVFKIDRSPNRHLTFGYGPHLCIGAALAREEGRIAILNFF

>AACY01196283

complement(133..>846)

                     /note="similar to gi|16125198"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAH06823.1"

                     /db_xref="GI:44089289"

                     /translation="QLKKEFDAEQTNEPVNTEMIDMFNAMVDEMFEYGRDILNAKRKN

                     PADDLLSAIANAELEGHQLSPEFLDGSWLLIIFAGNDTTRNTLSGAIKLLTENPDQKQ

                     KLIDNPDLMPNFLQECIRMISPVMHMRRTTTCETEVGGQLMGPGEKIVMWYGAANRDP

                     EIFSNPDQFDIERANADKHLAFGIGRHTCIGKPVALMQLEESYKQILTRFPNIHMSGN

                     WKVAPNNFVHAIQEMPVKF

>AACY01219190

921 HGSSRSSNLQKDGCA*FTPKAIRSLENDMRLKIRELLENVEDKGEFNFVTEISEQLPLW 745

744 VLCEMMGIPESDRPKIRDLVNNLTDASVQQDPNNSFQIWVNYMELFKMGRDMIEERRKNP 565

564 TDDLMSVVANTKIEGGELPPELLDGFFLLMVIAGNETTRNTLTGGLMALTENPEEREKLL 385

384 KDPSLIANATDEMLRWVTSVIYFRRTATRDTNIRGQDIKAGDKVIMWYGSANRDEDIFS 208

207 EGHLFRVDRENAKKHLAFGAGEHLCLGNRLGHMQIRILFEELLERFPNIHSVAEPVR 37

36  IPSNFLAGISEL 1

>AACY01220004

4..greater than 802

                     /note="similar to gi|27378943"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAG78203.1"

                     /db_xref="GI:44036949"

                     /translation="MRPNIAKIAQARVESLGSGTVNIVPGFCRAFPLEVIADLLGVAD

                     EDREAFARMGNAMVDFNGGLFAIFKMVLTIGKFWHFVGQMVLDMRINPQPGLVTDLIE

                     VEAEGEQLSEDELVSMIFLLMFAGFETTTHLISGSVIALDQNPDQRAWLFTDFENRIE

                     SATEELCRFVSSVSGTKPRITANDIEVDGQLIKKGDKVMALPIAANYDPAVFDQPEIL

                     RLDRFPNPHLSFSTGSHFCLGMQLARVELQEALRALYTNYPALRVSGP

>AACY01220176

44% to 200A1

<1..885

                     /note="similar to gi|27378943"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAG77993.1"

                     /db_xref="GI:44036567"

                     /translation="FVRRGIRDMRPNIAKIAQARVESLGSGTVNIVPGFCRAFPLEVI

                     ADLLGVADEDREAFARMGNAMVDFNGGLFAIFKMVLTIGKFWHFVGQMVLDMRINPQP

                     GLVTDLIEVEAEGEQLSEDELVSMIFLLMFAGFETTTHLISGSVIALDQNPDQRAWLF

                     TDFENRIESATEELCRFVSSVSGTKPRITANDIEVDGQLIKKGDKVMALPIAANYDPA

                     VFDQPEILRLDRFPNPHLSFSTGSHFCLGMQLARVELQEALRALYTNYPALRVSGPAT

                     YAKRPGFRGIKHLNVTLP

>AACY01123513

<1..greater than 852

                     /note="similar to gi|29831082"

                     /codon_start=3

                     /product="unknown"

                     /protein_id="EAH83810.1"

                     /db_xref="GI:44231413"

                     /translation="RNSSPIHYDKLSGLNLITHFEDVKEIQKSKNFSSSEPEDYVKDS

                     DEKLINPKDYDYFWKTEEFNLLNLEGNIHDELRGLVAKAFLNRQVQELRPFMETKSNE

                     LLNKINHEKFDLLADYAQPYSIAVIGELLGVPEEDYEKFLYWSHSIVKMYDLKVSDEN

                     ANEAEAAAKDFYIYMSDLIDKKNNNPQNDMISRLSQVSENNQQLTKDQIICTVILLLN

                     AGHEATVNTIGNSIVALLLNNISTKNLDKKYDIKNIIEELIRWDSPLQFFQRWVLEET

                     VVSGINL

>AACY01122382

complement(<1..greater than 892)

                     /note="similar to gi|16126733"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAH85310.1"

                     /db_xref="GI:44234044"

                     /translation="RDYRKVASGYFTPKGVTNLDEIVRESAKAVFDDLDAEGECDFIE

                     AVAQQHPLRVLATILGINPEQEERLLVITQQLFGGEDPDMRRSGEDRDQARRELGMEF

                     YMLFDEIIKDRKSCPRDDLATLLANAEVSPGCPLDGMEMFGYYLIVFTAGHDTTRNAL

                     SGALAAFMDHPEQFERVREDPTLVKSAVDEIVRWTSPVNYMKRQATADYELRGKTIKA

                     GDELVLFYCSANRDEEVFEDPFMFDVGRSPNRHLGFGWAEHYCLGAHLAKASMKALVE

                     EMVKRVAWIKPADERTYTASN

>AACY01149708

12..>833

                     /note="similar to gi|16126733"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAH52047.1"

                     /db_xref="GI:44173194"

                     /translation="MNKEDFKKIAYPETYADEIKLHNIFTYMRKEDPVTWVEPDQYRP

                     FWAITKHEDIIEIEKQNDLFINDPRTTIMDIPTEEAIKEFTGGSHLLVRSLVHMDNPD

                     HQAYRSLTQKWFAPPNLESLKKDIRDIAKEYVQKMMEYGNECDFAKDVAIFYPLRVIM

                     SILGVPKEDEPRMLRLTQELFGGRDEDMIRDTDETSPESNTITDFFEYFTNLTEERRK

                     QPTEDVASVIANAQINDEPLGHLEAMSYYVIIATAGHDTTSSSTAGGILALIENPE

>AACY01154277

763 YDLPFLQFRKSLKAREELRQFFIENIPKRRGSNGLDMFTRYCNAKD-EDGEYLDDIDIDG 587

586 HIAFLLFAAFDTTTSALTNILYYLGKNPEWQDKVRNEIFSV-TNEMPTFEDLAEMNLTEY 410

409 VFQETLRFYPSVMVLNRRTTRDVNVAGYDIPANTVVMISPPFTHRMEQWWDDPYTFDPM 233

232 RFSPERAEHKRHGFSYVPFGGGAHKCIGMHFAMMNAKLYLFRLLKNYKINLRSDY 68

>AACY01173217

31..735

                     /note="similar to gi|16125198"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAH34388.1"

                     /db_xref="GI:44139920"

                     /translation="MFPFRFNSVVKDMFTYGERVMADRRLNPRADLLTTIAQSKLNGE

                     LLPQEFLDGSWLLIIFAGNDTSRNSLSGTIRLMTQFPEQRALVLEDPSLIPNMSEEAL

                     RMVSPVIHMRRTAVQDSELNGQRIAEDEKLVLWYGAANRDPEVFPNPDKFDVSRDNAE

                     KHLAFGHGVHKCLGSRIAKMQLRMAFERIFDRFPQITWTGKQTISPNALVHAISSLRV

                     NLYGPNKKRPVIVQNR

>AACY01254619

<1..774

                     /note="similar to gi|27378016"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAG36434.1"

                     /db_xref="GI:43960267"

                     /translation="PDTYPVRVIGAMIGLPEEDSEMFTRWATDILQSHPDDEWERLTT

                     ATKEILEYFSKTIADRRSNPRDDLISKLQAETMPNGDPLTDKHVLGTCFLLLVAGIDT

                     TWSSIASNLLHLATNAEDRQRLVDNPDLIPTAIEEFLRAYSPVTMARVASEDTEISGC

                     PVMAGDKVFLPFGASNRDPEMFDRPDEVVIDRQENRHFAFGIGIHRCLGSNLARMELV

                     VAMEEWLKRFPNFSLADESEVQWGGTQVRGPRSVPVRID

>AACY01126770

8..685

                     /note="similar to gi|21222051"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAH79512.1"

                     /db_xref="GI:44223858"

                     /translation="MYDLKVSDDSASEAEVAAKEFYIYMNNLIDEKNKNPQNDMISRL

                     SQVSENDQKLTKDQIICTVILLLNAGHEATVNTIGNSIVALLQNNIPTKNLDKDHDIK

                     NIIEELIRWDSPLQFFQRWVLEETEISGIKLPKFSKIAILLGSANRDGEAFEDPEEIN

                     FQRSNLNHTSFGGGVHYCLGAHLARLELEVSFKNLFQNNISLHEEPERTGAFGIRGFK

                     EINVSIN

>AACY01159134

complement(246..>850)

                     /note="similar to gi|27376005"

                     /codon_start=3

                     /product="unknown"

                     /protein_id="EAH41580.1"

                     /db_xref="GI:44153268"

