<H2>39 Zea mays P450 ESTs</h2> 

Last modified August 25, 1999

ESTs sorted by family 

>AI770623, AI621427, AI649583, AI621417, T12664 = CYP51 98% to sorghum CYP51

274 TTEGEVTGLLIAALFAGQHTSSITSTWTGAYMLRFKQYFAEAVEEQKDIMRRHGDKIDHDI

    LADMDVLYRCIKEALRLHPPLIMLLRQSHSDFTVTTKEGKEYDIPKGHIVATSPSFANRL

    PHIYKNPDSYDPDRFGPGREEDKAAGAFSYISFGGGRHGCLGEPFAYLQIKAIWTHLLRN

    FEFELVSPFPENDWNAMVVGIKGEVMVNYKRRKLVVDN* 492

>AI065779 a second CYP51 gene in Zea 83% identical to the other CYP51

291 QHTSSITSTWTGAYMLRFKQYFAEAVKEHNDVXKRPGDQIDHDFLAEMDVLYRCIQEALR

    LHPPLIML 358

>T15323   56% to 71A5 N-term also 71E1

30 RRRAPPGPPKQLPVLGNLLQIGSRPHRYFQAVARRYGPIVEVQLGRXRTVVVSSPDAAR 87

>AI714669, AI943993, AI943991, AI649716, AI395920, AI932184, AI891364 97% identical to 