                     /translation="DIDGHIAFLLFAAFDTTTSALTNILYYLGKNPDWQEKVRNELFE

                     VKNEMPTFDDMAEMTLTEYVFQEALRFYPSVMILNRRTTRDVTVAGYDIPANTVIMLS

                     PPFTHRMEEWWSNPHEFDPMRFSPERAEHKRHGFSYIPFGGGAHKCIGMHFAMMNAKL

                     YLFRLLKNYKVNLKDDYNPRFMHVHLPRPIDGLPITLTRI

>AACY01177372

complement(17..>871)

                     /note="similar to gi|14010743"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAH29165.1"

                     /db_xref="GI:44130542"

                     /translation="IDPEPDMILKMFIAMDPPEHDDQRRAVHHVVAPRNLQEFETLIR

                     ERTIEVLDSLPENEPFDWVKLVSRDLTTKMLATLFDYPWEERNNLTEWSDMFTSDVRI

                     TAGEGSTREVIIEHMTVCLQRFTELWRERKGDGKEAFDLIRMLQADPNTANMVDDPLL

                     YMGNIMLLIVGGNDTTRNSMSGGVVFLNQFPDEMAKVRQNPDLIPSMVSEIIRYQTPL

                     PHMRRTATRDVELNGRKISKGEKVVLWFVSGNYDDKVIERPNDFWIDRPQCAQ 59

                  57  HLSFGAGIHRCMGNRLAEM 1

>AACY01187071

28..816

                     /note="similar to gi|22960993"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAH17534.1"

                     /db_xref="GI:44109212"

                     /translation="MALPTEIISFMLGIPVEHRHKLRQYSLNILGALDPVVSQERLDE

                     GNFSVEEFGEVLSQIIDRRRSEQTSKSDGEILMSLILGDVNGRRLTNTELIQNCIFLL

                     NAGHETTTSMVANSMHMFFSAPDQLNLLKEDPDLITTAIEEGLRYESPLQVGNRVTTG

                     EVELGGELLPTGTYIHTSIAGANRDPAEFNKPEEIDITRKPNRHIAFAMGHHVCLGAT

                     LARMEGRIAIGELVKRFPKIQQTGPAISMGLARFRGFNNMPVKI

>AACY01191403

complement(313..>915)

                     /note="similar to gi|22983835"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAH12682.1"

                     /db_xref="GI:44100028"

                     /translation="KNPESSQQGEVLQSLIFGEHDGRRLNQNELIQNCIFILNAGHET

                     TTSLVSNSVGLFLDHPDQHCKLLNNPDLIGGAVEECLRFESPLQIGNRQAARDFTFGN

                     YKVLKGTYIHTSIAGANRDPSVFNEPHKFDIQRPKNKHIAFITGIHVCLGATLARMEG

                     KIALGKFLKRFPAVKRDGDPERLPLARFRGFVRLPVRLKP

>AACY01207113

<1..793

                     /note="similar to gi|16124318"

                     /codon_start=2

                     /product="unknown"

                     /protein_id="EAG93734.1"

                     /db_xref="GI:44065371"

                     /translation="SIELTTQMLATLFDFPFEDRSKLTRWSDIVFARLGEGIIESHEQ

                     RQEELMECLAYFTRLWKEREDNPVGNDFISMMIRGDATRDLSPQEYLGNILLLIVGGN

                     DTTRNSISGGVLALNQHPQEYQKLRDNPAVIPNMVSEIIRWVTPLAHMRRTVTKDYEF

                     RGQQMKAGDKVIMWYASGNRDERSIKDPEKFLVDRERARNHISFGFGLHRCMGNRMAE

                     MQLRVLWEEIQQRFERIEVMGPEVRTPSCFVHGYTDLPVRLHAKA

>AACY01211342

<1..656

                     /note="similar to gi|10954950"

                     /codon_start=3

                     /product="unknown"

                     /protein_id="EAG88428.1"

                     /db_xref="GI:44055836"

                     /translation="PFEKSDTANAEMNTLFDSLHERHLAEPNNSALSVMLNADDPIET

                     TQIYSNIKIAIGGGINEPRDALNTILFGLLTNPDQLSQVKQQDDWERAFEEGIRWVAP

                     IQVSSRLVMEDTEIRGFHIPKGDTVMTIQASANRDEDRYEDGESFQVYRDRQPHQAFG

                     NGPHFCQGTHVARRAVAHVMLPMLFDRFPDMTIPNLDDVIWRGFGFRGPTQIPVKLQ

>AACY01213697

17..703

                     /note="similar to gi|27382123"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAG85528.1"

                     /db_xref="GI:44050581"

                     /translation="MTVAPIICGDPAVAKNCDDCTRSIDLHIDAQLKDPNLHDNPSLL

                     SSQLNAGLSMETIKANIKLAISGGQNEPRDAIAGTIGTLLNNDSQLKMIKSGSKSWLQ

                     AFEEYARWMSPIGMSPRRIAKDFNYKEVHFYKNDMIFFMFGSANRDEEIFQNPDHFDI

                     SRDNRSSISFGAGPHFCAGAWISKTLIAEVALPLFFSNFPIVQLKKPLEFEGWAFRGP

                     KKVILENWDK

>AACY01222572

<1..>876

                     /note="similar to gi|23059077"

                     /codon_start=2

                     /product="unknown"

                     /protein_id="EAG74956.1"

                     /db_xref="GI:44031134"

                     /translation="EPVPKAVAATPTGTFFGRLVRQIDGPDHSTRKAKVMAALGRLDV

                     SALAGQALRHARTALPDAASLDAALDADAHFRVPLATMAQTLLGDHADAPACQADIAA

                     YLAALGPGASAGVVAQADAAVGRLQQRFADSPFAGGDDDSDADIANLAALLAQTYDAC

                     AGLLGNCIVALSRHAGLTARLRAQPHAIEPFVREVLRRDAPVQNTRRFVAHDIALLGQ

                     PLRAGDKILVVLAAANVDGTTNPDPLRFDIDRAAPRLWTFGGGAHRCPADALATTIAR

                     ETVRHLLSLPDVDRWS

>AACY01244790

complement(45..>683)

                     /note="similar to gi|3746884"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAG48067.1"

                     /db_xref="GI:43981729"

                     /translation="FADLIDRMRDHPEDNIISDLANNTIDEGRLLTKPEALGMIQQIL

                     VAGNETSTNAIAGGVVLLIENPEEQAKLRANPDLIPTAVEEILRLETPTSGMWRRATQ

                     DTEIDGVAIPEGSFLMVRFAAGNRDESVFPCAGAMQVDRENADNHMAFGQGTHFCLGA

                     QLARTELQIAMTTLLRRTDNWALVEGKNSLKHHPNVLLRGLMDLHISFDKVA

>AACY01246410

complement(<1..>767)

                     /note="similar to gi|22960993"

                     /codon_start=2

                     /product="unknown"

                     /protein_id="EAG46234.1"

                     /db_xref="GI:43978276"

                     /translation="DLVEKAYLYYSQLRDNNPIHENSDGSFIVTSYETLVDIYKNHQL

                     WSSDKKEEFKPKFGNSLLYEHHTTSVVFTDQPDHTRIRKIFQHAFTPRALAHIENNVE

                     QLVQSYIDEMKEKKDIEFVRDFSFRLPVDVVCDILGVPKEDRKLIRDWARLILGALEP

                     TLSEEQFKSGCSAVLNFKKYLKDQVNLRKKNPHLNREGEIISTLIDGQSSGIELSEVE

                     LLHQCIFMLNAGHETSTNMLSHGMCEFINNKDQLDLL

>AACY01265036

<1..640

                     /note="similar to gi|16126733"

                     /codon_start=2

                     /product="unknown"

                     /protein_id="EAG24057.1"

                     /db_xref="GI:43937473"

                     /translation="VRDFEQYFDALAKKRRSNPTDDLATAIANGKINGGPMPDLETYG

                     YYIIVATAGHETTAAAISGALLALIENPDQLETLRSDIDANIDGFVEESLRWVSPVRH

                     FVRTAVEDYELDGQLIPKNESVALWYPSGNRDENKFSNSQKFDISRSPNKHVAFGHGA

                     HLCLGQHLARMEIRALFKELLSRVHDVRLIDQYRYTHTAFVGGLKSLPIQTS

>AACY01297566

<1..846

                     /note="similar to gi|15965005"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAF87960.1"

                     /db_xref="GI:43867878"

                     /translation="EILFLSNHLIQGIERKKFDVIKEFAEKLPVIVITRILGIPEEMA

                     PKLLSWSHDMVAMYQARKDNKIEENAARATLEFTEYLKQFIITKKKFLDDDLISYLII

                     SQNKNKTASIEEIISTLILILNAGHEATVHTLSNGIKTLLESRLNKSRLIKNPTSLAN

                     EVLRFNTPLHLFTRYAYEDAEIVPGQTIESGQQVGLLLAAANRDPKHFTEPNIFNPQR

                     RHNSHLSLGAGIHFCLGAQLARLELEIALPAIFKKMPSMKIVGSPEYKDHYHFYGLKS

                     LTVSI

>AACY01300976

<1..>907

                     /note="similar to gi|16125198"

                     /codon_start=2

                     /product="unknown"

                     /protein_id="EAF84673.1"

                     /db_xref="GI:43861181"

                     /translation="HLGLRKEHMPFFKPGFVEDLQMKVTIKVGQLLDQIAPMGECNLV

                     KEVSQQLPIYTLSEILGIPEADRQKLVSWMEFLELAQYFAVEQIKQQNEGITDSSPDP

                     AMIELFNSMVDEMFDYGKHILHKKRKNPENDLLSAIAKAKIDGEELTQEFLDGSWLLI

                     VFAGNDTTRNTMSGGIKLLHDNQDQKELLINNPDYLPNFINETIRCVSPVIHMRRTSL

                     EETEINGQRIGPYEKIALWYGAANRDPEIFDDPDRFNILRENADKHLAFGIGRHTCLG

                     KPVALMQLKEFYSQFFSRFPDFEMNG

>AACY01316417

41% to 109B1 

<1..993

                     /note="similar to gi|16078286"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAF69593.1"

                     /db_xref="GI:43830660"

                     /translation="CRRILSNAHPIVNALFTADPPEHTRHRKLISKALSPRSVRALEP

                     QIRQITTDLIDAFIDRGSVDFIPEFAVPLPVTVIADILGVDRADIWTFKHWGDLMISG

                     NIDLLTHERRREVAHAVVELHEYFVPRIEERRRHPTDDLLSIMVNTEVDGEPPLTTAE

                     LLPIIDQILLAGHETTTNLIANAILVLINDTGLMSRLRDHPGDIPAMVEEALRWDPPI

                     QCTFRRATKNDTIEGNNVKAGDMVIPMWGGANWDPEVFPNPEQFDIDRSNTKPHMGFG

                     FGPHFCAGAELARIEARIAFEDYWAALVTLPWMNLTATSRTCPVLPHTGIEKSA

>AACY01327244

<1..681

                     /note="similar to gi|11356560"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAF59052.1"

                     /db_xref="GI:43809103"

                     /translation="PKYFAAQLESRRDSPEDDLLTALLNATIDKDANEGIDSTPLEMA

                     EMLSMIQQLLVAGNQTTTHLLGEMLLLLEEHPEEWKRLTSDPKYGSYVADEALRLAAP

                     TQGMFRVATEETQIGSTTLPAGARVVLVYAAANRDPEVWNSPDEFQPAREAQAKHLSF

                     GKGPHYCVGAGLARLEARIVAEELGKRLSAISVTNRSELRYLPGFVLRGPERVEVVVS

                     DKGGMNDG

>AACY01341810

1..759

                     /note="similar to gi|16124318"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAF44522.1"

                     /db_xref="GI:43780007"

                     /translation="MFDVPHEDRLKLIHWSDTVERITDPDFFETPEEGFQELWKCFEY

                     FNSIWEERKAYGSDGNDLISMLARGENTKNMTPNEFLGNVILLIVAGNDTTRNSMSGG

                     IKAFNQFPEQLAKVQANNDLISNMVSEIIRWQSPVGHMCRTAMEDVEIGGKKIKKWDK

                     VAIWYTSANRDINKFENPDELNVEREDARQHISFGFGIHRCLGNRLADLQLKILWEEI

                     LKRFSFIETVGETKYLNSSFIRGITELPVIVHRK

>AACY01355369

<1..greater than 946

                     /note="similar to gi|22983651"

                     /codon_start=2

                     /product="unknown"

                     /protein_id="EAF30775.1"

                     /db_xref="GI:43752701"

                     /translation="NEDPIHWHRKLKSWIITRYDYVRSILSGDNITVDRLNNFYSKLP

                     SKEARLLAEIVKYLNLWAAFRNPPDHTRMRKIMMVAFTRKSITEMQPKIKSITDATLS

                     KLNKIKEIDLVNHYASPIPALTIMHLLGVPIDMLDEFKSWSDDMSKFIGGARNDKHKY

                     EKASRGCRKMVSFFREIIEERRKSPSEGFLMDLINASVENDKFSDDELIATCMLILFA

                     GHETTTNLISNGILTLIKNPSELSKLLNNPKLLDPTIEEIMRYDGPTNSLVRNVERDH

                     KLHNKRLRKGDRVFAMVSSANRDENMFDDPDVFKIDRSP

>AACY01364271

<1..784

                     /note="similar to gi|22983835"

                     /codon_start=2

                     /product="unknown"

                     /protein_id="EAF22463.1"

                     /db_xref="GI:43735487"

                     /translation="VDVVCNVLGVPKTDRSLIRDWAREILGALEPTLTEDQFKNGCDA

                     VNSFKGYLDEQVALRKKNPKLNREGEVLSTLIDAESAGISLSKTELLHQCIFMLNAGH

                     ETSTNMLSHGINELIKNKDEFRSLRKDLNKVNTAVEETLRFQPPIQINNRRSKKETVI

                     GNTTVPKGTSVHMIIPGGNRDPKQFEEPDKFKISRKPNRHLSFGLGIHICAGNSLARI

                     EGRVAFRKIISEFRDINLISHPKLAKRIRFREIIELPLEFTR

>AACY01385608

complement(<1..greater than 866)

                     /note="similar to gi|19572310"

                     /codon_start=2

                     /product="unknown"

                     /protein_id="EAF02130.1"

                     /db_xref="GI:43693817"

                     /translation="LYTHHTTSLVFNDDPYHSRVRKLMSEAFTPRKMAELDPIIDQIV

                     DGLLERLEGEGEFDVLRDFALALPTEIIADMLGVPEEHRHKMHNYSTLILGALDPIVS

                     DEKMQAGHDAVTEFGELLEELIAKRREQPTGAEMGEVLVSLIFGEVEGEKLSPLELVQ

                     NCIFLLNAGHETTANLVANGIGILLDFPDQMDRLREDPSLIKTAVEEFLRFQSPLQVG

                     HRKALEEIEMGPEGCKVLIPAGTFLHTCIGAANRDPEIFNDPESVNIGRKPNPQIAFG

                     VGKHICMGNTLG

>AACY01388516

complement(<1..761)

                     /note="similar to gi|1310983"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAE99114.1"

                     /db_xref="GI:43687894"

                     /translation="MVEGGGWEHVQTLQRTDPPEHGRYRRLIDRVFTIKRVRELTPRI

                     DQVVSELIDNFIEKGECDFNDEFAMRMPGIIIAEQLGLDHSQVSTFKKWADAMLGASR

                     SAIAGEEEIRENAKIELEAQLFFAKIFEERRVAPQNDLMSAFVHSQTEDEDPLSMHEL

                     QNMMHQLITGGFETTQSAINHGMWALIRYPELVVKLKEDASLLKPFIEEVLRWEAPVQ

                     FLARRATKDVELNGTLIPKDSMILVGYGPASRDES

>AACY01389500

<1..greater than 887

                     /note="similar to gi|16126733"

                     /codon_start=3

                     /product="unknown"

                     /protein_id="EAE98128.1"

                     /db_xref="GI:43685924"

                     /translation="IRSLVQMDEPDHMKYRVLTQAWFSRSNLKNIEIEVARLATDYVD

                     RLVKHKDQCDFVKQVAIPFPLRVIMSILGVPEKDEAFMLKLTQELLGPDDPDNHRSFD

                     STELMDVVRDFEQYFDALAKKRRSNPTDDLATAIANGKINDDPMPDLETYGYYIIVAT

                     AGHETTAAAISGALLALIENPDQLEMLRSDIDAYIDGFVEESLRWVSPVRHFVRTAAE

                     DYVLDGQLIPKNESVALWYPSGNRDENIFSDSQKFDISRSPNKHLAFGHGAHLCLGQH

                     LARMEIRALFKELLNRFHD

>AACY01391544

complement(294..>947)

                     /note="similar to gi|19572310"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAE96013.1"

                     /db_xref="GI:43681765"

                     /translation="SAVINFKQYLKDHIKFRKTRKHINKVNEVLSLLIEAEGLELSET

                     ELLHQCIFMLNAGHETSTNMLSHGLNELINHKNQYKLLQKEPGRIDTAIDEILRFQPP

                     IQINNRRCLEKTKLGDVVVPEGTSVHMIIAGANRDPLQFFKPETFDISRSPNRHLSFG

                     LGIHICAGINLARLEAKVAFQSLMSSFREINLLKKPKVANRIRFREIKEMQIEISSF

>AACY01398282

complement(193..>823)

                     /note="similar to gi|16125198"

                     /codon_start=2

                     /product="unknown"

                     /protein_id="EAE89004.1"

                     /db_xref="GI:43668018"

                     /translation="YGKYILHKKRNNPEKDLLSAIANARINGEKLTQEFLDGSWLLIV

                     FAGNDTTRNTMSGGIKLLHENQDQKELLIKNLDYLPNFINETVRCVSPVIHMRRTSLE

                     NTEINGQRIGAYEKIALWYGAANRDPEIFEDPDTFNILRENADKHLAFGIGRHTCLGK

                     PVALMQLKEFYLQFLSRFPDFEMNGEWKVAPNNFVHAIQEMPIKFSPKS

>AACY01405832

complement(320..>846)