71C2

>AI622560 95% to 71C3

>AI834502 71C3

>AI737242 AI737923 71C3

>AI881442 97% to 71C3

>AI649493 66% to 71D10 C-term

433 DFRGTDYQFIPFGAGRRICPGINFALPVLELALVSLLHHFEWELPAGMRLEDLDMGERRG 491

>AI637031 63% to 71D7

453 AGRRICPGMSFGLXXVELGLASLLFYFDWSLPAGVLPAEMDMAETMGITARRKADLFLSATLRV 516

>AI782917 59% to 71E1 and 60% to 71B18 in 71 family possibly in a new subfamily

375 QENFRIHPPGTLLIPRETMRSCVIGGYDVLPGTRIFVNVWAMGRDPSIWDRPEEFSPERF

    EGSHVDFRGSSFELLPFGSGRRSCPAIAMGVANVELVLANLLHCFDWQLPEGMVEEDID

    MEETGQLAFRKMVPLCLVPIKRV 516

>AI855377, AI637224 = 72A5

146 LLANGLVNHDGEKWAKHRRILNPAFHHEKIKGMMPVFSTCCIEMITRWDNSMXSEGSSEI

    DVWPEFQNLTGDVISRTAFGSNYQEGRRIFELQGELAERLIQSVQTIFIPGYWFLPTKNN

    RRMRAIDVEIRKILREIIGKREKDTKNRETNXDDLLGLLLESNTRQSNGNASLGLTTXDV

    IEECKLFYFAGMET 339

441 ASEFNPERFANGISXATRHQAAFFPFGGGPRICIGQSFALLEAKMTLCTILQRFSFELSP

    SXTHAPYXVITLHP 514

>AI857222 is 76% to 72A5

181 VFATCCADMINRWENSMSSKEPSEMDVWPEFQNLTGDVISXTAFGSNYQEGRNIFQLQGE

    QAERLIQSFQTIFIPGYWLLPTKNNRRMKEIDREIRKILHGIIRKRERAFIDSEGTNDDL

    LGLLVESNMRESNGNAKLGMTTEDIIEECKLFYFAGMETTSVLLTWTLILLSMHPEWQEQ

    AREE 364

>AI622303 56% to 72A14 same as T70647 74% to AI637224

365 QPLRIVTMVLYEVLRLYTPLTALQRQTYKPMELGGVRYPAGVMLMLPLLCIHHDKDVWGP

    DASEFRPQRFAEGVSRASRDAPAFFPFGWGPRTCIGQSFALLEAKMGLSMILQRFAFEL 483

>AI666136 96% to 73A7

>AI666233 78A1

>AI947634 AI920363 100% to 81A4

>AI668207 81% to 81A3 in the 81 family

372 CVINETLRLYPVAPLLLPHESTADCTVGGYDVPRGTLLFVNAYAIHRDPAAWEEPDEFRP 

    ERFRDGKAEGRLMLPFGMGRRRCPGETLALRTAGLVLATLIQCFHWDRIDGA 

    EIDMTESGGLTMPRAVPLEA 510

>AI001245 67% to 81A3 in the 81 family

264 RRXLDAGDESESKSMIAVLLTLQKSEPEVYTDTVITALCANLFGAGTE

    TTSTTTEWAMSLLLNHREALKKAQAEIDAAVGTSRLVTADDVPHLTYLQCIVDXTLRLHP

    AAPLLLPHESAADCTVGGYDVPRGTMLLVNVHAVHRDPAVWEDPDRFVPXRF 433

>AI677297 64% to 90A1

399 GYVIPKGCKIFGSFRAVPLSLDPYENARTFDPWRWQQGKSKLQSAEGASLFTPFGGGPR

    LCPGYELARVVVSVFLHPLVTRFSWE 482

>AI857227 81% to 90C1

424 DPHAFNPWRWKERPDVVAMSGGGGGGFTPFGGGQRLCPGLDLARLEASIFLHHLVTNFRW 481

>AI691638 70% to 97B2

417 RSPYFWGRPN*FEPERFSVPKKDESIEGWSGFAPGRSPGAMXPNEIIADFAFLPFGGGPR

    KCVGGQFALLESXVALGLLLRKFDVELRGSPDEVEM 494

>AI734373 T18826 86% to 98A1 AI881302 80% to 98A1

213 KIGASLSIAQHIPWLRWLAPDDEQAFKAHGERRDRLTVKIMEEHARALKQRGA

    QQHFVDALFTLRDKYDLSDDTVIGLLWDMITAGTDTTVISVEWA

    MAELLRNPRVQEKLQEELDRVVGRDRVLSETDFPNLPYLQAVVKESLRLHPPTPLMLPHR

    ASASVKIAGYDIPKGANVVVNVWAVARDPKVWDSPLEFRPERFLRENIDIKGADFRVLPFGAGRR

    VCPGAQLGINLVASMIGHMLHHFTWTLPSGTCPEDVSMMESPGLVTFMATPLQAVATPRL 516

>AI920336 60% to 706A5 C-term

471 SLAMLLQAFDWELPAGARLELDEKFAIVMKKATPLVAVPTPRL 516

>AI670285 61% to 707A3

304 LSDDQIADNVIGVLFAAQDTTASVLTWILKFLHDNPKLLEAVKVEQMAAYEENDGGRLPL

    TWAQTRKMSITHLVILESLRLASIIAFTFREAVEDVHYQGFLIPKGWKVMPLFSNLHYSP

    DYFEDPHKFDPSRFKVAPRPGTFLPFG 452

>AI947887 55% to 714A2

364 LRQLKILTMVIQETLRLYPPASLIMREALTGIRLGGVDVPRGTIIQVAISLLHLDMEAWG

    PDANEFRPDRFANGAAAACKPAHMYMPFGYGPRLCTGQNLAMAELKVVLARLLSKFSFS

    VSPGYQHS 490

ESTs sorted alphabetically

T12664   51

T15323   56% to 71A5 N-term also 71E1

T18826   86% to 98A1

T70647   56% to 72A14 same as AI622303 74% to AI637224

AI001245 67% to 81A3 in the 81 family

AI065779 51

AI395920 71C2

AI621417 51

AI621427 51

AI622303 56% to 72A14 same as T70647 74% to AI637224

AI622560 95% to 71C3

AI637031 63% to 71D7

AI637224 72A5, 74% to AI622303

AI649493 66% to 71D10

AI649583 51

AI649716 71C2

AI666136 96% to 73A7

AI666233 78A1 100% 

AI668207 81% to 81A3 in the 81 family

AI670285 61% to 707A3

AI677297 64% to 90A1

AI691638 70% to 97B2

AI714669 71C2

AI734373 86% to 98A1

AI737242 71C3

AI737923 71C3

AI770623 51

AI782917 59% to 71E1 and 60% to 71B18 in 71 family possibly in a new subfamily

AI834502 71C3 94% 

AI855377 72A5

AI857222 76% to 72A5

AI857227 81% to 90C1

AI881302 80% to 98A1

AI881442 71C3 97%

AI891364 71C2

AI920336 60% to 706A5 C-term

AI920363 81A4

AI932184 71C2

AI943991 71C2

AI943993 71C2

AI947634 81A4

AI947887 55% to 714A2