                     /note="similar to gi|117306"

                     /codon_start=3

                     /product="unknown"

                     /protein_id="EAE81191.1"

                     /db_xref="GI:43652655"

                     /translation="EKVGFCSQLIGAGADTTTKLIGFATLALAQDESLQNKLRNSPEA

                     VRPFAEEILRLEPPVQGMFRVTTADTELGDIQIPQGSMVWLLYGSANRDHNVFTCPDE

                     VNLERINAGGHLSFGSGPHICIGANLAREVAHSVLTHLLAQTKQIVLAESQQLSVVPS

                     YVMHGLASLTVRLT

>AACY01406246

37% to 196A2

<1..greater than 891

                     /note="similar to gi|22962767"

                     /codon_start=2

                     /product="unknown"

                     /protein_id="EAE80758.1"

                     /db_xref="GI:43651808"

                     /translation="EEFIFYDNIQQTLMDVAAKVFIGLDETSAEAKMLHKIFENINKG

                     LITPVPYDLPFSTFRKALKSRESLRNFLVTKIPERRGTELEDMFSRYCNAKDEDENYL

                     EDVDIDGHIAFLLFAAFDTTTSALTNILYYLGKNPEWQEKVRDEINNVSSDIPSYDDM

                     AEMKLTEYVFQETLRFYPSVMILNRRTTRDVEVGGYEIPANTVVMISPPFTHRMEEWW

                     TNPLEFDPMRFSPDRAEHKRHGFSYIPFGGGAHKCIGMHFAMMNAKLYLFRLLKQYKV

                     NLPNNYDPRFQHVHLPRPEDG

>AACY01410072

<1..847

                     /note="similar to gi|16124318"

                     /codon_start=2

                     /product="unknown"

                     /protein_id="EAE76683.1"

                     /db_xref="GI:43643907"

                     /translation="QILDDLPDGESFNWVSEVSIELTSRMLATLFDVPQEDRLKLIHW

                     SDTVERISDPNFFETPEEGFQEIWKCFEYFNSVWEDRKANDQGGGDLISMLARGEATK

                     NMSPNEFLGNVLLLIVAGNDTTRNSMSGGISAFNKYPEQLAKVKSDQSLIPSMVSEII

                     RWQSPVAHMCRTAMEDVELGGKLIKKWDKVAIWYVSGNRDTNKFPDPNQLVIDRNDVR

                     QHLSFGFGIHRCLGNRLAELQLKILWEEILKRFSHIEIIGETQYLPSSFIRGITELPV

                     IVHRH

>AACY01413641

<1..750

                     /note="similar to gi|22983651"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAE73021.1"

                     /db_xref="GI:43636676"

                     /translation="VPTEMLENFKSWSDDMSKFIGGSRNDKNKYEKAAYGCKQMVSFF

                     KKIIGERRANPADGFLMDLINATVENEKFSDDELIATCMLILFAGHETTTNLISNGIL

                     TLIKNPEELKKLVSDPSLIDSTIEEIMRFDGPTNSLVRNVARDHMFHDKNMREGDRVF

                     AMVSSANRDETVFDHPNSFMINRSPNRHLTFGFGPHLCIGATLAREEGRIALSSLFKR

                     FPKISLKNNSSFDWVDAMVPRGLKRLSVVLK

>AACY01442527

67..greater than 829

                     /note="similar to gi|29831082"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAE44344.1"

                     /db_xref="GI:43579113"

                     /translation="MSGYEQLRYGVSLNPLSPAVFKDPYRFHSNLRANAPVHYSQTWR

                     AWWVTEFDLVQEILRSKSFGASVLPFPERVAELTRTMSEERLERFRNPSMLDLDPPDH

                     TRVRRLAQQGFVHKFIQSLEPRIRQLVDDNLDSCGNEAEIDFVAALAKPLPAIVIAEM

                     LGLPRSDHAQFMNWAEELMLGVSTIDPELIERSVKANSALYDYFRIVAEGKKKEPGND

                     LMSRLIAAEEEGDRLNGPELYNTCVLLLLAGHETTT

>AACY01465163

3..539

                     /note="similar to gi|14010743"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAE21524.1"

                     /db_xref="GI:43533657"

                     /translation="MTPNEFLGNIILLIVAGNDTTRNSMSAGIKGFNQYPDQLIKVHS

                     NKDLLNNMVSEIIRWQSPVGHMCRTAMEDVQIQGKTIKKWEKVAIWYTSGNRDDNKFE

                     DPDVFDIEREDARQHLSFGFGIHRCLGNRLADLQLKILWEEILERFTHIEITGETKYL

                     NSSFIRGITEMPVIAHRK

>AACY01474320

749 EFNWVEDVSIELTTRMLATLFDFPFEDRMKLTRWSDVSTARPGDGIVETEEQRKEELFE 573

572 CLQYFTKLWNERVNSEPKTDLISMLAHNPSTRDMDPMEYLGNLILLIVGGNDTTRNSMTG 393

392 GILVLNQNPDQYDKLRKDHSLIKTMVPEIIRWQTPLAYMRRTALEDYELGGKLIKKGDKV 213

212 VMWYVSGNRDEDVIENPNSFIIDRKRPRSHLSYGFGIHRCVGNRLADMQLEIL*EEIMKR 33

32  FENIEVVGE 6

>AACY01486248

complement(60..>858)

                     /note="similar to gi|16124318"

                     /codon_start=2

                     /product="unknown"

                     /protein_id="EAE00673.1"

                     /db_xref="GI:43491721"

                     /translation="ERVSVELTTQMLATLFDFPFAERSKLTRWSDVTTASADSGVVKS

                     PEARLSELDECFAYFSNIWNERAKNPVGNDLISMLLRNDSTRDMPEEEFYGNLLLLIV

                     GGNDTTRNSISGGLLALNRFQDQFQRLKEDHTLIERLVPEVIRWQTPVIYQRRTAMED

                     VQFQGQWIREGDRVVMWYISGNQDCTIFDDAQVLDLDRQNIRSHLSFGFGIHRCMGNR

                     LAEMQLKIIWQELLKRVDDIEICGRVVRNRSNLIRGYNEIPVVIKRK

>AACY01487436

27  NPPDHTRMRKIMMVAFTRKSINEMQPKINAITDATLSK-LKNMREIDLVSHYASPIPALT 203

204 IMHLLGVPIDMLDAFKSWSDDMSKFIGGARNDKHKYEKASRGCRKMVSFFREIIK 368

369 ERRANPSEGFLMDLINASVENDKFSDDELIATCMLILFAGHETTTNLISNGILTLMRNPS 548

549 ELSKLLKNPDLLDLSIEEIMRYDGPTNSLVRNVEKEHELHNKILKKGDRVFAMVSSANR 725

726 DENIFDKPDVFKIDRSPNRHLTFGY 800

>AACY01488055

41% to CYP51 Methylococcus capsulatus

complement(25..greater than 840)

                     /note="similar to gi|13400014"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAD98803.1"

                     /db_xref="GI:43488045"

                     /translation="LENGIAPSSLSDPFEKSERLKKCIRARKRLEELIADHVDRRRRK

                     GTIYEDMLQVYMDSKYEDGTPLNKAEITGMVIWFMFAGHHTSANTTAWTLLEIMKNPA

                     YLSKLLEEIDQVFLRFPSVSVESLRGLILLEGFIRESLRLHPPLNAITRRVMENFEYK

                     QFTITTGKNIMICPYVSHKLEDSFPEPHLFNPERPSPKDNFSEIAFGGGKHKCIGNGF

                     AILQVKTILATLLRQYKFNLSESPENYGEAMPALILRPKDPCELIYVKKDSTR

>AACY01498327

complement(<1..723)

                     /note="similar to gi|22958648"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAD88414.1"

                     /db_xref="GI:43467347"

                     /translation="MLPKVAQSPTNDDFVQNPYPFYENCLAKGGKVFWEDYNMVSLFK

                     YDDVSSILKDRRFGRECPEDKKQGYRKELAPFYELEDHSMLQLEPPKHTRLRGLVLRA

                     FTSRKVNSMAEEIQTLCAQLIQNFSSNQVNILNEYANKIPVIIIARLLGVPEEMSEQL

                     LRWSNDMVMMYQARRTVKHEERAIKASKEFSAFMRSYIDERRSKPKDDLITHLISAEE

                     NGEKLTIDELITTCILLLNAGHE

>AACY01500303

<1..greater than 819

                     /note="similar to gi|15865465"

                     /codon_start=2

                     /product="unknown"

                     /protein_id="EAD86325.1"

                     /db_xref="GI:43463282"

                     /translation="RLILTTELNPKAVAAREPMLRQTAQSLLADLATLGEVDICEQYA

                     KLLPTKVICQLLGIDGDAAKLQELQEWTEEIVYERSDMDSARQASDNIVSFFNELIPE

                     RRKNLGDDFVSRLLTAEVDGKPLSDQDIMDFCWFLLIAGLDNTAFTIRNVLLQISNSD

                     ELREQLTTDPSLIPAAIEEVLRLYSPVWGIARTATNDTVVNGQKIMAGQRVMMLFASA

                     DRDGNEFPNPDQFELGRTPNRHLAFGMGRHRCLGSHLARMEIKVAVEELLKLLP

>AACY01516378

<1..622

                     /note="similar to gi|16125198"

                     /codon_start=2

                     /product="unknown"

                     /protein_id="EAD69990.1"

                     /db_xref="GI:43424280"

                     /translation="ENHILLKKRKNPENDLLSAIANAKIEGEELTQEFLDGSWLLIVF

                     AGNDTTRNTMSGGIKLLHDNQDQKELLINNPDYLPNFINETVRCVSPVIHMRRTSLEE

                     TEINGQRIGPYEKIALWYGAANRDPEIFDDPDRFNILRENADKHLAFGIGRHTCLGKP

                     VALMQLREFYSQFLARFPDFEMNGEWRVAPNNFVHAIQEMPIKFSP

>AACY01518113

<1..>933

                     /note="similar to gi|22972162"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAD68223.1"

                     /db_xref="GI:43418891"

                     /translation="KEEVRAAPLFVPLYDYYREYGGVYNLGAGPKWFVVVSDPVAVRT

                     MFKDRADSFSKGILTDIMEPIMGDGLIPANKEIWAKRRPVIGAGFHNAWLKHMCDLFG

                     ASAMRLADKLDAAAETKETVELEGELYSMALDVIGKAVFNYEFGALREETPIIKAVYR

                     VLRESEHRSTFPLQYWQIPGAMDVVPRQKQFKEDMKMINEELSVLINNAISSRTETDL

                     EEMERRDYSKVEDASLLRFLVDIRGDEATSTQLRDDLMTMLIAGHETTAAVLTWTLYL

                     LAQHPEIAEEAVEEINACVSDSNGVPTPEEVRKLQ

>AACY01519941

complement(<1..956)

                     /note="similar to gi|16125198"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAD66324.1"

                     /db_xref="GI:43413283"

                     /translation="MPFFKPGYVEDLQKKVTIKVGQLLDQIAPMGECNLVKEVSQQLP

                     IYTLSEILGIPEADRQKLVSWMEFLELAQYFAVEQIKEQNEGITDSSPDPAMIELFNS

                     MVDEMFDYGKHILLKKRKNPENDLLSAIANAKIDGEELTQEFLDGSWLLIVFAGNDTT

                     RNTMSGGIKLLHDNQDQKELLINNPDYLPNFINETIRCVSPVIHMRRTSLEETEINGQ

                     RIGPYEKIALWYGAANRDPEIFDDPDRFNILRENADKHLAFGIGRHTCLGKPVALMQL

                     KEFYSQFLARFPDFEMNGEWKVAPNNFVHAIQEMPIKFSPKS

>AACY01520046

<1..832

                     /note="similar to gi|30020736"

                     /codon_start=2

                     /product="unknown"

                     /protein_id="EAD66217.1"

                     /db_xref="GI:43411479"

                     /translation="EYVKSFAEPLPSMVITVMMGFPLEDLENLKVWSEAWVAPFSLQL

                     TPEEERQAARHMVEFQHYIHGHIEQRRKSPGDDVISYLVQNPVKLNSETRMLTDTEII

                     NMIDHLYIGGNETTTFALTSGMWLLIQNPKLQNELRDDPEKARSFVEEVLRLESPTQG

                     MDRHAAEDTEIAGVKIPKGSHIHIRYAAANRDERQFSCPVDIDIDRKNAHRHLAFSLG

                     ETHCPGAGLTRLEQKIAVQTILKRMKNFSFSPDKNSFQHHLNFTLRSFTDLHFTFDKI

>AACY01523401

<1..585

                     /note="similar to gi|27382123"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAD62810.1"

                     /db_xref="GI:43401164"

                     /translation="KLINDQNYSLLSVQLKSGLDHNQIRANIKLAISGGQNEPRDALA

                     GTVWALLSNPNQLEMIKKSQYSWVDGFEEYCRWIAPVGMSPRRIAKKFQINGIVLDPE

                     DKIFFMFGSANRDEEYFANPYSFDIEQDRSSSIAFGAGPHFCAGAWISRCLIGEVALP

                     KLFQRLPNIKLDETKNVTFRGWAFRGPLSVFCKW

>AACY01524130

<1..626

                     /note="similar to gi|6977962"

                     /codon_start=3

                     /product="unknown"

                     /protein_id="EAD62097.1"

                     /db_xref="GI:43398933"

                     /translation="ALSNQRRGCPMDDPLAIMANSQINGEPLTEQEIGRNGMLLLVAG

                     FETTRNAFAGGVQALLEHPEQMQYLRENPKGMRLAVEEVVRWTNAACAFRRMATADTE

                     LGGKEIKKGDSVVVWFPSANRDEEVFTDPDTFDVTRHPNQHIGFAAGAHFCLGAPLAK

                     LELALALQEVLERYDGIEVTGSVSYIPSNFVFGLESMPVRLLAKSST

>AACY01527323

<1..greater than 914

                     /note="similar to gi|23108981"

                     /codon_start=2

                     /product="unknown"

                     /protein_id="EAD58816.1"

                     /db_xref="GI:43389021"

                     /translation="EEEYIARRTFQETDPPAHRNIRSLLNPAFSKQKMDEYENLVRKL

                     ASDIINQAIQNTKFEAVDKIAKKLPMMMLGRILGVPEDDLDWLVQKGDALIGNSDPDF

                     SELVIDKEDSEKYRLMPFRSPAGADLFDYAQKIINGSVDITKEGILFQMLNHIKTSEG

                     QPVMSDLEFKNFFCLLVAAGNDTTRYSIAMAVYQLSRNKKLFDYLKSSENYSRAADEF

                     IRVASPTMYFRRTATCDFELHEKRIREGDKVVLWFVSGNYDKTVFNNPFNIDIDRYPN

                     PHLSFGKGGVHFCLGTWLARMELKIILE

>AACY01530340

2..greater than 923

                     /note="similar to gi|29828707"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAD55693.1"

                     /db_xref="GI:43381613"

                     /translation="MLSFVQRMMLNQDPPEHTRLRRLLTKSFTPRAISKLEVSIRSRA

                     MEIVDRIVNQGSADFSSEIAAELPLMTLAEIMGVPEQDRMLLFDWSNRVIGYQDTEYS

                     SSDQFDPATGTEMARKARSIRDNIGRDVNGQMPDPRSREGLADMYFYAGELAEYRRRH

                     PGEDVVSTLLATADEEGAITTAEFETMFFLFAVAGNETLRNGIPGGMLALLENPGQLQ

                     KLLSEPHLLPSAIEEMLRFAPPVIHFRRTATDNVELDGVNIRAGEKVVVYHAAANRDP

                     QIFNDPDNFDIERSPNEHLTFGAGPHFCLGA

>AACY01537157

32..772

                     /note="similar to gi|15613142"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAD48769.1"

                     /db_xref="GI:43367872"

                     /translation="MGELDLLDRLLRATDDEDADGSGMSDQALRDELMTLMVAGQETS

                     AILLSWACALIAERPDVGDNIAEEVRELLKSKGTGLDAGDFRHLPYTEACVLETLRIR

                     PPAYMVGRCASRDVELHQGVFVTKGTTVLIAPYLVQRDPKYWDDPTAFKPERWLVQSP

                     YSDGTLARDALKNLGPNDAYFPFGGGPRVCIGTGFAMMESVLLLALICSECELRIPPN

                     ASPPEPKALITLRLESCELAVAPRPRKI

>AACY01539266

complement(<1..greater than 731)

                     /note="similar to gi|21734673"

                     /codon_start=2

                     /product="unknown"

                     /protein_id="EAD46623.1"

                     /db_xref="GI:43363617"

                     /translation="DFAYPIPAVVIAEIMGVPPNDRDIFKEWSDSVMVLVFGARGLED

                     RRLKAQHGLMELASYLGGLVKFHRTHSEENIIADLIAAQEGDDRLSDQEIVANLVLFL

                     FGGHETTTNLIGNGVNALLGNPEQLEKYRRNPDGLTKPMVEEILRYDGPSKMEVRTIA

                     EDLSMRGQTLRKGDMAYLVQHAANRDPEQFDNPDLFDIEREPNHHIGFGFGIHFCLGA

                     ALARLEGSIALERLLTCYPQIAPDS

>AACY01542360

<1..>835

                     /note="similar to gi|16125198"

                     /codon_start=2

                     /product="unknown"

                     /protein_id="EAD43616.1"

                     /db_xref="GI:43357516"

                     /translation="LFKSAIDHMLNLDGEMHLGLRKEHMPFFKPGYVSELQKKVSLKV

                     TELLDNIAPLGECNLVHHVSQQLPIYTLSEILGIPKEDRQKLASWMEFLELAQYFTYE

                     MIKEQNEGKSESSPDPAMIDMFNAMVDEMFDYGRFILKNKRENPSDDLLSAIANAKID

                     DKKLTDEFLDGSWLLIIFAGNDTTRNTMSGGIKLLHENQSQKELLMQNLDLLPNFINE

                     TVRCVSPVIHMRRTSLEETEINGQRIGPYEKISLWYGAANRDPDIFENPDQFNIQREN

                     AD

>AACY01556599

complement(<1..901)

                     /note="similar to gi|27381648"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAD30148.1"

                     /db_xref="GI:43329224"

                     /translation="MISTPEEQQRGDEYLLNLFLTTEGIANPAPWYKKLREDMPIFQS

                     SNGAIFLSRFDDCQSVFRDNRFGKGDQSGPGGSMLPREESPEVVAFRIEVNEARTQTS

                     PSLLFLDPPDHTRLRGLVNRAFTPRRIEDMRMSIRDLTEECLDELAEESGGDAMEILG

                     FLPVNVIGELVGVPRSDWNYFRPLVNDGVANLEASPTLEELKASHAAFTEMGEYFRQL

                     LHERKKNPKNDLISALIEVEESGDRISEDEVVSTVILLFAAGMETTQNLIGNGLAALF

                     QHHDQYRLLWDNPDLVPSAVEEML

>AACY01560885

37..747

                     /note="similar to gi|4039167"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAD26207.1"

                     /db_xref="GI:43320997"

                     /translation="MSEEKENWVAEQGVAFQNYILKHVHDRRENPKDDVISHLTQGIY

                     GDERPLTDSEIVRIIDHLYIGGNETTTFALTSGLWILLREDGLYEKILNNRDLVQPFI

                     EEVLRLESPTQGLYRETTQDEEFHGVSIPKGSVIHIRYAAANRDERMFDNPDDVDLER

                     KNLKRHMAFSLGEHHCPGSGLSRTEQHIALNVVLDRLPNLALCEEKNDYKHMPGLVLR

                     SLNKLHVTFDPTEPLKAK

>AACY01564733

2..826

                     /note="similar to gi|22963703"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAD22421.1"

                     /db_xref="GI:43313363"

                     /translation="MLDAIDPSDVIDAAEQYARYIPVRVIGAMIGLPEEDCEMFTRWA

                     TDILQSHPEEEWERLTTATKEILEYFEKTIADRRANPRDDLISKLQAETLPNGDPLTD

                     KHVLGTCFLLLVAGIDTTWSSIASNLLHLATHDDDRHRLVAEPELIPTAVEEFLRAYS

                     PVTMARVAAEDTEIAGCPVMAGDKVFLPFGASNRDPEMFDRPEEVIIDRQENRHFAFG

                     IGIHRCLGSNLARMELVVAMEEWLKRFPEFSLAADSEVQWGGTQVRGPRSVPVRVI

>AACY01577229

complement(<1..greater than 889)

                     /note="similar to gi|29831082"

                     /codon_start=3

                     /product="unknown"

                     /protein_id="EAD10031.1"

                     /db_xref="GI:43288369"

                     /translation="THFEDVKDIQKSKNFSSSEPTGYVKDSEESLINPKNYHYFWKTE

                     EFNLLNLEGNIHDELRGLVAKAFLNRQVQELKPFMEKKSSELLNGVDNDKFDLLADYA

                     QPYSIAVIGELLGVPQVDYDKFLYWSHSIVKMYDLKVSDESASEAEAAAKEFYIYMNN

                     LIDEKSKNPQNDMISRLSQVSENDQKLTKDQIICTVILLLNAGHEATVNTIGNSIVAL

                     LQNNIPTKNLDKVHDIKNIIEELIRWDSPLQFFQRWVLEETEISGIKLPKYSKIAILL

                     GSANRDGEAFEDPEEINFK

>AACY01575162

4..798

                     /note="similar to gi|6977962"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAD12061.1"

                     /db_xref="GI:43292466"

                     /translation="MGASPQDWEQVHAWTAVLFDDPALMRFAKEGESKKEMRRRMFVE

                     FEDWIFEQIADRRLAGCTGPDLISILLRSEVANEPLTPQQLLGYIRVLILAGNETTRN

                     AATGGMIALLEHREELDFLAEHRDEDDVIDTAVEEILRWTSPVIQFARVCTRDTEVNG

                     QLIKAGEHVGIWHASANRDERQFAEPYRFDVQRTPNEHVAFGHGAHFCLGTHLARWEL

                     RAFFKAVLPVLTDLQLDGELERVGHLHVGPIQRQMVVRKHIGSTKS

>AACY01577969

complement(<1..758)

                     /note="similar to gi|23128957"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAD09301.1"

                     /db_xref="GI:43286899"

                     /translation="MLTNDFGDFVYYRGLLNFYVINHPDLIRQVLQKTNKKYDKGTDI

                     YKRFRAVFQSGLVVSEGDHWSKQRKLIQPLLKPAFVRGLVPLMGESSVSMAKEWAQSA

                     EDGGLRIIAKDMSRLTLEIAGRCLFSDDFGDYREKIIEWSDYINEYSGLTPYPVIRSP

                     WFPSPANIKMRKVLREFHDFVGELYDSRLSADTKNDDLFSLLIDARHEEVEGGMSRKE

                     LTDEVVTMIFGGHETSTTALTWAWYYLAQNRDGR

>AACY01604729

<1..912

                     /note="similar to gi|16124318"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAC81945.1"

                     /db_xref="GI:43232715"

                     /translation="VAPMFTASHLGNFEELIRGRTQKVLDELPDGESFNWVDKVSIEL

                     TSRMLATLFDVPQEDRLKLIHWSDTVERITDPDYFETPEEGFQELWKCFEYFNSIWEE

                     RKASGGNGNDLISMLARGETTKDMTPNEFLGNVILLIVAGNDTTRNSMSGGIKAFNQY

                     PDQLKKVQSNRELIGNMVSEIIRWQSPVGHMCRTAMEDVEVNGKTIKKWDKVAIWYTS

                     GNRDSDKFADPHKLDIEREDARQHLSFGFGIHRCLGNRLADLQLKILWEEILDRFENI

                     EITGDIKYLNSSFIRGITDLPVVAHRK

>AACY01609921

complement(<1..greater than 921)

                     /note="similar to gi|27382123"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAC76698.1"

                     /db_xref="GI:43222276"

                     /translation="LMGENMMRKDGEAHQKERKVISSSVSPKTIKETWLKYFDEQADQ

                     ILTKIGPLGAADLIEAYAKPLSGEALKLVTGLTNMSYQEMDRVSQGMIDGCANYAGDK

                     AIEENCHDCTRSIDSHIDEMIPELKSKPNASILSVQLEAGLSEEQIRANVKLAISGGQ

                     NEPRDAIAGSIWALVREPDQLLKIKEGHHTWLQAFEEYGRWISPIGMSPREIAKDYTY

                     NDIKFEQGERVFFMFSSANRDEEFFDNSDCFDLSRDLRPTVTFGAGPHYCAGAWVSRA

                     LIADIALPKVFDRLKNLKLTDPDDVDLMDGL

>AACY01617328

<1..greater than 819

                     /note="similar to gi|15613142"

                     /codon_start=3

                     /product="unknown"

                     /protein_id="EAC69233.1"

                     /db_xref="GI:43207404"

                     /translation="IVPSLHKKYVTSMVDMFGDCGLKGMSQLARAEKAGESVEMENFY

                     SRYALDIIGKAVFNYDFDSLTTDDPVIKAVYTVLREAEYRSVTFIPYWKVPPLRWLVP

                     RQRKCQEALEVVNDTLDELISRCKKVVEEEDEEFVEEYMNTDDPSILHFLIASGDDVT

                     SKQLRDDLMTLLIAGHETTAAVLTWTTFLLAKHPEVKAKVFEEVDRVVGDRNPTVADM

                     RELVYTTRVINESMRLYPQPPVLIRRALEPVSLGGYNIDAGTDFFISVWNLHRN

>AACY01636220

complement(335..greater than 907)

                     /note="similar to gi|16079727"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAC50448.1"

                     /db_xref="GI:43169727"

                     /translation="NTIDEGRLLTKPEALGMIQQILVAGNETSTNAIAGGVVLLIENP

                     EEQVKLRANPDLIPTAVEEILRLETPTSGMWRRATQDTEIDGVAIPEGSVLMVRFAAG

                     NRDESVFPCAGAMQVDRENADNHMAFGQGTHFCLGAQLARTELQIAMTSLLRRTDNWA

                     LVEGKNSLKHHPNVLLRGLMDLHISFDKVA

>AACY01649796

complement(92..>782)

                     /note="similar to gi|16125198"

                     /codon_start=2

                     /product="unknown"

                     /protein_id="EAC37159.1"

                     /db_xref="GI:43142862"

                     /translation="SSPDPAMIDMFNAMVDEMFDYGRFILKNKRENPSDDLLSAIANA

                     KIDDKKLTDEFLDGSWLLIIFAGNDTTRNTMSGGIKLLHENQSQKELLMQNLDLLPNF

                     INETVRCVSPVIHMRRTSLEETEINGQRIGPYEKISLWYGAANRDPDIFENPDQFNIQ

                     RENADKHLAFGIGRHTCLGKPVALMQLQEFYSQFLVRFKDFEMNGDWKVAPNNFVHAI

                     QEMPIKFTPIK

>AACY01651908

<1..830

                     /note="similar to gi|16078286"

                     /codon_start=3

                     /product="unknown"

                     /protein_id="EAC35137.1"

                     /db_xref="GI:43138728"

                     /translation="EFIQDFAHPLPMMVIADLLGVPRADIGQFKIWSDAIVEPFSMMA

                     TRERRIECARLVVEMQAYFADMVAERRKNPRDDLISEAIDYRDQDGEAFTMQELMTII

                     TIDLLASGNETTTAAIGSGLKLLIEDPDALNDVLAEPELIPTLAEEILRLESPAQGMF

                     RRCAHSGNLAGVSLEEGELLNIRFGAANRDEAQFSEPNRINLQRKKPGSHLAFGMGRH

                     VCVGAALARQEIISAFQALIRRYDRFWLLPDRPAPVYQPSLFGRNLLSLHVGWLPHR

>AACY01656698

complement(<1..greater than 937)

                     /note="similar to gi|23106983"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAC30483.1"

                     /db_xref="GI:43129284"

                     /translation="DDCRSVLIDKSFGQGDFVRNIQLFYDDSFDVLAQPAYAWLSRVF

                     VMQDPPQHTRVRDLVASALTHRRVKEMAPRIRQLAARQLQQVAKLEDVNFITDFAYLF

                     PTLVMCDMLGMEEGEFSWELLAELNQAVADTFPVFETRALEPQELALANQQMDFLTEF

                     FDDLFQRRKKTPRDDLTTAMVYAGDGEDALTQEELSTSVIGLFGAGFETTAHMIGNGI

                     FCLGANPEQRVKLQNNIELADAAVEEILRFESSLQATYRTALEPKEVAGQKIEVGERV

                     LTIVAAANRDERHFNNPESFDISPREQKPLTFGGGI

>AACY01657846

<1..789

                     /note="similar to gi|16125198"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAC29330.1"

                     /db_xref="GI:43126983"

                     /translation="ADRQKLVSWMEFLELAQYFAVEQIKQQNEGITDSSPDPAMIDLF

                     NTMVDEMFDYGKHILTKKRKNPENDLLSAIANAKIEGEELTQEFLDGSWLLIIFAGND

                     TTRNTMSGGIKLLHDNQDQKELLINNPDYLPNFINETVRCVSPVIHMRRTSLQETEIN

                     GQRIGPYEKIALWYGAANRDPEVFEEPDKFNILRDNAAQHLAFGIGRHTCLGKPVALM

                     QLKEFYAQFLARFPDFEMNGEWKVAPNNFVHAIQEMPIKFSPKS

>AACY01669041

complement(44..>657)

                     /note="similar to gi|16125198"

                     /codon_start=3

                     /product="unknown"

                     /protein_id="EAC18544.1"

                     /db_xref="GI:43105002"

                     /translation="RDMIEERRNNPTDDLMSMVANTQVEGEGLPPELLDGFFLLMVIA

                     GNETTRNTITGGLLALTENPEEREKLLKDPSLIANASDEMLRWVSPVIYFRRTATKDT

                     EIRGQKIKEGQKVAMWYGAANRDEEIFEDSQKFLVDRENANKHLAFGAGQHLCLGNQL

                     GKMQIRVLFEELLKTFPNMHSVSEPVRVSSNFLDAISDLQVNS

>AACY01692224

complement(263..greater than 931)

                     /note="similar to gi|22958648"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAB95988.1"

                     /db_xref="GI:43059264"

                     /translation="RTRELEIQANSSTKEFVNFMEKYIEEKRYKPEDDLISHLIAAEE

                     EGEKLTKDELISTCILLLNAGHEATVHTLGNGIKAILEYGEEKSYLSPQFINATVEEI

                     LRYDPPLHIFTRYAYDDIIFRNHQFKCGDEVALVIGAAGRDERHWKSADNFNPFRPIK

                     KNLSFGSGIHFCVGAPLARLELLTAIPILFEKFPKITLIDNPLYSNLYHFHGLCELNV

                     SLKN

>AACY01700025

complement(116..>860)

                     /note="similar to gi|16124318"

                     /codon_start=2

                     /product="unknown"

                     /protein_id="EAB88419.1"

                     /db_xref="GI:43043894"

                     /translation="PFEDRRKLTRWSDVATAAPGSGIIDTEEERRAELFEMLEYFNKI

                     WAERKANPTGDFVSMLAHGEDTKDMQPLEFMGNLILLIVGGNDTTRNSMTGGVLGLNQ

                     FPGEYEKLRYDHSLIPNLVSEVIRWQTPLAYMRRTANSDCEIRGKQIKAGDQLLMWYL

                     SGNRDEDVFENGEDLIIDRPNARNHLSFGFGIHRCMGNRTAELQLKILWEEIMKRFEF

                     IEVVGKEERTFSSFVRGYTELPVRLHKKI

>AACY01705860

<1..521

                     /note="similar to gi|18152928"

                     /codon_start=3

                     /product="unknown"

                     /protein_id="EAB82918.1"

                     /db_xref="GI:43032558"

                     /translation="DEEALGHCFNLFIGGLDTVTTMLGSVFNHLARYPEQQAELRENP

                     NRIVLAVEEFLRVYGPVTAFRIATREIEIHGQTIMPGDYVSVSTAVANQDPKMHDAPS

                     EVRFDRKAAHIALGGGIHKCLGMHLARLELQTALEEFLKAIPQFRFADGFKEGYFVGN

                     ITFVPKLELQWD

>AACY01707607

<1..greater than 822

                     /note="similar to gi|3746884"

                     /codon_start=3

                     /product="unknown"

                     /protein_id="EAB81220.1"

                     /db_xref="GI:43029113"

                     /translation="SFSSDARYATGAIADEVAREAEANPLGYVRNVLTSDPPDHTRLR

                     SIVNRAFTPRRIGTMDEHIRSISEALTDELFPDTEFDLMSSLAQPLPVIVIAEMLGIP

                     PSERERFKEWSTIVATATELVPDPEELVRRRDATEEMVEFLGSIVDKRAASPEDDLIS

                     AIVSDEDPDGDKLTRDEVISFAILLLVAGNETTTNLIGNSMLALLNYRESLNALVADK

                     SLIPAAMEETLRYDSPVQGLVRVVKQDVELLGQILPAGDVVMCMLGAANRDPARY

>AACY01719170

complement(108..>963)

                     /note="similar to gi|22983835"

                     /codon_start=2

                     /product="unknown"

                     /protein_id="EAB69984.1"

                     /db_xref="GI:43006314"

                     /translation="VDSYLIRMHEKKKFDFVSDFSFRLPVDVVCSVLGIPSEDRRLIR

                     DWAHKILGALEPKLTPKQLDEGSTAVVNFKQYLKDQIRFRKSHKDINKDHEILSLLIE

                     AEGLELSETELLHQCIFMLNAGHETSTNMLSHGLNELINHGDQFELLQKEPKRIDTAI

                     DEILRFQPPIQINNRRCLETTMLEDVTIPEGTPVHMIIAGANRDPSQFFEPEIFDISR

                     SPNRHLSFGLGIHICAGINLARLESKVAFLRLMSSFKEINLLKKPNIAKRVRFREIIE

                     MQVEVSSF

>AACY01724040

complement(<1..>791)

                     /note="similar to gi|16126733"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAB65264.1"

                     /db_xref="GI:42996724"

                     /translation="KKPVDQMREMGGELDFVSDVAVWYPLRVIMMILGVPPEDEPLML

                     KLTQELFGTEDPDLRRKAVSEEDRMQTITEFFAYFSAMTEDRRKSPGDDVASVIANAT

                     VDGKQIGALEAMSYYIIIATAGHDTTSSAAAGGVQALASSPRELKKMVDNPSISNLAV

                     EEAIRWVSPVKHFMRYATENYSLRSKEIKIGDALMMLYPSGNRDEEVFQRPQNFIADR

                     KPNRHLAFGFGAHHCLGNLLAKLELKFLYEELFARVKNIELAGEA

>AACY01742771

<1..greater than 922

                     /note="similar to gi|30267716"

                     /codon_start=3

                     /product="unknown"

                     /protein_id="EAB46660.1"

                     /db_xref="GI:42959389"

                     /translation="FHEGLDSWVLSRHDDILEALRTPAFTTNNYAWQLEPVHGKNILQ

                     LEGKEHRSMRAIVTPTLRGDQLRENFESVAVNNAKELIDVWKHDGKVELVSQFTLRLP

                     LSVIIDVLGLDPEDKPKFHVWYNAIHDYFTNTAGDPEVEAAGLRTHDELRDFMMPLIQ

                     ERKKNPGDDLISKIVHAEIDGERMSDIDIKSYISFLLVAGSESTDLQMSNMWLRLLEN

                     PDQLQAVREDRSLVRTAFAEALRHTPAVLMIMREASQDVEFHGTKIPAGSTVTLLLAA

                     ANRDPRQFAAPETFNIFRDDLETDKEFTAAA

>AACY01742772

826 DFVKAYTERFPVNVITEMLGLDQKDEPIFYNWYKSIIAFFSNISGDEEIAAQGIRTRDEL 647

646 AEYMYPIIEERRANPGEDLLSTIVHADIGGEKMDDYEIKCFVSFVLVAAAETTDKSMANM 467

466 FLQLIQHPEQMQAVREDRSLIRAAFAETLRHTPPVLMVMREPDEDVEFQGVKIPAGSTVT 287

286 AMCAAANRDPRVFKDPDDFNIFRTDLNVEKAFGGGANHMTFALGRHFCVGSILAMYE 116

>AACY01759549

<1..235

                     /note="similar to gi|10955139"

                     /codon_start=2

                     /product="unknown"

                     /protein_id="EAB30044.1"

                     /db_xref="GI:42925995"

                     /translation="YEDGESFQVYRERQSHQAFGNGPHFCQGTHVARRAVAHVMLPLL

                     FDRFPDMTIPDLDDVIWRGFGFRGPTQIPVKLH

>AACY01785996

266..>893

                     /note="similar to gi|29831654"

                     /codon_start=1

                     /product="unknown"

                     /protein_id="EAB04014.1"

                     /db_xref="GI:42873517"

                     /translation="MRDDLITMLIAGHETTASALTWALFELVQQPELLATVRKEIDEK

                     LGDRRPTAEDIEALELVRLCIAESLRMYPEPPLLIRRAIEEDEIPRSAPEYQGETVKM

                     LRGSDIFIAVYNLHRSPKYWENPDLFDPTRWHRPFKNPELAPEWKGYNPDLWRGQLLP

                     TENSCDFAFLPFGAGPRKCIGDNFAMMEATVAFAMLLRRYDFAFSPTGP

>AACY01793717

complement(4..>868)

                     /note="similar to gi|27382354"

                     /codon_start=2

                     /product="unknown"

                     /protein_id="EAA96334.1"

                     /db_xref="GI:42858117"

                     /translation="PAFTPSKVQELKKLIQEKASKILDSLPIDQEFNWVQEVSVELTG

                     QILATLFGIPQGDRHKLIHWSDTVENIGNPDVFETPEQGFQELWKCFEYFDSAWKERK

                     TSSKSGTDLISTLAKGESTKNMPPNEFLGNMLLLIVGGNDTTRNSISGGVLALNEHPE

                     EFKKLLRDPTLVTKMVPEIIRWQTPVAHMCRTAMQDVKLGEKKIASGDKVVMWYVSGN

                     RDESAINRANEFIIDRDNPRQHLSFGFGIHRCVGLRLAEMQLTVLWEEILKRFSAIEL

                     VSSPHYLRSNS

>AACY01806601

complement(206..>842)

                     /note="similar to gi|27376005"

                     /codon_start=2

                     /product="unknown"

                     /protein_id="EAA83826.1"

                     /db_xref="GI:42832725"

                     /translation="KDEDGEYLDDIDIDGHIAFLLFAAFDTTTSALTNILYYLGKNPE

                     WQDKVRNEIFSVTNEMPTFEDLAEMNLTEYVFQETLRFYPSVMVLNRRTTRDVNVAGY

                     DIPANTVVMISPPFTHRMEQWWDDPYTFDPMRFSPERAEHKRHGFSYVPFGGGAHKCI

                     GMHFAMMNAKLYLFRLLKNYKINLRSDYNPAFQHVHLPRPIDGLPITLTRI

>AADL01000546.1 acid mine drainage microbial pink biofilm

30% to 147D1

Leptospirillum sp. GroupIII

     MIDFHISDSLNSESP

 895 HVRGWSQCRAMLSGSQLVSDLSRVELVSEPTNSFLLMDGEIHRAVRGIVMSYF 1053

1054 TRARLDRVEERLKNTCQELVRSLVGKRDADLISDLAEPLVLDGILSMMEVPNECRSELGD 1233

1234 LARSMLGMLEPNLSSTARHKTMNAALSATLLFWRDGKAGHAMGLHAVLEDAAKDGI 1401

1402 IPIKLARSTPVVVLHGGYENPLNQLGCLIAWAVENSERFREMAMSAPTLLFEEILRL 1572

1573 YSPVRLVARRAAMGGAIDGKAVNRGDLVWVDIESANLDPQRFRTPSEFNPNQKQTHLGF 1749

1750 GHGSHMCLGAALARLEGIILIQALLSIPSEQLREFKIKWGDGIVARGPIAITRL* 1914

>AADL01001311 acid mine drainage microbial pink biofilm

96% to CYP231A1

Ferroplasma acidarmanus Type I

3208 DVFQYYRKMRKESPVHFNHNTGSWDVFDYKSVYFVLMNPDTYSSDPS 3348

3349 YAGNIPENRQGPGASFITMDNPDHKELRNVTVPYFLTSKITGYRDMIESTS 3501

3502 RKLMAGINKDSDFIRDYAVMLPVTVISELLGVPENDRSKFKEWSDYIIGNR 3654

3655 SDAGFQDLNRYMYSTMAEIFKTNTEDNIISTINKGLYHSEPLSINQKIGYVMLLVIGGNE 3834

3835 TTTNLIGNMVKVLSEHPEIADKLRQEPELKKGFIEETLRYYSPIQFLPHRFAARDSVLNG 4014

4015 QEIKKGQRLSIWLGSANRDGTKFEDPDTFNMERQKNDHLAFGMGIHMCLGSPLARLE 4185

4186 AEIALNDILNKFKNVKI 4236

>AADL01001398 acid mine drainage microbial pink biofilm

CYP232A1

Ferroplasma acidarmanus Type I

609 PTYKEEPFEWYREMRKNSPVYREGNMIHIFKYNTISKILSDHQNFSSQF 755

756 RDLLGEEMAAMLNEKTTPSILLLDPPLHTTLRGLVGSAFTPRSIELFEPR 905

906 IREIARMLAHAIVEKENSDIVSDLSYQLPIRVISEMLGVPESDSEIFRDWSDKLAT 1073

1074SLGRGPDIETQYDMADYFYKKIDRNSKGNNLISRLSTVEMDGRKLSDKEIAGFAIL 1241

1242LLVAGNETTTNLITNAILSLYDHPEIYNEMRKTPSLIPGVVEETLRYRSPVQSTRRYSK 1418

1419IDTEIEGEEILKNDILALYLGSANRDEEAFEDGESFNPYRKEKRHMAFGQGIHFCLG 1589

1590APLARLEARIALEEFSKAVPGFEIEKP 1670

>AADL01001518 acid mine drainage microbial pink biofilm

83% tp CYP232A1

Ferroplasma sp. TypeII

27442 PTYKEEPFEWYREMRQNSPVFREGNMIHIFKYSDISRILSDHQNFS 27579

27580 SQFRDLLGGELAELLNEKTTPSILLLDPPMHTTLRNLVSGAFTPRSIDLFEPR 27738

27739 IRKIAGKLVHEIVEKHNSDIVSDLSYLLPITVISEMMGVPESDSVFFRDWSDKLAT 27906

27907 SLGRGPDIETQNQMADYFYKKIDRNSDKNDLISRLSTIEMDGRKLSDMEIAGFAIL 28074

28075 LLVAGNETTTNLITNAIFSLYENPGIYPEMRQNPSIIPWVVEETLRYRSPVQSTRRYSK 28251

28252 IDTEIGGVEIIKNDILALYLGSANRDEEIFREGDAFNPHRVEKRHIAFGHGVHFCLG 28422

28423 APLARLEARIALEEFSKAVPSYSIIKP 28503

>AADL01001862 acid mine drainage microbial pink biofilm

46% tp 232A1 44% to 109B1

Thermoplasmatales archaeon Gpl

5267 IMNPFPWYKRMRSENPVYYDPEYRLVNVFRYTDVKETLGNFNKFSSQFGKA 5115

5114 FNPAGGPISESIINLDPPKHTKLRNIVSRAFTPRTIEKM 4998

4997 APQIREIAESLLNAKKGHEVDIIKEFTSPLPITVIATMLGIPLKDMDMFKKWSDT 4833

4832 IVGGSETSFTNFPKTIEDMKGYFQKLMIEKEKNPDESLVYSVLNAEVDGEKLTMMESLG 4656

4655 FFILLLVAGNETTTNLLSNALLTFSENPGTYEAMRDDSKLIPQALEEVLRYRSPVQSIYR 4476

4475 VARDDTDLSGVPIRKGSIMVPWIGSANRDESIFEDADKFIIGRKENRHIAFGEGIHY 4305

4304 CLGAPLARLEAKIAMEYMTENFDSYEILRNRKMIP 4200


